
Supplementary figure 1 

 

Sfigure 1: Results of deconvolution. Area of cells as a percentage to control siRNA. 

BCL2L1, BIRC5, CRADD and HRK all show 3/4 or 4/4 siRNAs that mimic the smart pool. 

Data represent means of duplicate values with range. Black bars represent the smart pool 

and grey bars represent individual siRNAs.   

 


