SUPPLEMENTARY FILE 2 — Amino acid sequences of N. vectensis cadherin cytoplasmic domains, N.
vectensis a- and B-catenins, and N. vectensis a-catenin variants used in this study.

>NvCad1-FL
MISTLGRVNSNSRAGATAFQLQARDLDSGSNGLIGFQLENIPTLFMINPLTRQIEVGQPRLQTSR
YGLDIIPFDYGKPSVNGTKATVDIETVQSPPVFNESSYTFTVSERAPTMTKIGDVTAVSVSGARL
SYTIIEGNTGDKFLAKDNGDIVLNSLLDFERDQSVFNLKVEAKEQIPKGLSSEVDVTITVINANDF
HPYFDDPVYRLKVPESRGVGDVIMTVTARDCDCPSDCTCPVGQLKYSVEAGTSFDIDQTGAIV
VARTLDYETSKVQVLKVMASDQGEKVFTAVTFVVVTLEDTNDNAPVFKRNDYLFRMTADASTG
SMIGAVIARDQDQDDIEKVRYSVVSGTEFNVNTETGVLTVAKDLSTGAKSEYSMEIRATDSTKS
NDARVRVNVEYKNMYRPEFTKCGKATIQENLLKGQLIATVTATDRDQGRNGEVEYKIVPVGGQ
DFFTINNKTGEVITTSSLDRETKATYTVITAEDGGHGKDPAERLMSYCFLEVEVQDVNDNYPSF
ITRAYLGSIQNTKPIGTSVLTVSATDPDAGDNAKITYAFKSPNDKFEIDSTSGDIRTKVALTGTKD
VNEKMTVVASNTEAIQGGDANNRDRETEVTIYITDLAPPVCDKNLFTARILESLSVNSDVLKVSA
QAPGGKSIVYSPVKANADIDEKFSVETNGQIKTASQLDYEQLSPGDKTFKLQVRAQEENTNLYS
TCSVAITLEDVNDDKPTFDLGNYDARVRENAPIGTTVITIKATDRDTGDAGVVTYFLKAGSDEHF
AIDVNSGTLTTKKSFDREGQSLFSVIVIARDKGNNPGALSEEVAVKVLVVDENDSPPQFDQAEF
QTSVSESATIGTSILEVVATDQDIGDNAKLEYFISGGDGRFWFAVQTISKSGRTYGEVQVDARL
DFETKSSYTIDVTATDGRFSATTRVLITITDANDIVPMFMTLTTPTLLSPIYTGRVSEMTGSGVEV
LKVYAVDTDSPNIQYTLEGSSSYFTIAARQEGGKFVGIISTGSQPLDREATPIFSFNVLAKDGVH
TGSAYIEINVTDINDNQPRFPNSLYVGYVEENKAAGTSVMYVQAHDDDDPYLGGNAEIRYTLTD
NAGGKFKIDANTALVTTEEILDRETSPNSFTITVLATDQGANKLSTTKVATIYVTDANDHAPVFTK
RIFRGTVSEDVRPGYVVTSVSATDTDTGPNAELEFVVTHGNEPAAFYVDPSKGTVHVSGILNYT
LRKSYNLTVTVSDRGMPVLSDNSPAYVLITITDANDNAPIFIPNQYNKTVAEDLAVGSPVVVVTA
VDYDSGDNAKFVFDITGGNPDDLFEVVPNPDNSSLGIVRTRLPLDRETTPIHHLEITAKDTGGLT
GKAHVWLTLLDVNDNGPWFQPPFFVGKIKENVNVKQFVTKVSANDPDTKNNGAPFTYAIYNGT
VSGNFAFDIATITNVTTDMSSSGTFDRETMTTWTIGIAGTDSGRPAKSNFTYVYVDVQDDNDNE
PYDGRMTIIVNSYNGKFRGGPIAKTYYRDADYDGDVNTYTLQSQTGGNFFTVDTTTGEISAAKD
IPVGEYSLVISVTEVNTGNPPRANEVNFPKTVTSRATVIVRDITSKAVSNSVALQISDMRKVEYFV
GDYHDVVVGELSRMFGVSSSGIEVFSVQPSPIKVMALDVQFAVKTGSDEYTKPYDVIRVVTDN
RERLTNLGLKVTSIGIDMCALERERVGKCINVVETSSAYKIASGDYGKVPAPASSITLVSMDVVL
RDKYVTIIEPGKNCSNENPCLNGGTCHDTVPAGWRVCQCPRGYRGPHCEQTTRTFRGTSYIW
LPKLTAYDIRELSFEFTTEFKDGLMLYQGPLKPGDNNGAKDFLAVFLDEGHLVVRVSLGYEPITI
NMTRRPNLNDKEWHTVQIIRDVIDRKMIRVIIDRCQSAQIVEENGRVFEKRDTCEITGRVKGRSV
YLNGFGPLQIGGVETDLTFIGITTTGFRGCIRNIIDTEKMYDLRNPIKVVNAPEGCTLAGTCPNNC
NDKGYCEPSLMAGKSMCVCDLGYTGRACNDRSEANYYLENSFSQFLLTGIRARRELIQPPVPL
MNEYYTHINLQVKLDPGTKDCVLFLSSNSLGTEFNRLDVKDHMLRYIFRLGDRMKVLSIPQYNIS
DGKYHSVMVNREGNYAEMQIDYRAKMAGTTGGVQKLLNMGGGSIFTGGLPNITEVRVVEAIVQ
SGGDVILRTEDGKVLTSGIGVGGGMSFGAGSSVTLITIGSGVLTQRNILDSQSLFVRGIYKNGTV
LYGSSSSSTFGMNVDDQGIPFKSSDTSSNGNGGVQISQGNPMTYGAGIQWTLSNPGRTQVGA
GNSGGAVEVIGDMEGCTATNRFQGVSLEDSPDVEVRRQNVRKGCPCAEGFCENGGTCVDGT
PPYCLCSPGWTGSTCVLIVTAPNPGQRPGSRVVSPFVIACVAVVLLAVMVIMGAVLLKKRTPPP
VIPVYMVEDGHVHDNIRPYHDEGAGEEDNFGYDITQLMKYTYVEGGGYGGGGGGYGGGGGGY
GDGTGGAAFGSAYAADGGGKGGLGSGVEEVMVAEEKPLLQGAMEGYGQQHGITTITRRRMM
NADSVDVGNFINSRVGEADREYILSYDALHIYRYEGDDSDIDDLSELGSDDEGGDDAEQSFDFL
QDWGRKFENLNKIYNLDD

>NvCad1-CytoTail
KKRTPPPVIPVMVEDGHVHDNIRPYHDEGAGEEDNFGYDITQLMKYTYVEGGGYGGGGGGYG
GGGGGYGDGTGGAAFGSAYAADGGGKGGLGSGVEEVMVAEEKPLLQGAMEGYGQQHGITTI



TRRRMMNADSVDVGNFINSRVGEADREYILSYDALHIYRYEGDDSDIDDLSELGSDDEGGDDA
EQSFDFLQDWGRKFENLNKIYNLDD

>NvCad2-FL
MSAGRLAAVLTTPLLFLSLLKTFQLAKAQDTLIEVNFDEGRPARSSVYLFDSSSGDVFSLYQAD
PTVPLLFQISEVGHVTSTQEIEYEIGKTNKYDLTVLQRPRGETLGGIAITLRITILDVNNFHPVFQL
SQGEHYEGFVKEGTAENTIVEGLEQCHATDRDTSGIRGYSIISGNEKGYFKVETVQIGSGVTSR
KFLVLKTTGKPIVRDDNNPYIMLTVQVTDGGNPSHSGTANIRVNVEDANDQTPVFESSQYRETI
AENTPIQTSVLRVRATDKDDGTNGGIYYYMKNPVNSYFTIDAITGVIRVAKTLDYNARDKHTLYIS
ARDRGDPPRTSAEATVEISLRENIQGWPLPDSADPKENTKPYFPQSRYTFSIREDFPPKGALLV
MRAADNDPIGPNKRLRYSLSGNGVSKFAIDPESGVVTLTDSVDYENTPNNHVYDLTVTATDQG
PGSLSATTQLLIEIQDVDENKNSPRFDPQQAILEISENLKQNSLVTTVSATDSDSVGNPSSPDGK
VVYSIVGGTGLGVFRVDSNTGEVKVAVPSLDREGTSQYTLVVKASDNATFPRSSRLFLMINLLD
EDDNFPYFSQPIYIAQVPENQPSGTFVTVVVGRDADEGFNPSYTVITPGVPYKIEPSTGVIRTSK
SLDQSELSTRELQVIVRVSTAGSKTADGQVNITVISKVNRPPVFKNTPYSVKVPEEMGPLPNLF
CIAAVDSLSRPVQYTLAPGADGLFEVDKDSGRLHTKNSFNYENVDRYNLRIEARTSSVQEVASA
SLTVEVTEEKDLPKFSSDSYQLTVDESAAPGTTLAPGLLIIDSDTSSDQFDCSMEAITSLHTLYNF
EVTQQSGRCFLRVQAGGKLDAHLASKYTFNVRATDRNFRNMFATAQVEVNVIDVNDHKPEFL
QESYWLSVPSSTPAGSSLVTVQAEDMDIGTNAQVRYELLRQENSERFILNDNNQLSTASTLTP
NVRYQLLIRASDSATRNPSSAQVPVYVSVYSPSESPIVFDKSSYNQNLPEDSSANTLVFTAKAT
RSGSSSGITYELVGGYKQIGEAMFSIKPDTGQVYLIKKLDFETKSYFPIAVRAKYSGGAIELASEV
VAKVTIVDVNDNGPRFAFHESSKTVVIDSFSAKDTQLVQARALDADSGSLGEVTYGIDGGRSTS
NLPFNINVKTGMIFATREILYTQGSSYIIIVVATDGATDGSQKIQKYTVNVQVLDTPRPPSFPQKT
YSAPVTETAGVGDTVTTVRAVYSKPNAFLKYTFVSGNEDNTFCVNGFGIISVAKSLDREKVAGY
TLGMRVTLGQHVDDTTVYVNLTDINDDAPHFTSAIYRRSIKEGLAEDTEILPPVIAVDHDFGSNG
KILYSILSGVHPDWDKYFNIDSATGKITTKMTLDYETHKSHTLFIRAEDNGSPKRLSGIAQVDIDVI
DRNDNSPVFAAAFYRAKISLGAVKGTSVLQVHATDLDSGQNGQITYSIIQGNEEEAFTINEQGVI
LVDKSLTTVAADKFSLKVEARDKNASPRSGSVTVEINVYLPDGPPMFVVSPVTVYVKEGVPAN
HRVAGVKAATSEALTYTLLSGNEAGMFRINPSTGSLDATRELDYEERRRYELKIEARDTRDRSA
MVELIIVVNINDNKPTFVDIVDGQIDRKAIGTCSPTDIAEGEVITRLGAFDRDGDEITFIVPDDVKD
LFKIDSRGVVTAKKPIEDLPKIYPFNVKALDNGEPPQETDVKVRLVFVHYRPDQKHVRVNVRED
TPTGSVIATVRRYFPNGIVSLLLPEKANFSVRANGDVILLTPLDYESQQFHRMTVREELGNQTN
DVDVEVVVLDVNDNRPIWMERERLARVNTNSRAGAQVYQLEARDEDDGSSGLVGYQLKSPS
NDAKRKRRSPPQHPFTINPKTRQMEVAGSLKDQRYDLDVFAFDYGIPRLTSDTITLNVDGSAAG
QLPPRFSKVSYHFMVSEDAKYLSLVGIILARSISGARLDYKIVSGNVGDKFIAMGDGRILLNSLLD
FERDQTQYNLKVKATEQIPDGLDSTVDVKIDVINANDHFPYFDQQLYSVQIPESTAVGVLVQEV
TAKDCDCLSSCTCSPGFLTYSIEPSKEQGGKFYIDPATGKISVSVALDYEDQRYHLLKVYATDK
GKKSFQGLCFVNVTLTNVNDNRPTFLKSAYEFRVAEGAATGESLAIVVAVDADGDAVTYSKAG
GALQFSVDQSTGVITLNSALDPNKNQYTLQVMAKDSGGLTSTVSVTFNVADANNNVPQFTNCG
TVSIRENDPRDTKITQLTATDADRGQNGQITYSIEDASSQTLFSIEPRTGVVRSLTSLDRENKDS
YNAIIKAEDGSSKQDESERLLWYCYLTINVEDVNDNRPYFLAAKYFGSVFSSAPNGSNILTVQAT
DADSGSNAKIKYALLDSAGGLFRLDSSGILRTNTNPARLQLETGKKLLLEVSAKDVESIAGTQPG
KPTKYTTQIEILVSNEEPPKFSQQVYTASINENMETGSTVTRITATSSTGAEISYENVDTNPRAKI
LFRVQPDGYIITGDRPDYERGTTYNMQFAAKDKKTLLYSTVKVVINIIDVNDVSPAFLLAINTRNA
RVLENKPAPTKVISMKAIDDDGSEPHRRVTYEMKDNPNFQIDASTGMITTKTTLDREVTPKYDV
EVTAKDGVNKESAILYITVVDQNDQPPVFAPKSYAISVPEDSPIGTSVLDIYATDADVGENAKITY
FISKGDPEGKFSIVTSPVKGELVVNGKLDFETKSSYTLEVTATDGKFSDTAVVTVTIQDVNDLPP
VFSSPLYESRIQENTGPGAGVVMVTASDIDSPTISFSLDDRGKDYFQITPIRASGPGNVWVGDIR
TGSKQLDREESPVKVFTVIANDGKHTAQAEIRVNLTDVNDNAPRFPASPYIGYVEENKPSGTSV
MYIQAVDDDDPLAGGNAKLSYELTDSAGDKFSIDPLSGLIKTKVTFDREQTPNKFKVRVKATDA
GNPRLSASVDGIIHVSDANDHKPKFTEKFYRGSVAENAPPGYSVLRVTATDEDVGPNAEFEFV



VVQGNDPHAFYIDPFNGTVLVSGILDYEKKKEYTITLTVADRGMPPLQGDETAYVVIEILDANDN
APEFIPKIYNASVLEDVGARQPVLTVTAVDRDSGPNGNFTFAIDPRSDPDDAFTIEPDPNNASIGI
IRTRVPLDQEKTPSFHLKVTATDAGGLQGEGEVRINVIDVNDNGPWFVPPFFVGQIKEGVSARQ
FVNKLKAYDPDAFVKDQVITFSIYNGTVGENFKLDPVSVTNESVDLHSYGVFDREAAPVWKIGIE
AVDNVGPKPQKNFTYVYVDVLDVNDNAPKDGSLLIIVNAYDGNFTGGVIGKPYYQDDDFDGDE
NTYELNSQSPGSYFRVNEGNGDITAAPMIPMGEYNLKIRVTEKKDSPSTVTSSVRVLVRRIDKE
AVDNGVAVEFTDMRKVGYFVGDYYKGFEDVLASTLGVPTGDIKIFSVQKAHDNGLAVVVFFTV
AAKDSYMPHWDVVSKLVDAKKPLESLGLKVSRLGMDECSKGNVGQSVGVAKNILVRSSNFSV
ASGDYGKVPAPASSLTIVSIDILPKCLYEAVFPPEKRCKPHNPCLHGGKCYETVPDCPGFVCKC
PTGYHGPLCEMTTRTFYGNSYIWLPKLMTYSLSDLEFEFMTKTADGLLVYQGPEREGANNGLK
DFIAVVLRGGRVELFVSLGLDPVTVKMDKGPRLDDGEWHTVQVLRNMKDIEIIDRCSTALLEHK
PDGTVVENRKSCHVYGRMLGRSVFLDGFGPLQIGGVSNPNMDFPDIPYTGFKGCVRNIKDNH
NLYDLKNPLKVVNAPEGCQLASACPECKNDGYCEPLMARDSICVCNPGYSGKHCDGRGKASY
YLASSFTEYLVAARRRRREVVPPPTEIFNRFYTTLALQVKLDEDATNVVVFLASNRMGTEFQRV
DVKDSKIRYVLRLGARMLVLSFPQLNVTDGVYHSVIVRRHGDYAIMQLDYSGYVIGSLHSQRTL
LDMSGGEIFSGGLPNITIVRIIEAIVENDGSAVISTNVRNDGDGYAADVGGVHVRNLQLSGPLNL
VSRKRRASGTVSVLGDFGGCIAGTSVNGANMESDPSIKVHRQNVLDGCPCLSNFCANGGTCV
DAMPPYCICAPGWTGPLCTIVVTAPPVGERGTPFMHPAVIAIILVVMLAIFIIMGAVILKRRPEPVV
VYADSTDTGHVHDNVRLYHDDGGGEEDNLGYDITKLMKYTYIETTIAPPSVAPSKASEDKISTS
SDQPLLQGRPPDAVFGLTGKEPGPKMPKYMEGDDVGDFITTRVKITDREVFLAVDELHIYRYE
GDDTDVDDLSEIEPDEEDEEYEQEFDFLKQWGPKFDKLAKLYEDVDE

>NvCad2-CytoTail
KRRPEPVVVYADSTDTGHVHDNVRLYHDDGGGEEDNLGYDITKLMKYTYIETTIAPPSVAPSKA
SEDKISTSSDQPLLQGRPPDAVFGLTGKEPGPKMPKYMEGDDVGDFITTRVKITDREVFLAVDE
LHIYRYEGDDTDVDDLSEIEPDEEDEEYEQEFDFLKQWGPKFDKLAKLYEDVDE

>NvDachsous-FL
MLELKVVDVNDYSPVFGNWSYTTHVLESTPPDSNIIEVVATDVDSGENGRISYAFDSKVDTSKF
GLRNGGKIFIKSKLDREDIEEYNLKVIATDHGTPRRSSSADVKVIVDDVNDNNPHFQQASYAFFV
KENEPVATYLGAVSASDSDEGSNGHVTYRFDTQVAQFIVDKQTGKITTSQVLDREAKASYVFSI
VATDGGSSPRVDKTQVTVIVRDVNDCSPKFSKNKYSVTVNEDLPVGSSLLTLIATDDDQQGPN
SDITYMIVAGPKAFSLNQVTGVLTLVSPLDRKVTHRHILHVVASDKGENQSLETITYIEINVLDVN
DNYPVFINETTFKTVPEKLPIGSVVAAVLAVDSDQGDNGKVRYKIVNGNTDGTFKINETTGVIST
LRALDFEVTNRYVLRVSATDMGQKQQKTSYQLVTIYVEDANDNRPTFDKNPIHTWIYENVPINTN
VTTIKAHDDDSGLNSRIWYTIDSQSPRAHFKINSETGLIQTTHPIDREEISEYSLKVRATDQAFTE
QDRLYSTATLKIIQDLNDNAPKFVSRNLTYVMEDEPFNFQVTSITALDPDTGQGGNVEYRIVSP
DTGKFSLDLKTGVLKLIGSLDYEDVPQYTLHISATDLGSPPLTSYQLFNVVVVDVNDNPPEFTRD
LFIGTVSENEPTGTSVVKVTAYDRDSGSNAELTYSIPSGVEMDKFSIDKHSGLIVTNSILDREKK
DTYFLTVHATGVSYPFRVSSTSVRINVMDRNDNPPKFISPVVTLKVPENSPARLIYTLTVQDLDY
GNNTKVLYSIMSGNTDGAFTIGTSTGELSTTTKLDRETKAFYQLSVQAKDITPPYYTAFANITIFIE
DQNDNPPVFQQSLYSSTISELTPPGTSILNLTASDKDSGSNGNIVYTLSNDTYGVYSIDSRTGIV
YSAARFETSIKQEYNFFCIAKDQGQDPKMAIVPVRIKIEDKNNHAPQFTKTPYEVHIFPNTSASAL
VTMVTATDADTDKSTNGKVTYRLDDSKNSTSLFVVESNTGSVRTSAGFSNPPQGRHALYIIAED
HGSPPLRGYGIVQIVIGNIQDDPPRFLNQTPARVSIPENSKVGSYITTVRARASSDAQVTYSIISG
NKGRAFYVDPFTGVISVASADALDYESTKNFRLHLVATPQGWVSLNGYMILDINVIDRNDNSPA
FHPSNMLAQIAEDTGAFKPRFVVKVTATDVDSGTNGKVTYSIWTGNEAGVFTIDSTTGEITTAKL
LDRETTASFDLVIRGTDSGIPPKSTNCQVKVVVTDLNDNPPLFDPLSEVNIREDTRTGAVVTSVV
ATDTDKESRLTYTLKSASTPGMFSVGRFNGAVSLLKRLDYEKTNKYSLNIAVSDGLHSAEKTLTI
NVLDTNDNTPKFLNSSYQVTLSKTIPAGRAILRVSATDQDSGSNAQIKYSFPITNSDQIDYKIDAD
TGVISARRTIDVRIRDSFIQIPVQAMDQGVPPQRALVYVRIITREPKFELPSYFGKVPENAMMGT



SVLTVRVTDNAAGLPLGRISYNIENSNYFRIGQRSGVISVNKPLDYETKRRFLLVVSAIDDTAPSK
PVRVPVYINVSDVNDEKPVFGQSGYMAQWSEGIPVGTIVVNVSAADKDSGANGRVWFAIQSG
DDKGSFAIDRKTGVIRTQRALDHETIKTHHVSVRATDEGSPPMHTDVSVTIRVLDLNDNPPVFR
VPGPNDVQVLENLPLNSRLYEINATDRDSGANARLSFTVIGGTGQGLFLIDKFSGWLTTNITFDY
ENTAVYQYSLTIKATDAGNPPLSSNITIIVNVADEDEYDPSFNRMDYKFDVPGNAKIGDFVGQVT
ATDRDSGDQGRVFFVFYNPTSNALKMNATTGIISVNRTLNDGSSLETRARRSLDELLIGFEIGSS
RSRMRRSAESQELRYTIRAYSGKIGSERFADVPASVLVDFTCPGCMVPTTGAREGDPITGTAL
ALIVGLAVLAGVILLAFVVVLLFIYSHRKKRRTRQNPPLRFDGSFDEITVHPRTTGNANYVSAESI
SLRAFPAEYSPLSRNTDSNSTPSGTDASDAPGSSGSASSGRGSSEGDFDEQPVAIVNADIGSF
HSDNNAKTIVADSGIQQDDDDQISQLTLSDGSGILHVDTLNGSESKSDKTDKILARLEFQSVESM
HVFGEEGGGEADGGHDVGNLLYAKLAEADADDESIVDGPRSYIDEGHDHPSYGGSLSSIIGSQ
EELTGSYNWDYLLDWGPQFQPLAEVFLEIGRMKDEGGDKKEVTRNGSIPSSSRLRPNLSGIAT
VDMLSSMSSLPRSPVSPPSTQYSSPAFSPNFTPAITPLITRSPSVSPLDTGNVSPAYASRGVTP
NGSRPTSTHIVKLQNEDDAYSELSHSPSISDNESNAEIDV

>NvDachsous-CytoTail
KKRRTRQNPPLRFDGSFDEITVHPRTTGNANYVSAESISLRAFPAEYSPLSRNTDSNSTPSGTD
ASDAPGSSGSASSGRGSSEGDFDEQPVAIVNADIGSFHSDNNAKTIVADSGIQQDDDDQISQL
TLSDGSGILHVDTLNGSESKSDKTDKILARLEFQSVESMHVFGEEGGGEADGGHDVGNLLYAK
LAEADADDESIVDGPRSYIDEGHDHPSYGGSLSSIIGSQEELTGSYNWDYLLDWGPQFQPLAE
VFLEIGRMKDEGGDKKEVTRNGSIPSSSRLRPNLSGIATVDMLSSMSSLPRSPVSPPSTQYSSP
AFSPNFTPAITPLITRSPSVSPLDTGNVSPAYASRGVTPNGSRPTSTHIVKLQNEDDAYSELSHS
PSISDNESNAEIDV

>NvBetaCatenin
METHGMGMQQGRDMNKDAQTAMWHQTYHDSGIMSGATTTAHSVKGDEDDDYMKTTHMSF
EWEQSFNDHEMQAMNEQFVSTRSQRIRQAMFPETLEEGAQIPSTQFDSTSSTAVQRLAEPSL
MLKQAVVNLINYQDDADLATRAIPELAKLLNDDDQVVVGQAAMMVHQLSRKDASRHAIMNSPQ
MVAALVRALNNMSDVETTRCAAGTLHNLSHHRQGLLSIFKSGGIPALVKLLGSQVEAVVFYAITT
LHNLLLHQEGAKMAVRLAGGLQKMVALLGRGNVKFLAIVTDCLHVLAYGNQESKLIILASGGPA
ELVRIMKTYTYEKLLFTTSRVLKVLSYDTDNKMAIVEAGGMQALAMHLGHQSNRLVQNCLWTL
RNLSDAATKEDGLDNLLQMLVQLLSSNDIQVVTCAAGILSNLTCNNPRNKQLVCRFGGIEALVR
TCLQAGDREEITEPAVCALRHLTSRHADAEAAQNAVRIHYGLPVLVKLLHPPARWPLIKAVIGLM
RNLALCPANHAPIREHGGLPRLVQLLMRANQDMQRRPGHNVVIDGVRMDDIVEGTVGALHILA
REAHNRAVIRSLHCISLFVQLLYSPNENIQRVAAGVLCELAQDKEGAEAIEAENATQPLTDLLHS
RNEGIAAYAAAVLFRMSEDKSQDYKKRLSVELTSSLFREDAPWQEMEGDLMDTYQMPGAYTY
PQESMDYMQGPVDYGHHYDFHGDPNMSHQPPGGHYQNPGGPLYDTDL

>NvAlpha-Catenin-FL
MSRTAYQASGDVKVEHHKVKWDPKTLEIRTHSVEKALEPLVHQVTTLVNQPKKRSSKVGKSKN
AHKLAQDIEDATVRLIKTGESISKDFPEIREEMIAACKDCRGAGDTMHISSKEFADDPCTSTKRM
TMVRAARALLSSVTRLLCVADMADVCRLLASLKLVERRLKDLEGASNTADLLNSFKNLGNDLM
NLAQLSGRRQADLKDPLRRDEMAAARAILKDASKMLLSSSKAYVRHPEVASAKANRDFIISQMN
EAVNSISGTAQATGPSEPHPLETSGALAKALDDFDSQVVMDPASYSEKRTRPSLEEQLEKIISG
AARLADADCTRDNTRDRIAECNAVRQALQDLLSEYMSHAGGKKKAVPGGPLDEAIEKMCSKT
SGLRGQLRKAVVDNVADSFLETSLPLLMMIEAAQAGNEREVEECAKLFLNHAAKLEEVATLACS
MSNNPEKVKMVRIAARHIRALAPQVVNAARTLAARPHSKVARENMDVFKDAWEKQVRVLTEA
VDDVTNIDDFLAAAEAHILEDVNKCVQALQERDVESLDRTAGQIRGRTQRVDDVVTSEMENYQ
KGPYTDNVHHAVRVMREEVIPHFAKAVEQSVGELNKGPNSKPDEPKFVDASKLVYEGIRDIRR
AVMAGKRGARSPDMEDAAQALFAEAQAKAREQAAYDALKASGKVQIELRGEGGDDEGGMGT
ASIRVNGVEYCPCKTGHNIVVLDPTGEVAAVKSFNTNAGEGADMARFLEELPDDHMVLVATQD



LTGKEQGNNAHLAAKALEALGAPKGSASPVYKSSFALAGCTGPTKRYWSTAEIRPRYQGPSIIA
TIIPTPAAQAGQIKVAIKAEGADDPNSTGRTSMKVNGIERSPMQRGHNVVILDSAGNFIMATHFD
TADSTKGDGAKMAKFLDNLPKERMVLMATQGTTGTAVNDAKSSLYNLGAQGNVHPGFHASW
AFAGYTGPENVKWAKTVTKARYEGPAVINEMITTPAAETELSLMQESEIEAASDYEPVSDYEGA
PGHYSEYEDNEDDPTKSLSKRSARSLFRALPEAEKIKIEELTQGLMSERKALERELTKWDESGN
EIIVLAKKMCMMMMEMSDFTRGTGPLKTTMDVIEAAKRIARAGAKMNKLAQPIADRCPDSSSK
NDLLAYLQRIALYSHQLTITSRVKADVQMISGELVVSGLDSATSLITSARNLMNAVILTVKASYVA
STKHKSGSVKSPVVSWRMRAPEKKPLVHLEAQDERLADLQRADQVRQESPIQALSEFDTAER
RRKPDFY

>NvAlpha-Catenin-N-M-ABD
MSRTAYQASGDVKVEHHKVKWDPKTLEIRTHSVEKALEPLVHQVTTLVNQPKKRSSKVGKSKN
AHKLAQDIEDATVRLIKTGESISKDFPEIREEMIAACKDCRGAGDTMHISSKEFADDPCTSTKRM
TMVRAARALLSSVTRLLCVADMADVCRLLASLKLVERRLKDLEGASNTADLLNSFKNLGNDLM
NLAQLSGRRQADLKDPLRRDEMAAARAILKDASKMLLSSSKAYVRHPEVASAKANRDFIISQMN
EAVNSISGTAQATGPSEPHPLETSGALAKALDDFDSQVVMDPASYSEKRTRPSLEEQLEKIISG
AARLADADCTRDNTRDRIAECNAVRQALQDLLSEYMSHAGGKKKAVPGGPLDEAIEKMCSKT
SGLRGQLRKAVVDNVADSFLETSLPLLMMIEAAQAGNEREVEECAKLFLNHAAKLEEVATLACS
MSNNPEKVKMVRIAARHIRALAPQVVNAARTLAARPHSKVARENMDVFKDAWEKQVRVLTEA
VDDVTNIDDFLAAAEAHILEDVNKCVQALQERDVESLDRTAGQIRGRTQRVDDVVTSEMENYQ
KGPYTDNVHHAVRVMREEVIPHFAKAVEQSVGELNKGPNSKPDEPKFVDASKLVYEGIRDIRR
AVMNEDDPTKSLSKRSARSLFRALPEAEKIKIEELTQGLMSERKALERELTKWDESGNEIIVLAK
KMCMMMMEMSDFTRGTGPLKTTMDVIEAAKRIARAGAKMNKLAQPIADRCPDSSSKNDLLAYL
QRIALYSHQLTITSRVKADVQMISGELVVSGLDSATSLITSARNLMNAVILTVKASYVASTKHKSG
SVKSPVVSWRMRAPEKKPLVHLEAQDERLADLQRADQVRQESPIQALSEFDTAERRRKPDFY

>NvAlpha-Catenin-Insert
AGKRGARSPDMEDAAQALFAEAQAKAREQAAYDALKASGKVQIELRGEGGDDEGGMGTASIR
VNGVEYCPCKTGHNIVVLDPTGEVAAVKSFNTNAGEGADMARFLEELPDDHMVLVATQDLTG
KEQGNNAHLAAKALEALGAPKGSASPVYKSSFALAGCTGPTKRYWSTAEIRPRYQGPSIIATIIP
TPAAQAGQIKVAIKAEGADDPNSTGRTSMKVNGIERSPMQRGHNVVILDSAGNFIMATHFDTAD
STKGDGAKMAKFLDNLPKERMVLMATQGTTGTAVNDAKSSLYNLGAQGNVHPGFHASWAFA
GYTGPENVKWAKTVTKARYEGPAVINEMITTPAAETELSLMQESEIEAASDYEPVSDYEGAPG
HYSEYED



