
Figure S1 Nucleotide and amino acid alignments of MYB31 and MYB42 

S1a: MYB31 nucleotide sequence alignment 

MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       ------------ACAGCAGCAACAACAACAACAACCTCCACTGCCGCAACCCACCGAGAG 
NM_001112479    GCATCGCACCTCACAGCAGCAGCAACAACAACAACCTCCACTGCCGCAACCCACCGAGAG 
                            ********* ************************************** 
 
MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       GCGAGACCGGCGGCGGCAAAAGGACGATACAAAAGCAGCCAGGGTTGCTGGCAACAGCGT 
NM_001112479    GCGAGACCGGCGGCGGCAAAAGGACGATACAAAAGCAGCCAGGGTTGCTGGCAACAGCGT 
                ************************************************************ 
 
MYB31_ORF       --------------------ATGGGGAGGTCGCCGTGCTGCGAGAAGGCGCACACCAACA 
MYB31_UTR       CGGTCGCCCGCCCGCTCGCCATGGGGAGGTCGCCGTGCTGCGAGAAGGCGCACACCAACA 
NM_001112479    CGGTCGCCCGCCCGTACGCCATGGGGAGGTCGCCGTGCTGCGAGAAGGCGCACACCAACA 
                **************  ******************************************** 
 
MYB31_ORF       AGGGCGCGTGGACCAAGGAGGAGGACGAGCGCCTGGTCGCGCACATCAGGGCGCACGGCG 
MYB31_UTR       AGGGCGCGTGGACCAAGGAGGAGGACGAGCGCCTGGTCGCGCACATCAGGGCGCACGGCG 
NM_001112479    AGGGCGCGTGGACCAAGGAGGAGGACGAGCGCCTGGTCGCGCACATCAGGGCGCACGGCG 
                ************************************************************ 
 
MYB31_ORF       AGGGGTGCTGGCGCTCGCTGCCCAAGGCCGCCGGCCTCCTGCGCTGCGGCAAGAGCTGCC 
MYB31_UTR       AGGGGTGCTGGCGCTCGCTGCCCAAGGCCGCCGGCCTCCTGCGCTGCGGCAAGAGCTGCC 
NM_001112479    AGGGGTGCTGGCGCTCGCTGCCCAAGGCCGCCGGCCTCCTGCGCTGCGGCAAGAGCTGCC 
                ************************************************************ 
 
MYB31_ORF       GCCTCCGCTGGATCAACTACCTCCGCCCCGACCTCAAGCGCGGCAACTTCACGGAGGAGG 
MYB31_UTR       GCCTCCGCTGGATCAACTACCTCCGCCCCGACCTCAAGCGCGGCAACTTCACGGAGGAGG 
NM_001112479    GCCTCCGCTGGATCAACTACCTCCGCCCCGACCTCAAGCGCGGCAACTTCACGGAGGAAG 
                ********************************************************** * 
 
MYB31_ORF       AGGACGAGCTCATCGTCAAGCTGCACAGCGTCCTCGGCAACAAGTGGTCCCTGATCGCCG 
MYB31_UTR       AGGACGAGCTCATCGTCAAGCTGCACAGCGTCCTCGGCAACAAGTGGTCCCTGATCGCCG 
NM_001112479    AGGACGAGCTCATCGTCAAGCTGCACAGCGTCCTCGGCAACAAGTGGTCCCTGATCGCCG 
                ************************************************************ 
 
MYB31_ORF       GAAGGCTGCCCGGCAGGACGGACAACGAGATCAAGAACTACTGGAACACGCACATCCGGA 
MYB31_UTR       GAAGGCTGCCCGGCAGGACGGACAACGAGATCAAGAACTACTGGAACACGCACATCCGGA 
NM_001112479    GAAGGCTGCCCGGCAGGACGGACAACGAGATCAAGAACTACTGGAACACGCACATCCGGA 
                ************************************************************ 
MYB31_ORF       GGAAGCTGCTGAGCAGGGGGATCGACCCGGTGACGCACCGCCCGGTCACGGAGCACCACG 
MYB31_UTR       GGAAGCTGCTGAGCAGGGGGATCGACCCGGTGACGCACCGCCCGGTCACGGAGCACCACG 
NM_001112479    GGAAGCTGCTGAGCAGGGGGATCGACCCGGTGACGCACCGCCCGGTCACGGAGCACCACG 
                ************************************************************ 
 
MYB31_ORF       CGTCCAACATCACCATATCGTTCGAGACGGAGGTGGCCGCCGCCGCCCGTGATGATAAGA 
MYB31_UTR       CGTCCAACATCACCATATCGTTCGAGACGGAGGTGGCCGCCGCCGCCCGTGATGATAAGA 
NM_001112479    CGTCCAACATCACCATATCGTTCGAGACGGAAGTGGCCGCCGCTGCCCGTGATGATAAGA 
                ******************************* *********** **************** 
 
MYB31_ORF       AGGGCGCCGTCTTCCGGCTGGAGGACGAGGAG---------CGCAACAAGGCGACGATGG 
MYB31_UTR       AGGGCGCCGTCTTCCGGCTGGAGGACGAGGAG---------CGCAACAAGGCGACGATGG 
NM_001112479    AGGGCGCCGTCTTCCGGTTGGAGGACGAGGAGGAGGAGGAGCGCAACAAGGCGACGATGG 
                ***************** **************         ******************* 
 
MYB31_ORF       TCGTCGGCCGCGACCGGCAGAGCCAGAGCCACAGCCACAGCCACCCCGCCGGCGAGTGGG 
MYB31_UTR       TCGTCGGCCGCGACCGGCAGAGCCAGAGCCACAGCCACAGCCACCCCGCCGGCGAGTGGG 
NM_001112479    TCGTCGGCCGCGACCGGCAGAGCCAGAGCCACAGCCACAGCCACCCCGCCGGCGAGTGGG 
                ************************************************************ 
 
MYB31_ORF       GCCAGGGGAAGAGGCCGCTCAAGTGCCCCGACCTCAACCTGGACCTCTGCATCAGCCCGC 
MYB31_UTR       GCCAGGGGAAGAGGCCGCTCAAGTGCCCCGACCTCAACCTGGACCTCTGCATCAGCCCGC 
NM_001112479    GCCAGGGGAAGAGGCCGCTCAAGTGCCCCGACCTCAACCTGGACCTCTGCATCAGCCCGC 
                ************************************************************ 
 



MYB31_ORF       CGTGCCAGGAGGAGGAGGAGATGGAGGAGGCTGCGATGAGAGTGAGACCGGCGGTGAAGC 
MYB31_UTR       CGTGCCAGGAGGAGGAGGAGATGGAGGAGGCTGCGATGAGAGTGAGACCGGCGGTGAAGC 
NM_001112479    CGTGCCAGGAGGAGGAGGAGATGGAGGAGGCTGCGATGAGAGTGAGACCGGCGGTGAAGC 
                ************************************************************ 
 
MYB31_ORF       GGGAGGCCGGGCTCTGCTTCGGCTGCAGCCTGGGGCTCCCCAGGACCGCGGACTGCAAGT 
MYB31_UTR       GGGAGGCCGGGCTCTGCTTCGGCTGCAGCCTGGGGCTCCCCAGGACCGCGGACTGCAAGT 
NM_001112479    GGGAGGCCGGGCTCTGCTTCGGCTGCAGCCTGGGGCTCCCCAGGACCGCGGACTGCAAGT 
                ************************************************************ 
 
MYB31_ORF       GCAGCAGCAGCAGCTTCCTCGGGCTCAGGACCGCCATGCTCGACTTCAGAAGCCTCGAGA 
MYB31_UTR       GCAGCAGCAGCAGCTTCCTCGGGCTCAGGACCGCCATGCTCGACTTCAGAAGCCTCGAGA 
NM_001112479    GCAGCAGCAGCAGCTTCCTCGGGCTCAGGACCGCCATGCTCGACTTCAGAAGCCTCGAGA 
                ************************************************************ 
 
MYB31_ORF       TGAAATGA---------------------------------------------------- 
MYB31_UTR       TGAAATGAGCGCGCTTCTACCCTCTCTGTGTAGCTTCTCCCCCCCGTCGTCCTCGTTTTT 
NM_001112479    TGAAATGAGCGCGCTTCT-CCCTCTCTGTGTAGCTTCTCCCCCCCGTCGTCCTCGTTTTT 
                ****************** ***************************************** 
 
MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       GTTTTGCCACACCTCACATGGATGATGAATTGATGATACGTGGTTGGTTAGTTTTTTCGT 
NM_001112479    GTTTTGCCACACCTCACATGGATGATGAATTGATGATACGTGGTTGGTTAGTTTTTTCGT 
                ************************************************************ 
 
MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       AGGTGAAAAATACGCGATGGTGAGCGAGTGAAAGAGAGATTTTGTGCCCTGGGTCCTCCT 
NM_001112479    AGGTGAAAAATACGCGATGGTGAGCGCGTGAAAGAGAGATTTTG-GCCCTGGGTCCTCCT 
                ************************** ***************** *************** 
 
MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       CCCTGCTCTCTCGTGGTGCCCCATTGCGCCTCCTCTGTCCCCCCTCTCTCTCTCTGTATC 
NM_001112479    CCGTGCTCTCTCGTGGTGCCCCATTGCGCCTCCTCTGTCCCCCCTCTCTCTCTCTGTATC 
                ** ********************************************************* 
 
MYB31_ORF       ------------------------------------------------------------ 
MYB31_UTR       TCTGTAATCACCATCGCCA----------------------------------------- 
NM_001112479    TCTGTAATCACCATCGCCAAATGATCATGGGGGGCAATATAATATAATACATGCTGCTAA 
                ******************* 
 
MYB31_ORF       ------ 
MYB31_UTR       ------ 
NM_001112479    TGCTAT      
                    

  



S1b: MYB31 amino acid sequence alignment 

MYB31_ORF       MGRSPCCEKAHTNKGAWTKEEDERLVAHIRAHGEGCWRSLPKAAGLLRCGKSCRLRWINY 
MYB31_UTR       MGRSPCCEKAHTNKGAWTKEEDERLVAHIRAHGEGCWRSLPKAAGLLRCGKSCRLRWINY 
NM_001112479    MGRSPCCEKAHTNKGAWTKEEDERLVAHIRAHGEGCWRSLPKAAGLLRCGKSCRLRWINY 
                ************************************************************ 
 
MYB31_ORF       LRPDLKRGNFTEEEDELIVKLHSVLGNKWSLIAGRLPGRTDNEIKNYWNTHIRRKLLSRG 
MYB31_UTR       LRPDLKRGNFTEEEDELIVKLHSVLGNKWSLIAGRLPGRTDNEIKNYWNTHIRRKLLSRG 
NM_001112479    LRPDLKRGNFTEEEDELIVKLHSVLGNKWSLIAGRLPGRTDNEIKNYWNTHIRRKLLSRG 
                ************************************************************ 
 
MYB31_ORF       IDPVTHRPVTEHHASNITISFETEVAAAARDDKKGAVFRLEDEE---RNKATMVVGRDRQ 
MYB31_UTR       IDPVTHRPVTEHHASNITISFETEVAAAARDDKKGAVFRLEDEE---RNKATMVVGRDRQ 
NM_001112479    IDPVTHRPVTEHHASNITISFETEVAAAARDDKKGAVFRLEDEEEEERNKATMVVGRDRQ 
                ********************************************   ************* 
 
MYB31_ORF       SQSHSHSHPAGEWGQGKRPLKCPDLNLDLCISPPCQEEEEMEEAAMRVRPAVKREAGLCF 
MYB31_UTR       SQSHSHSHPAGEWGQGKRPLKCPDLNLDLCISPPCQEEEEMEEAAMRVRPAVKREAGLCF 
NM_001112479    SQSHSHSHPAGEWGQGKRPLKCPDLNLDLCISPPCQEEEEMEEAAMRVRPAVKREAGLCF 
                ************************************************************ 
 
MYB31_ORF       GCSLGLPRTADCKCSSSSFLGLRTAMLDFRSLEMK 
MYB31_UTR       GCSLGLPRTADCKCSSSSFLGLRTAMLDFRSLEMK 
NM_001112479    GCSLGLPRTADCKCSSSSFLGLRTAMLDFRSLEMK 
                *********************************** 
 

 

 

 

  



S1c: MYB42 nucleotide sequence alignment 

MYB42_ORF       ------------------------------------------------------------ 
MYB42_UTR       --------------------------------------ACTCGCTGCCTTCTCAAATCCA 
NM_001112539    CGGGCGCAGGAATTCGGCACGAGGGGAAACCCGCGCCCACTCGCTGCCTTCTCAAATCCA 
                                                      **********************                                                             
 
MYB42_ORF       ------------------------------------------ATGGGGCGGTCGCCGTGC 
MYB42_UTR       AACGCGAAGTAGCAACAAGCAAAAGCCCAGATCGATAATACGATGGGGCGGTCGCCGTGC 
NM_001112539    AACGCGAAGTAGCAACAAGCAAAAGCCCAGATCGATAATACGATGGGGCGGTCGCCGTGC 
                ************************************************************ 
 
MYB42_ORF       TGCGAGAAGGCGCACACCAACAGGGGCGCGTGGACCAAGGAGGAGGACGAGCGGCTGGTG 
MYB42_UTR       TGCGAGAAGGCGCACACCAACAGGGGCGCGTGGACCAAGGAGGAGGACGAGCGGCTGGTG 
NM_001112539    TGCGAGAAGGCGCACACCAACAGGGGCGCGTGGACCAAGGAGGAGGACGAGCGGCTGGTG 
                ************************************************************ 
 
MYB42_ORF       GCCTACGTCCGCGCGCACGGCGAAGGGTGCTGGCGCTCGCTGCCCAGGGCGGCGGGCCTG 
MYB42_UTR       GCCTACGTCCGCGCGCACGGCGAAGGGTGCTGGCGCTCGCTGCCCAGGGCGGCGGGCCTG 
NM_001112539    GCCTACGTCCGCGCGCACGGCGAAGGGTGCTGGCGCTCGCTGCCCAGGGCGGCGGGCCTG 
                ************************************************************ 
 
MYB42_ORF       CTGCGCTGCGGCAAGAGCTGCCGCCTGCGCTGGATCAACTACCTCCGCCCGGACCTCAAG 
MYB42_UTR       CTGCGCTGCGGCAAGAGCTGCCGCCTGCGCTGGATCAACTACCTCCGCCCGGACCTCAAG 
NM_001112539    CTGCGCTGCGGCAAGAGCTGCCGCCTGCGCTGGATCAACTACCTCCGCCCGGACCTCAAG 
                ************************************************************ 
 
MYB42_ORF       CGAGGCAACTTCACCGCCGACGAGGACGACCTCATCGTCAAGCTGCACAGCCTGCTCGGG 
MYB42_UTR       CGCGGCAACTTCACCGCCGACGAGGACGACCTCATCGTCAAGCTGCACAGCCTGCTCGGG 
NM_001112539    CGAGGCAACTTCACCGCCGACGAGGACGACCTCATCGTCAAGCTGCACAGCCTCCTCGGG 
                ** ************************************************** ****** 
MYB42_ORF       AACAAGTGGTCGCTCATCGCCGCGCGGCTCCCGGGGCGGACGGACAACGAGATCAAGAAC 
MYB42_UTR       AACAAGTGGTCGCTCATCGCCGCGCGGCTCCCGGGGCGGACGGACAACGAGATCAAGAAC 
NM_001112539    AACAAGTGGTCGCTCATCGCCGCGCGGCTCCCGGGGCGGACGGACAACGAGATCAAGAAC 
                ************************************************************ 
 
MYB42_ORF       TACTGGAACACGCACATCCGGCGCAAGCTGCTGTGCAGCGGCATCGACCCCGTCACGCAC 
MYB42_UTR       TACTGGAACACGCACATCCGGCGCAAGCTGCTGTGCAGCGGCATCGACCCCGTCACGCAC 
NM_001112539    TACTGGAACACGCACATCCGGCGCAAGCTGCTGGGCAGCGGCATCGACCCCGTCACGCAC 
                ********************************* ************************** 
 
MYB42_ORF       CGCCGTGTCGCGGGTGGCGCCGCGACCACCATCTCGTTCCAGCCCAGCCCCAACTCCGCC 
MYB42_UTR       CGCCGTGTCGCGGGTGGCGCCGCGACCACCATCTCGTTCCAGCCCAGCCCCAACTCCGCC 
NM_001112539    CGCCGCGTCGCGGGGGGCGCCGCGACCACCATCTCGTTCCAGCCCAGCCCCAACTCCGCC 
                ***** ******** ********************************************* 
 
MYB42_ORF       GCCGCCGCCGCC---GCAGAAGCAGCAGCGCAGGCGCCGATCAAGGCCGAGGAGACGGCG 
MYB42_UTR       GCCGCCGCCGCC---GCAGAAGCAGCAGCGCAGGCGCCGATCAAGGCCGAGGAGACGGCG 
NM_001112539    GCCGCCGCCGCCGCCGCAGAAACAGCAGCGCAGGCGCCGATCAAGGCCGAGGAGACGGCG 
                ************   ****** ************************************** 
 
MYB42_ORF       GGCGTCAAGGCGCCCAGGTGCCCTGACCTCAACCTGGACCTCTGCATCAGCCCGCCGTGC 
MYB42_UTR       GGCGTCAAGGCGCCCAGGTGCCCTGACCTCAACCTGGACCTCTGCATCAGCCCGCCGTGC 
NM_001112539    GCCGTCAAGGCGCCCAGGTGCCCCGACCTCAACCTGGACCTCTGCATCAGCCCGCCGTGC 
                * ********************* ************************************ 
 
MYB42_ORF       CAGCATGAGGACGACGGCGAGGAGGAGGACGAGGAGCTGGACCTCAAGCCCGCCTTCGTC 
MYB42_UTR       CAGCATGAGGACGACGGCGAGGAGGAGGACGAGGAGCTGGACCTCAAGCCCGCCTTCGTC 
NM_001112539    CAGCATGAGGACGACGGCGAGGAGGAGGACGAGGAGCTGGACCTCAAGCCCGCCTTCGTC 
                ************************************************************ 
 
MYB42_ORF       AAGCGGGAGGCGCTGCAGGCCGGCCACGGCCACGGCCACGGCCTCTGCCTCGGCTGCGGC 
MYB42_UTR       AAGCGGGAGGCGCTGCAGGCCGGCCACGGCCACGGCCACGGCCTCTGCCTCGGCTGCGGC 
NM_001112539    AAGCGGGAGGCGCTGCAGGCCGGCCACGGCCACGGCCACGGCCTCTGCCTCGGCTGCGGC 
                ************************************************************ 
 
  



MYB42_ORF       CTGGGCGGACAGAAGGGAGCGGCCGGGTGCAGCTGCAGCAACGGCCACCACTTCCTGGGG 
MYB42_UTR       CTGGGCGGACAGAAGGGAGCGGCCGGGTGCAGCTGCAGCAACGGCCACCACTTCCTGGGG 
NM_001112539    CTGGGCGGACAGAAGGGAGCGGCCGGGTGCAGCTGCAGCAACGGCCACCACTTCCTGGGG 
                ************************************************************ 
 
MYB42_ORF       CTCAGGACCAGCGTGCTCGACTTCAGAGGCCTGGAGATGAAGTGA--------------- 
MYB42_UTR       CTCAGGACCAGCGTGCTCGACTTCAGAGGCCTGGAGATGAAGTGAACGAAACGAAGCCCA 
NM_001112539    CTCAGGACCAGCGTGCTCGACTTCAGAGGCCTGGAGATGAAGTGAACGAAACGAAGCCCA 
                ************************************************************ 
 
MYB42_ORF       ------------------------------------------------------------ 
MYB42_UTR       CACGTCCTTTCTTCTCC------------------------------------------- 
NM_001112539    CACGTCCTTTCTTCTCCTTTTGTTGTCGGTTGTAGTCTTGGCTTGTTGGATTTGGATAGA 
                ***************** 
 
MYB42_ORF       ------------------------------------------------------------ 
MYB42_UTR       ------------------------------------------------------------ 
NM_001112539    GCTAGTTGGTTACTAGTTGTTAGTTAGAAGATAGTGCAGGATGATCACTAGCTACTGGCT 
                                                                             
 
MYB42_ORF       ------------------------------------------------------------ 
MYB42_UTR       ------------------------------------------------------------ 
NM_001112539    ACCTCAACAGTACAGTAGCTGCTCCCTTCTCTTCCATTCTATGTAAAAAAGAAACAAAAA 
                                                                               
 
MYB42_ORF       ------------------------------------------------- 
MYB42_UTR       ------------------------------------------------- 
NM_001112539    TACTTATAAGGTGTTTGGGTTGAGAAATGAACTAGTCTATTATCTTTTC 
 

 

 

 

 

 

 

  



S1d: MYB42 amino acid sequence alignment 

MYB42_ORF       MGRSPCCEKAHTNRGAWTKEEDERLVAYVRAHGEGCWRSLPRAAGLLRCGKSCRLRWINY 
MYB42_UTR       MGRSPCCEKAHTNRGAWTKEEDERLVAYVRAHGEGCWRSLPRAAGLLRCGKSCRLRWINY 
NM_001112539    MGRSPCCEKAHTNRGAWTKEEDERLVAYVRAHGEGCWRSLPRAAGLLRCGKSCRLRWINY 
                ************************************************************ 
 
MYB42_ORF       LRPDLKRGNFTADEDDLIVKLHSLLGNKWSLIAARLPGRTDNEIKNYWNTHIRRKLLCSG 
MYB42_UTR       LRPDLKRGNFTADEDDLIVKLHSLLGNKWSLIAARLPGRTDNEIKNYWNTHIRRKLLCSG 
NM_001112539    LRPDLKRGNFTADEDDLIVKLHSLLGNKWSLIAARLPGRTDNEIKNYWNTHIRRKLLGSG 
                ********************************************************* ** 
 
MYB42_ORF       IDPVTHRRVAGGAATTISFQPSPNSAAAAA-AEAAAQAPIKAEETAGVKAPRCPDLNLDL 
MYB42_UTR       IDPVTHRRVAGGAATTISFQPSPNSAAAAA-AEAAAQAPIKAEETAGVKAPRCPDLNLDL 
NM_001112539    IDPVTHRRVAGGAATTISFQPSPNSAAAAAAAETAAQAPIKAEETAAVKAPRCPDLNLDL 
                ****************************** **:************.************* 
 
MYB42_ORF       CISPPCQHEDDGEEEDEELDLKPAFVKREALQAGHGHGHGLCLGCGLGGQKGAAGCSCSN 
MYB42_UTR       CISPPCQHEDDGEEEDEELDLKPAFVKREALQAGHGHGHGLCLGCGLGGQKGAAGCSCSN 
NM_001112539    CISPPCQHEDDGEEEDEELDLKPAFVKREALQAGHGHGHGLCLGCGLGGQKGAAGCSCSN 
                ************************************************************ 
 
MYB42_ORF       GHHFLGLRTSVLDFRGLEMK 
MYB42_UTR       GHHFLGLRTSVLDFRGLEMK 
NM_001112539    GHHFLGLRTSVLDFRGLEMK 
                ******************** 
 


