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Periodic AT Clusters (PATCs) in smu-2 intron =800 e N = 5,232 genes
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201 gccaa gtcg ctccgtgccacagcggccgAAAAtcga a ()
251 agcga cgggtgAAAAAgtgtAAAAAccgactgAAAAtccagctgAA o
301 AAcgacAAAAAcggtaag agctaa cacc tcgata @
351 tactAAAAAAAAAccgAAAAAttgag tcAAA ctgcAA )
401 AAAttctgcaa agcaa ccatacta gacgccgAAAAAgCt
451 tAAAAAtatga agagg aatggAAAAttcatgga CA >
501 AA ccacgAAAAtcattgAAAAA gAAAAAAttga cctatt =
551 cAAAgttctagctAAAAActgcaa agcaa ccatacta ag 2]
601 tactgAAAAAgcctAAAAAtgtga cagagga caatggAAAAtt %
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Transcripts not detected in germline

00- N = 9,902 genes 29
651 catgga ccaa caatgAAAAccattgAAAAACCCtggAAAA ’ 9 ® 21
701 ttgag cttcAAAg aggAAA atgagaa gaatAAAA
751 AA AAA gAAAAARAattgAAA aattctAAA AAAgAA
801 Agttga aataa tgaatAAAAAAAAAtcaac c
851 AAAA agaattAAAA caa tattcAAAAAttctcatA
901 AA cgtAAAc aatAAAAActcaa ccga tcgatg
951 a cactAAAAAAttggAAAAAttcatcaa cctattgAAAAcctc

Bases with PATC > 60 = 985 = 98.5%
Total sum of PATC score =726,116
PATC density = 726

Normalized autosome



