Tumor 7T genomic DNA

T -] AT 7 [T ] ITHEET m e = ]
00 0 00 an
womn
5000,
a0
o
2000,
¥ L i | )
| A
fid i) B B B [ ] [ ]
VRV 140 DNAMEIAL] 0 ngul Mal 7T Genessk BNA
[FAEZTE -] TIEITY ] [OFEES 1) [OTEREEY 1 R 1 Mante 15 =
100 0 o a0
™
s
&
s
o0
1000 \ | | | Ili
! - 1 L1 - _I=.J £t v T . .
i i n (M S [ i3]
VRV D DNAMBTILL D ng b Mt (7T Ganias_BNA
[A¥IEL] A 1l [PEETIT | [T 1[FCR 1
00 w00 o am
5000
000,
000,
e
i U | ' J\
[ENE] i m (] 1]
IEENREES |TFT | [ZI8IT DIESET ] FRE
00 200 300 ann 00
8000
anon
2000 M
oy PN ]
V.-I-VJ-l-VJINMWIIG-]?"JI;JILMM?‘MESDJT
55818 ] DB ] [D75820 ]  [DIsss3s ] [CSFIFO | Peata D
0o 200 300 a0 00
6000
4000
000 h U‘
o A J\ 1
0 g PN PN
VTV 1-40_DNA34E216-1__0_ng_ul_Mat__ ‘m 50T
WA DESIIT® ] [[POX ] FGA ]
100 200 300 ano 00
8000
5000
4000
3000
2000
1000
Jk A .
] B

Supplementary Figure S5. An electropherogram of Powerplex PCR reaction. Top lines show STR profile in 7T
tumor genomic DNA,; no peak imbalance, indicative of a mixture in the sample, was noted. Bottom profile shows
STR profile of the primary cell line MESO-7T. Arrows indicate positions of allele alterations compared to the

parental genomic DNA.
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