>KT749668 Rh1l_E. cirrhatus_142849-3-2
ATGAACGGCACGGAGGGATCAAACTTCTACGTACCAATGAGCAACAAGACGGGGGTCGTGCGAAGCC
CCTTTCTTTACCCGCAGTTCTACTTGGCCGAACCATGGAAGTACTCGGCTCTGGCTGCGTACATGTTCTT
CCTCATCGTCACCGGTTTCCCCGTCAACTTCTTGACGCTCTTCGTGACTATCCAGCACAAGAAGTTACG
GACGGCACTCAACTACATCCTCCTCAACTTGGCAACGGCGAACCTCTTAATGATCGTGTTTGGCTTCAC
TACGACCATGTACTCCTCCATGAATGGCTACTTCGTGTTCGGAACCACCATGTGCTACTTCGAGGGATT
CTTCGCCACATTTGGAGGTGAGATGGCGCTGTGGTCCCTCGTGGTCCTGGCTGTGGAGCGTTACATTGT
GATTTGCAAACCAATGGGTAATTTTCGGTTTGGCACATCGCACGCACTCATTGGAGTCTCCTTTACTTG
GATAATGGCACTGTCATGTTGTGCTCCCCCGATTTTCGGTTGGTCAAGGTACATCCCAGAAGGTATGCA
GTGTTCCTGTGGACCTGACTACTACACATTGAACCCAAAGTATAACAACTTCAGCTTTGTCATCTACAT
GTTCACAGTGCATTTCTCAATCCCCCTCACCATCATTTTCTTCTGCTACGGCCGGTTGCTGTGCGCTGTT
AAGGAGGCAGCAGCAGCACAGCAGGAGTCCGCGACCACGCAGAAAGCGGAGAAAGAGGTAACCCGC
ATGGTGGTTATCATGGTGGTTGGGTTTCTCATCTGCTGGTTACCGTACGCATCAGTGGCCGCGTACATA
TTTACGCACCAAGGTGCAGACTTTGGCGCCATCTTCATGACCATACCCTCCTTCTTCGCCAAGAGTTCA
GCTCTTTACAACCCTGTCATTTATATCTTCATGAACAAACAGTTCCGCCAATGCATGGTCACCACGCTG
TTTTGTGGAAAGAATCCTTTCGAAGACGAGGAGTCTGGCACGAGCCAGACCAAGACCGAGGTGTCCTC
GGTCTCCACCACGCAAGTGTCTCCTGCGTGA

>KT749669_Rh1_G. australis_59018-4-1+5-3
ATGAACGGCACAGAGGGGCAGAACTTCTACATCCCGTTCTCAAACAAGACAGGCGTGGCTCGCAGTCC
TTTCGAGTACCCGCAGTACTACCTGGCCGAGCCATGGAAGTTCTCGGCTCTGGCTGCCTACATGTTCTT
CCTCATCCTCGTGGGCTTCCCCGTCAACTTCCTCACGCTGTTCGTCACGGTGCAGCACAAGAAGCTGAG
GACGCCGCTCAACTACATCCTGCTCAACCTGGCGGTGTCGAACCTCTTCATGATCCTCTTCGGCTTCAC
CACCACCATGTACACCTCCATGAACGGCTACTTCGTCTTCGGACCCACCATGTGCTCCATCGAGGGCTT
CTTCGCCACCCTGGGCGGC
GAGGTGTCTCTCTGGTCCCTCGTGGTGCTGGCCATTGAGCGCTACATCGTCATCTGCAAACCCATGGGC
AACTTTCGCTTCGGCAACACGCACGCCATCATGGGTGTAGCGTTGACCTGGGTCATGGCCCTGTCCTGC
GCCGCTCCGCCACTCCTCGGCTGGTCCAGGTACTTGCCGGAGGGAATGCAGTGCTCCTGCGGGCCCGA
CTACTACACCATGAACCCCACCTACAACAACGAGTCGTTCGTCATCTACATGTTCATCGTTCACTTCAC
GATTCCTTTCGTGATCATATTTTTCTCCTACGGGCGCCTGCTGTGCACGGTCAAGGAGGCGGCTGCGGC
CCAGCAAGAGTCGGCATCGACGCAGAAGGCCGAGAAGGAGGTGACGCGCATGGTGGTGCTGATGGTG
GTGGGCTTCCTCGTGTGCTGGGTGCCCTACGCCTCCGTGGCGTTCTACATCTTCACGAACCAGGGCTCC
GACTTCGGCGCCACCTTCATGACCCTGCCGGCCTTCTTTGCCAAGAGCTCGGCCCTCTACAACCCGGTC
ATCTACATCCTCATGAACAAGCAGTTCCGCAACTGCATGATCACCACGCTGTGCTGCGGCAAGAACCC
TCTGGGCGACGACGACTCTGGAGCGTCTACGAGCAAGACGGAGGTCTCCTCGGTGTCCACCAGCCAGG
TGGCCCCGGCCTGA

>KT749670 GEOAU_c59018 g4 il
ATGAACGGCACAGAGGGGCAGAACTTCTACATCCCGTTCTCAAACAAGACAGGCGTGGCTCGCAGTCC
TTTCGAGTACCCGCAGTACTACCTGGCCGAGCCATGGAAGTTCTCGGCTCTGGCTGCCTACATGTTCTT
CCTCATCCTCGTGGGCTTCCCCGTCAACTTCCTCACGCTGTTCGTCACGGTGCAGCACAAGAAGCTGAG
GACGCCGCTCAACTACATCCTGCTCAACCTGGCGGTGTCGAACCTCTTCATGATCCTCTTCGGCTTCAC
CACCACCATGTACACCTCCATGAACGGCTACTTCGTCTTCGGACCCACCATGTGCTCCATCGAGGGCTT
CTTCGCCACCCTGGGCGGC

>KT749671_GEOAU c59018 g5_i3
GCCACCCTGGGCGGCGAGGTGTCTCTCTGGTCCCTCGTGGTGCTGGCCATTGAGCGCTACATCGTCATC
TGCAAACCCATGGGCAACTTTCGCTTCGGCAACACGCACGCCATCATGGGTGTAGCGTTGACCTGGGT
CATGGCCCTGTCCTGCGCCGCTCCGCCACTCCTCGGCTGGTCCAGGTACTTGCCGGAGGGAATGCAGT
GCTCCTGCGGGCCCGACTACTACACCATGAACCCCACCTACAACAACGAGTCGTTCGTCATCTACATGT
TCATCGTTCACTTCACGATTCCTTTCGTGATCATATTTTTCTCCTACGGGCGCCTGCTGTGCACGGTCAA
GGAGGCGGCTGCGGCCCAGCAAGAGTCGGCATCGACGCAGAAGGCCGAGAAGGAGGTGACGCGCAT
GGTGGTGCTGATGGTGGTGGGCTTCCTCGTGTGCTGGGTGCCCTACGCCTCCGTGGCGTTCTACATCTT
CACGAACCAGGGCTCCGACTTCGGCGCCACCTTCATGACCCTGCCGGCCTTCTTTGCCAAGAGCTCGGC
CCTCTACAACCCGGTCATCTACATCCTCATGAACAAGCAGTTCCGCAACTGCATGATCACCACGCTGTG
CTGCGGCAAGAACCCTCTGGGCGACGACGACTCTGGAGCGTCTACGAGCAAGACGGAGGTCTCCTCGG
TGTCCACCAGCCAGGTGGCCCCGGCCTGA
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>KT749672_Rhl1-Partial_ M. _mordax_25773-1-1
TGCGGGCCGGATTACTACACGATGAACCCCGACTTCAACAACGAGTCGTTCGTCATCTACATGTTCGTC
GTACACTTCGTCATCCCTTTCGTGATCATTTTCTTCTCCTACGGACGCTTGCTCTGCACAGTCAAGGAGG
CGGCCGCGGCCCAGCAAGAGTCGGCGTCGACGCAGAAGGCCGAGAAAGAGGTGACCCGCATGGTGGT
ACTGATGGTGGTGGGATTCCTGGTGTGTTGGGTGCCCTACGCCTCCGTGGCGTTCTACATCTTCACCAA
CCAGGGGTCCGACTTCGGCGCCACCTTCATGACCGCGCCGGCCTTCTTTGCCAAGAGCTCGTCCCTCTA
CAACCCGGTCATCTACATCCTCATGAACAAGCAGTTCCGCAACTGCATGATCACCACGCTGTGCTGCG
GCAAGAATCCTCTGGGCGACGATGACTCGGGAGCCTCCACGAGCAAGACGGAGGTGTCCTCGGTGTCC
ACCAGCCAGGTCTCCCCGGCTTGA

>KT749673_Rh2_G._australis_51485-1-2
ATGAACGGAACCGAGGGAGCGAACTTCTACATCCCCTTCCATAACCGGACAGGCGTGGTTCGAAGTCC
CTACGAATATCCGCAGTACTACCTGGCCGACCCATGGATGTACTCGGCCATCTCGGCCTATATGTTCAC
GCTCATCCTGATTGGCTTCCCCATCAATTTCATGACCCTGTTTGTGACCTTCAAGCACAAGAAGCTCCG
CCAGCCGCTCAACTTTATCCTCGTCAACCTGTGCGTCGCCGATCTCTTAATGATCATGTTCGGGTTCAC
CACCACCTTCTACACGGCCATGAACGGCTACTTCGTGTTCGGCCCGACGGGATGCAACATCGAAGGCT
TCTTCGCCACCCTGGGCGGCGAGGTGTCGCTGTGGTCACTCGTGGTGCTGGCCATCGAGCGGTACATC
GTCGTTTGCAAGCCCATGGGCAACTTCAGATTCGCGACGACTCACGCGGCCCTCGGAGTGGTCTTCAC
CTGGGTGATGGCGAGCGCGTGTGCCGTGCCGCCGCTCGTCGGCTGGTCGAGGTACATTCCGGAGGGCA
TGCAGTGCTCTTGCGGGCCCGACTACTACACGCTCAACCCCAAGTATTACAACGAGTCGTACGTCATCT
ACTTGTTCCTGGTCCACTTCCTGCTGCCCGTCACCATCATATTCTTCACCTACGGCCGCTTGATCTGCAC
CGTGAAGGAGGCAGCGGCGCAGCAGCAGGAGTCCGCCAGCACGCAGAAAGCCGAGCGTGAGGTGAC
CCGGATGGTGATCATCATGGTCGTTGGCTTCCTCGTCTGCTGGGTGCCCTACGCGTCCTTTGCGTTCTAC
CTCTTCATGAACAAGGGCATCCTGTTCTCGGCCACGGCCATGACGGTGCCGGCGTTTTTCTCCAAGAGC
TCGGCTCTCTACAACCCCATCATCTACGTGCTCTTGAACAAACAGTTCCGTACATGCATGGTCACCACG
CTATTCTGCGGGAAGAACCCGTTCGGTGAAGACGACAGCTCGATGGTCTCTACGAGCAAAACAGAGGT
GTCCTCAGTGTCATCTAGTCAAGTGTCCCCGTCATAA

>KT749674 SWS2_ G. australis 38136-2-1+1-1
ATGTATCAGGGAAAGTCGACACAGGTCGACGATTTACCAGAAGATTTCTACATCCCCATCGCCCTGAA
CGTGAAAAACATGTCGGAGTTGAGTCCGTTCCTGGTCCCCCAAGTCCACCTCGGGGACAGCTTCATTTT
CTACGGCATGTCGGCCTTCATGCTGTTCCTGGTGTTGGCCGGCTTCCCGCTCAACTTCCTCACCGTGTTC
GTCACCATCAAGTACAAGAAGCTGCGCTCGCACCTCAACTACATCCTGGTCAATCTAGCCATCGCCAA
CCTCATCGTGGTCTGCTGCGGCTCCACCCTGGCTTTCTACAGCTTCATGCACAAGTACTTCATCTTGGGT
CCCCTCTTCTGCAAGATGGAAGGCTTCACCGCCACCCTCGGAGGGATGCTGAGCCTGTGGTCCTTGGCC
GTGCTGGCGTTCGAGCGCTGCCTGGTCATCTGTAAACCGTTTGGAAACATCGCGTTCCGTGGGACTCAC
GCCTTGATCGGATGCGGTTTTGCTTGGGCGGCTGCGATTGCTGCCTCCACCCCTCCGCTGTTCGGCTGG
AGCAGATATATACCGGAGGGTCTGCAGTGTTCCTGCGGCCCGGACTGGTACACAACTAACAACAAGTA
CAACAACGAGTCGTACGTGATGTTCCTCTTCATCTTTTGCTTCGGGACTCCGTTCACCATCATCATCGTC
TCCTACAGCAAACTCATCCTCACCCTCCGCGCGGCAGCCGCGCAGCAGCAGGAGTCCGCCAGC
ACGCAGAAGGCCGAGAAGGAGGTGTCCCGCATGGTGGTCATCATGGTCGGGGGGTTCCTCGTCTGCTG
GTTGCCGTACGCCAGCCTGGCGCTCTGGATAGTCTTCAATCGCGGCTCGCCTTTTGACCTGCGCCTCGC
CACCATTCCGTCAGTCTTCAGCAAGGCTTCCACCGTCTACAACCCAGTCATCTACATCTTTCTCAACAA
GCAGTTCCGCTCGTGTATGATGAAGACTATATTTTGTGGGAAGAACCCGCTGGGTGACGATGAGGACG
CTACATCTACCACCACACAGGTGTCATCTGTTTCAACAAGTCAAGTCGCTCCTGCCTGA

>KT749675_GEOAU_c38136_g2_il
ATGTATCAGGGAAAGTCGACACAGGTCGACGATTTACCAGAAGATTTCTACATCCCCATCGCCCTGAA
CGTGAAAAACATGTCGGAGTTGAGTCCGTTCCTGGTCCCCCAAGTCCACCTCGGGGACAGCTTCATTTT
CTACGGCATGTCGGCCTTCATGCTGTTCCTGGTGTTGGCCGGCTTCCCGCTCAACTTCCTCACCGTGTTC
GTCACCATCAAGTACAAGAAGCTGCGCTCGCACCTCAACTACATCCTGGTCAATCTAGCCATCGCCAA
CCTCATCGTGGTCTGCTGCGGCTCCACCCTGGCTTTCTACAGCTTCATGCACAAGTACTTCATCTTGGGT
CCCCTCTTCTGCAAGATGGAAGGCTTCACCGCCACCCTCGGAGGGATGCTGAGCCTGTGGTCCTTGGCC
GTGCTGGCGTTCGAGCGCTGCCTGGTCATCTGTAAACCGTTTGGAAACATCGCGTTCCGTGGGACTCAC
GCCTTGATCGGATGCGGTTTTGCTTGGGCGGCTGCGATTGCTGCCTCCACCCCTCCGCTGTTCGGCTGG
AGCAGATATATACCGGAGGGTCTGCAGTGTTCCTGCGGCCCGGACTGGTACACAACTAACAACAAGTA
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CAACAACGAGTCGTACGTGATGTTCCTCTTCATCTTTTGCTTCGGGACTCCGTTCACCATCATCATCGTC
TCCTACAGCAAACTCATCCTCACCCTCCGCGCGGCAGCCGCGCAGCAGCAGGAGTCCGCCAGC

>KT749676_GEOAU c38136_g1_il
CAGGAGTCCGCCAGCACGCAGAAGGCCGAGAAGGAGGTGTCCCGCATGGTGGTCATCATGGTCGGGG
GGTTCCTCGTCTGCTGGTTGCCGTACGCCAGCCTGGCGCTCTGGATAGTCTTCAATCGCGGCTCGCCTT
TTGACCTGCGCCTCGCCACCATTCCGTCAGTCTTCAGCAAGGCTTCCACCGTCTACAACCCAGTCATCT
ACATCTTTCTCAACAAGCAGTTCCGCTCGTGTATGATGAAGACTATATTTTGTGGGAAGAACCCGCTGG
GTGACGATGAGGACGCTACATCTACCACCACACAGGTGTCATCTGTTTCAACAAGTCAAGTCGCTCCT
GCCTGA

>KT749677_SWS1_G._australis 43779-1-4
ATGTCCGGAGATGAAGAGTTCTACTTGTTCAAAAACATCTCCAAAGTGGGGCCTTGGGATGGCCCGCA
GTTTCACATTGCCCCGAAATGGGCTTTCTACTTACAAGCCGCGTTCATGGGCTTCGTGTTCATATGTGG
CACGCCACTGAATGCCATCGTTCTGGTGGTCACCATTAAATATAAGAAGCTGCGGCAGCCACTCAATT
ACATATTAGTGAACATATCGGCGGCAGGTCTCGTGTTCTGTCTCTTTTCCATCTCCACGGTGTTCGTCGC
CAGCATGCAAGGGTATTTCTTCCTCGGCCCCACGATCTGTGCATTGGAAGCATTCTTTGGCTCGTTGGC
CGGCTTGGTGACAGGCTGGTCGTTGGCCTTCCTGGCAGCTGAGCGATACATCGTCATTTGCAAGCCGTT
TGGTAATTTTCGCTTTGGCTCCAAACATGCCCTCGTCGCGGTGGGCCTTACCTGGATGCTGGGGCTCAG
TGTCGCTTTGCCACCTTTCTTCGGATGGAGCAGATACATCCCCGAGGGATTGCAGTGCTCCTGTGGCCC
TGACTGGTACACGGTGGGGACCAAGTACAAGAGCGAGTACTACACCTACTTCCTCTTCGTGTTCTGCTT
CGTCGTGCCGCTATCAATCATCATTTTCTCCTACGGCAGCCTGCTGGGCACGCTCCGAGCGGTGGCGGC
GCAGCAGCAGGAGTCAGCGAGTACCCAGAAGGCGGAGAGGGAGGTGTCGCGCATGGTGATCATGATG
GTGGCCTCCTTCTGCACGTGCTACGTGCCTTACGCCGCATTGGCCGTGTACATGGTGACGAACCGCGAC
CACAACATTGACCTTCGCTTCGTCACCGTGCCCGCGTTCTTCTCGAAGGCGTCGTGCGTGTACAACCCA
TTGATCTACTCCTTCATGAACAAGCAGTTCCGGGCCTGTATCTTGGAGACCGTGTGCGGGAAGCCCATC
ACGGACGAGTCCGAGACGTCCAGCAGCCGCACCGAAGTCTCGTCTGTGTCCACCAGCCAAGTGAGCCC
CGGGTAG

>KT749678 LWS_M. mordax_38189-1-1
ATGGCGGCGTCGTGGGAGAGAGCGATGTTCTCGGCTCGTCGGAGACACGACGACGAGGACACGACCA
GGGAGAGCGTGTTCGTGTACACGAACGAGAACTTCACGAGAGACCCATTTGAGGGCCCCAACTACCAC
ATCGCCCCTCGCTGGATATTTAACCTCGTGTCCGTATTCATGTTAATCGTCGTCGTCGCCTCACTCTTCA
CCAACGGCCTGGTGCTGGTGGCCACCATGAAGTTCAAGAAGCTCCGGCATCCGCTCAATTGGATTCTT
GTCAACCTGGCATTTGCTGACATCGCAGAGACTATATTCGCCTCGACCGTCAGTGTGAGCAACCAGGT
CTTTGGATATTTCATCCTGGGACACCCAATGTGCGTGTTCGAGGGCTACATTGTCGCCTTGTGCGGCAT
CTGTGGTCTCTGGTCACTGGCTATCATCTCGTTTGAGCGCTGGATGGTCGTCTGCAAACCCTTCGGCAA
CGTCAAGTTTGACGGAAAAATCGCGCTCATCCTCATCATCTTCTCGTGGGTTTGGGCTGCGTTCTGGTG
CGCGCCTCCCATATTCGGCTGGAGCAGGTACTGGCCGCACGGCCTGAAGACATCCTGCGGGCCGGATG
TGTTCAGCGGGAACTCGGACCCGGGGGTACAGTCGTACATGGTGACGCTCATGATTACGTGCTGCTTC
ATCCCGCTGTCCGTCATTATCATCTGCTACTTCCAAGTCTGGCTCGCCATTCACACAGTGGCGCAGCAG
CAGAAGGAGTCGGAGACGACACAGAAGGCCGAACGCGACGTGTCTCGTATGGTGGTGGTCATGATCA
TGGCCTACATCTTCTGCTGGGGGCCCTACACCGCGTTCGCGTGCTTCGCGGCCGCCAACCCGGGCTACG
CGTTCCACCCGCTCGTCGCGGCGCTACCCTCCTACTTCGCCAAGAGCGCCACCATCTACAACCCCATCA
TCTACGTCTTCATGAACAGACAGTTCCGCAACTGCATCCTGCAGCTATTCGGCAAGAAGGTGGACGAC
GGCTCGGAGGTGTCCAGCACGAGCCGCACGGAGGTCTCCTCCGTGTCCAACTCGTCCGTCAGCCCCGA
GTGA

>KT749679 LWS G. australis 59018-5-4
ATGGCGCAGTCGTGGGAGCGGGCCATGTTCGCGGCTCGCAGGAGACAAGACGAGGACACGACGAAGG
GAGATTTGTTTAGATACACGAATGAAAACAACACGAGAGATCCCTTTGAGGGCCCCAACTACCACATC
GCCCCTCGCTGGATGTACAACCTCACGTCCTTTTGGATGATCATCGTCGTCATCCTCTCACTCTTCACCA
ACGGCCTGGTGCTGGTGGCCACCTTAAAGTTCAAGAAGCTCCGGCACCCGCTCAACTGGATCCTCGTC
AACCTGGCCATCGCTGACATCGGAGAGACCATCTTCGCTTCGACCGTCAGCGTTGTCAACCAGATCTTC
GGATACTTCATCCTGGGACACCCGCTGTGCGTGTTCGAGGGTTTCACTGTGTCTGTCTGCGGCATCACG
GCACTCTGGTCGCTGGCTATCATCTCGTTCGAGCGCTGGATGGTCGTCTGCAAACCCTTTGGCAATCTC
AAGTTTGACGGCAAGGTCGCGATCGTCCTCATCATTTTCTCGTGGGCCTGGTCTGCGGGCTGGTGCGCG
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CCTCCCATTTTCGGCTGGAGCAGGTACTGGCCGCACGGCCTCAAGACGTCCTGCGGCCCGGATGTATTC
AGCGGCAGCACCGACCCCGGGGTGCAGTCCTACATGGTGGTGCTCATGATCACCTGCTGCTTCATCCC
GCTCGCCCTCATCATCATCTGCTACTTGCAAGTCTGGCTCGCCATCCACACCGTGGCGCAGCAACAGAA
GGAGTCGGAGACGACGCAGAAGGCGGAGCGCGACGTGTCCCGCATGGTGGTCGTCATGATCTTCGCCT
ACATCTTCTGCTGGGGGCCCTACACCTTCTTTGCGTGTTTCGCGGCCGCCAACCCGGGATACGCGTTCC
ACCCGCTCGCCGCCGCGCTGCCCGCCTACTTCGCCAAGAGCGCCACCATCTACAACCCCATCATCTACG
TCTTCATGAACAGACAGTTCCGCAACTGCATCATGCAGCTGTTTGGGAAGAAGGTGGACGACGGCTCC
GAGGTGTCGAGCTCTGCCCGCACGGAGGTCTCCTCCGTGTCCAACTCGTCCGTCAGCCCCGCGTGA

>KT749680_Parapinopsin_G._australis_53253-1-3
ATGTCCATACTGGCGTCCAACACCTCGGACGTGGCGCATCTGCACGGGGTCGCGAACGTGAGCGGAGC
CCTGACCCCGATGACCCGCGTCCCGGACGCAGAAGCCAGCTGCGGCGGCGGCGGCCTCGCTGCCTCGG
AAGGTCACGCCGGCGTGAACTTCCACGCACTGTCGGCGCTCATGGGCATCACGTCGGTCCTGTCCATC
GTTCTCAACGGGCTGGTGATCGCGGTCACGCTGCGGTCCAAGCTGCTGCGGCAGCCGCTCAACTACGC
GCTCGTCAACCTGGCCTGCGCCGACCTGGGCATCTCGCTGAGCGGCGGCATCATCACGACGGTCAGCA
ACGCCAGGGGGAGATTTGACCTGGGACGAGCCGTGTGCGTCGCGGACGGGTTCCTCGTTGCGGTTTTC
GGCATGACGGCGCTGATCACGGTGTGCGTGCTGGCCGTGGAGCGCTACGTGGTGGTGTGCAAGCCTCT
GGGCGGCGTGCACTTCAACACGCAGCACGGCATCTGCGGCGTGGCCTTCTCGTGGGCCTGGGCCCTCC
TGTGGAGCATGCCGCCGCTCTTCGGATGGGGCCGCTATCACTTCGAGGGCGTGGGCACGTCGTGCGCT
CCGGACTGGTCCGACAGTAGCACCTCGGGCCGCAGCTACATGACCGCCTACTTCACCTTCTGCTTCACG
CTGCCCATGCTGATCATCGTGTTCTGCTACACCAAGCTGATGAGGGCCATACACAAGGTATCGAAACT
CGGCTTGAGCGCCAACGACACGGCCGAGAGGAAAGTCGGAATGATGGTGGTGGTGATGATTTTTGCCT
TCTTCCTCTGCTGGCTGCCTTACGCCGCGCTGGCCATTGCCACCGTCATCAAGCCAGACCTGAAGGTGT
CGCCTCTCACCGCTTCTATTCCGGTTTACATGGCCAAGTCAAGTAGTGCTTACAACCCCATCATATACA
TCTTCATGCATAGACAGTTCCGGGAGCACATCTCACGAATGTGCTGTGGCCAACGCAACCAAAGCAGC
AGAATAACTCCCGAAGAGAACACGATGCAGAGGTTACAGCCCGCTTAA

>KT749681 Parapinopsin_G._australis_53253-2-1
ATGGACTCAAACACCAGCATCATCCTGATCGGCGGTGGCAACGGCAGCGTGCTGCTGGAGCCGTCCAG
CGCGACCCCCTCCCGGGCCGTCTTTGTCTCCCTCTCGGTGATCATGGGCATCACGACGTTCGCCTCGCT
GCTGCTCAACGGCCTGGTGGTGGTGGCGAGCTTGCGGCACAAGGAGCTGAGGCAGCCGCTCAACACGT
CGCTGCTCAGCCTGGCGGCCGCCGACCTCGGCATGGCCCTGGCTGGGGGGCTCCCCAACACCGTGACC
AACGCGGTGGGGGGCCTGGTCATGGGACGGGCGGGATGCATCACCGAGGGCTTCCTCATGTCATTTTT
CGGCATCGCGGCGCTGGACTCGGTGTGCGTGCTGTCGGTGGAGCGCTACGTCGTGGTGTGCCGCCCGC
TGGGCAGCCTGCGCTTCACGCCGCGCCACGCCGCCCTCGGCCTGGCCGTGGCCTGGCTGTGGGLCCTC
GCGTGGACGGTGCCGCCGCTCATGGGCTGGGGTCGATACGGGCCCGAGGGCGTGGGCACGTCGTGECG
CGCCCGACTGGGCCGACGAGTCGGCGGCCGGGCGGGCCTACATCCTCTGCTTCCTCGTGTTCTGCTTCG
CGCTGCAGCTGCTCATCATCATCTTCTGCTACGGCCGCCTCATGATGACCCTGCACCAGGCCCCGAAGC
TGAGCGGCGGGGCGAGCCAGCGCGCCGAGCGCCAGGTGGGCATCATGGTGGTGCTCATGGTGCTGGC
CTTCCTCGTGTCGTGGACCCCGTACGCCGTCTGCTCCATCGCCGTCGCCGTGACGCCCGGACTCAAGCT
GAGCCCGCTGCTCGCCACCGTACCGCTCTACGCGGCCAAGTCCAGCACGGCGTACAACCCCGTCATAT
ACATCATCCTGAACCGCAACTTCCGCTCCATCCTGCGCCAAATGATTTGCGGCAAAGCGGCGGGGGAG
ACGCGCGCCGAGTCGGAGGCCGTCACCAGGGTGGAGACTCTGCGGGGACCCGAGGAGGGGGGCGACA
AGGGTGGCCGCAGCGACGAGGCGGCGCCCCAAGCTACCTCCAGCGTCTAG

>KT749682 VAL_G. australis 53322-1-2
ATGGAAGACAACCCGCTGCTGGACAGCCCGGGGTCGCTGCACCACGGCGTCCCGTCTGCGCTACCCTC
GGCGCCCGGCGGCGGCGGCACGGGCCCGGLCGGGTGGAGGLCGGLCGGLCGGLCGGLCGTCACGGTGGTGCCT
CACGACCCGTTCGCGCGGCCGCTCGACGGCATCGCGCCGTGGAACTTCACGCTGCTGGCGGCGCTCAT
GGGCACCATCACGGCGCTGTCGCTCGGCGAGAACTTCGCCGTCATCCTGGTGACGGTGCGCTTCCGGC
AGCTGAGGCAGCCGCTCAACTACGTGCTCGTCAACCTGGCGGCGGCCGACCTGCTCGTCTCGGCCGTC
GGCGGCAGCGTGAGCTTCTTCACCAACCTCAAGGGTTACTTCTTCCTGGGAGTCCAGGCCTGCGTCCTG
GAAGGGTTCGCGGTCACCTACTTCGGCGTGGTGGCCCTGTGGTCGCTGGCCTTGCTGGCCTTCGAGCGC
TATTTCGTGATCTGCCGGCCGCTCGGGAACTTCCGTCTGCAGGCGAAGCACGCGGGGCTCGGLCCTGGL
CGTGGTGTGGATCTTCTCGCTGGCCTGCACCCTGCCGCCCGTGCTGGGCTGGAGCAGCTATCGCCCCAG
CATGATCGGCACCACCTGCGAGCCGAATTGGTACTCGGGCGACATGCACGACCACACCTTCATCATGA
TGTTCTTCACCACCTGCTTCATCTTCCCGCTCACTGTCATATTCGTCTCGTACGGGAAGCTCATACAAAA
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ACTCAAAAAGGCGTCGGAGACGCAGCGCGGCCTGGAGTCGACGCGGCGCGCGGAGCAGCAGGTGACG
CGAATGGTGGTGGTCATGATCCTGGCGTTCCTCTTCTGCTGGATGCCCTACGCCACCTTCTCGATCGTG
GTCACGGCGTGCCCTTCCATCCACATCGACCCGCTGCTGGCCGCCGTGCCGGCCTTCTTCTCCAAGACG
GCCACCGTCTACAACCCCGTCATCTACGTCTTCATGAACAAGCAGTTCCGCGACTGCTTCCTGCAGGTG
CTGCCGTGCGGAGGCCTCAAGAAGTCGTCCGTCACGCAGACGGCGGGCGCGCGCAACACGGAGCACA
CGGCCTCCGTCGACCGCCTCAGCCCCGGCGGGCGGCACCGCATCTCGLCTGGLLCGLLCGLLGLGGLLGLG
GGGGGGCCCAAGTTCACGAGCGCCGTCGCGCCGGGACCGGCCACCGGCATCGTGGAGCCGACCCTCG
CCGTGGCCGCCTCCGTCGAAAGCCTCGCGAGCAAGTCGGCGGCTCCGTACCAACACCGACAACAGCAG
CAGCCGGAAGGGGGGCAGTATCAAGGGCCGTCAAACCCGGCCATCACGCACGTGCAGCCGCTGCTCA
CCCGCGCCGAGTCCGTGAACAAAATTTACCCGGTGTAG

>KT749683 VAL-Partial_ M. _mordax_32621-1-1
CCGCTCGCCGGCATCGCGCCGTGGAACTTCACCATGCTGGCGGCCCTCATGGGCATCATCACCACACT
CTCGCTCGGGGAGAACTTCGCCGTCATCCTGGTGACGGCGCGCTTCCGCCAGCTGCGCCAGCCTCTCA
ACTACGTGCTCGTTAATCTGGCGGCGGCGGATCTGCTCGTGTCGGCCATCGGGGGCAGCGTGAGCTTC
TTCACCAACCTCAAGGGATACTTCTTCCTGGGAGTCCACGCCTGCGTGCTGGAAGGTTTCGCGGTCACC
TACTTCGGCGTGGTGGCCCTCTGGTCTCTGGCCCTGCTGGCGTTCGAGCGCTATTTCGTGATCTGCCGA
CCGATGGGGAACTTCCGCCTGCATGCGAAGCACGCGGCGCTGGGTCTGGCCGTGGTGTGGCTCTTCTC
GCTGGCGTGCACTCTGCCACCCGTGCTTGGATGGAGCAGCTATCGTCCGAGCATGATCGGCACCACCT
GTGAGCCCAACTGGTACTCTGGCGAGCTGCATGATCACACGTTCATCGTGATGTTCTTAACGACCTGCT
TCATATTCCCGCTGGCTGTGATATTTGTCTCCTACGGGAAGCTGATACAAAAACTCAAGAAGGCGTCG
GAGATGCAACGTGGCCTCGAGTCGACTCGGCGCGCCGAGCAGCAGGTGACGCGCATGGTGGTGGTGA
TGATCCTGGCGTTCCTCATCTGCTGGACGCCCTACGCCACCTTCTCCATCGTGGTCACCGCGTGTCCCTC
CATCCACATCGACCCGCTGCTGGCCGCCGTGCCGGCCTTCTTCTCAAAGACGGCCACCGTCTACAACCC
CGTCATCTATATCTTCATGAACAAGCAGTTCCGCGACTGCTTCATGCAGGTGCTTCCGTGCGGGAGCTT
CAAGAAGGTTGCCGTGATGCAGACGGCCGCCGCGCACAACACAGCCTCCGCGAGACCGCACAGC e
ACGAACCGGCACAGCATCTCGCTGGCCGCGGGGAGGCCCAAGTTTACGGGCGCCGTLCGLCCCGGGLeC
CACGACCGGCGTGGTGGAGCCGACGATGGCTGTTGCCGACGCTATGGATGGCCCCAAGAACTTGTCGG
AAGCTCTGTACCAGCAGGAGGAAGGGCATCAGGAGCAAGAGCAGCAAGACGAGCTGTCAATCCCTCC
GATCACCCACGTCCAGCCGCTACTCGACCACGTCGAGTCCGCGAACAAAATCCATCCGGTTTAG

>KT749684 Parietopsin_G._australis_49194-1-1
ATGCAGGAGCAGAGCAGCAGCAGCACGGCGCTGGCGGTGTTTGGAGCGACGCCGCCGGGCLTCCACGC
CACCGGGCCCGACCATCTTCCCCCCCGCCGGCTACACCGTCCTGGCCACGTTAATGTTCCTCAACGCCA
GTTTCTCCATCGTCAACAACGCGCTGGTCATCGCGATCACCTGCCGCTACCCGTCGCTGCGGAACCCGC
TCAACGCGCTGATCCTCAGCATGTCGGTGTCGGACCTGCTCATGTCTCTGTTCGGCACCACCGTCGCCG
CAGTCACCAACCTGCACGGCTCCCTGCGCCACATCGGCCACGCCGGCTGCGTCTTCCAGGGATTCACG
GTCAACTACTTCGGCTGCGTGTCGCTGTGGTCTCTCACGCTGCTGGCCTACGAACGCCGCCTCGTGGTG
ACTCACGGCTGCTCGCTGAGGGGCGGCTGGTCCCGGGCCCGCCGCGGCCTGGCCTTCGTGTGGACCTT
CTGCCTGGTGTGGGCCGTGGCGCCGTTGCTGGGCTGGAGCGCCTACGGGCCCGAGGGCGTGCAGACGT
CCTGCTCCCTGGCCTGGGAGCGGCGCTCCCTCAGCAACTACACATACCTGGTTGGGTACTTCCTGTCGT
GCTTCGCGGTGCCGGTCTCCATCATCATCTTCTCGTACGGAAACGTGCTCTGCTCCTTGCACACGTTGA
ACAAGAAGATTGAGCGCGTGGGCGGGCACCGAGACCCGAGGGAGGAGGTGCGTGCCGCCGTGATGGT
GCTCGCCATGGTCGGCGCGTTCATGGCGTGCTGGCTGCCCTACACGCTGCTGGCGCTGTGCGTGGTGCT
GGCGCCCGGCACGCACATCCCCCCGTTAGTCGCCACGCTGCCCATGTACTTCGCCAAGACGAGCCCCA
TCTACAACCCCATCATCTACTTCTTCCTCAACCGCCAGTTCCGCGTCTGCGCCGTGGAGTTCGTGACGT
GCGGCGCCGTGAGGCTCAACGAGCCGGACGGGGATGGCGGCAGCGTGTCCCTCGCCCCGACACCGEC
GCCCGGCGCCACCGAGCTGCCGGCTCCACCGCCGCCACCGCCCCCACGGLCGCAACCAGGTCAGCCCCG
CCTGA

>KT749685_OPN3_G. australis_57727-1-4
ATGCCGTCCGCGGTGGCGCTGAGAGGAGAGCTGGTGAACGTGACGGCCCCCGTGCTGCTCCGTGTCCC
GTCCGAGGGTCCCGCCGACAGGACGGGCCCCTTCAGCCCGGGGACCTACACCGCCCTCGCCCTCCTCG
TGGGCACCATCGCGGTGCTGGGAGTGTGTTGCAACGCGCTCCTGTTGGCACTCTTCGTCAAGTTTAAGA
GGCTGCAAACGCCCAGCAACCTCCTGGTGGCCAACATGAGCCTCAGCGACCTCCTGGGTTCGCTGTCC
GGCAGCGGCCTCACGCTGGGCGCCTGTATGGGGCACGGGTGGCACTGGGGCCCGCTCGCCTGCATGTG
GGACGGCTTCGCCAACACCCTGTTCGGGCTGGTGTCCATCGGCTCGCTGAGCGTGCTGGCTTGGGAGC

file://ID|/File_1_NT_CDS_sequences_fasta.txt[30/06/16 14:48:16]



GCTGCGCCCGCGTGCTCGCAACCTCGGACTCCAGGCCCTGCGACCTGGCCTGGAGCCTGLCGGGLLGLC
CTGGCCACCTGGATGTACGCTCTCGCCTGGGCCTCCCCGCCCGTCGTGGGCTGGAACCACTACTCACTG
GAGGCCCACGGGCTGGGCTGCTCGGTGGACTGGCGCTCCCGGGCCCGCGTGGACTGCATCTACACGGG
GTTCCTGTTCCTCTTCTGCCTGACCGGGCCCGTCATGCTCATGACCTACTGCTACGGCAGCATCCTGCT
GGCCGTGCACAGGTTCCGCAAGCTGGAGGCGCTGCAGGCTCCCCAGGTGGTGAAGGCGCGGCGCTTCG
AGCTGCAGCTGTCGGCGGTCTGCCTGCTCATGATGCTGCTCTTCCTGCTGTGCTGGGCCCCCTACGCGG
TCGCGTCCCTGCTCGTGGCGAGCGGCCTCGAGAACGTGCTCTCCCCTCCCGTGTCCGTCGTGCCGGCAC
TCCTCGCCAAGTCCAACGCCGTCTGCAACCCGCTGCTCTTCCTGCTCATGAGCGGCAATTTCTGCCGCT
GTCTGCGCACCCTGTTCTTCACGCTGCGCTGGAGGGCGCATGAGGGCCGCGTGGGCATCATGTGTCCC
CCAGGCGCGGCGCAGCAGCACCTCGACCCCGTGCGGCCCAAGAAGAAGGTCACCTTCAGCAGCAACT
CCATCGTGTTCATCATCGCGTCCAGCGACGACGGCGACCACGACCTGGACCTCCCCGCGCTCGGCGAG
GAGGAGGAGGAGGTTGAAGAGGAGGTTGAAGAGGAGGATAACGTGGAGGGGGAGGCGGAGGAGGG
GGTGGTGAAGGAGGTCACAGACTCGTGCGTGCTCCAAGTGGAGCCAGATTGA

>KT749686_GNATL_E._cirrhatus_138744-1-2
ATGATGGGCAGTGGAGCCAGCGCAGAAGATAAGGACCAAGCCAGGCACTCCAAGGAACTTGAGAAGA
AGCTCCAGGAAGATGGGGAGAAGGATGCACGCACTGTGAAGCTTCTACTGTTAGGGGCTGGCGAGTCT
GGAAAGAGCACCATTGTGAAACAGATGAAGATTATCCACAAAGAAGGCTACTCTAAAGAAGAATGTT
TGGAGTTTATCACCATCATTTACAGCAACACGCTCCAAAGTATATTGGCCATCGTTAAGGCGATGTCAA
CGCTGAACATCGACTACGGAGATACATCGTGCCAGGATGATTCCAGGCAACTGTACAACTTGGCAGAC
TCCATTGAGGAGGGCGCCATGCCCCAAGAGCTGTATCTCATCATCAAACGCCTGTGGTTGGATGCGGG
GATCCAGGCGTGCTTTGAGAGAGCATCCGAGTACCATCTCAACGACTCAGCACACTATTACTTGAGTG
ATTTGGACCGACTGGTGGAGCCAGGCTACATTCCCACCGAACAAGATGTCCTCCGCTCCCGGGTCAAG
ACCACCGGCATCATTGAAACGCAGTTCGGATTAAAAGACCTTAACTTCAGGATGTTTGATGTTGGTGG
GCAACGGTCTGAGCGGAAGAAATGGATCCATTGCTTTGAGGGTGTAACCTGTATTATATTCTGTGCCG
CACTCAGTGCTTACGACATGGTTCTCATCGAAGATGATGAAGTGAATCGCATGCATGAAAGCCTCCAC
CTCTTCAATAGCATCTGCAACCATCGCTACTTCATCACCACCTCCATTGTGCTCTTTTTGAACAAGAAA
GACCTTTTTGAAGATAAGGTCAAAAAAGCACATCTGAGCATTTGTTTTCCAGAATATGATGGCTCCAA
CACTTACGAAGATGCAGGGAATTACATCAAGCTACAGTTCCTGGACCTGAACTTGCGCAAAGACATAA
AGGAGATCTACTCTCACATGACCTGCGCCACGGACACGAAGAACGTGAAGTTTGTGTTCGACGCCGTG
ACCGATATCATAATCAAGGAAAATCTCAAAGATTGCGGCCTCTTTTAA

>KT749687 GNAT1 G. australis 56192-4-1
ATGGGCAGCGGCGCTAGCGCAGAGGACAAGGACCAGGCCAAGCACTCCAAGGAGCTGGAGAAGAAG
CTGGCGGAGGATGCGGAGAAGGACGCCCGGACCGTCAAACTCCTGCTGCTAGGGGCTGGAGAGTCTG
GAAAGAGCACCATCGTTAAACAGATGAAAATTATCCATCAAGACGGTTACTCCGTTGAAGAGTGCATG
GAGTTCATAGCCATCATCTACAGCAACACTTTGCAGTCCATCCTGGCTATAGTGCGAGCGATGGGAAC
CCTGAGCATAGACTTCGGGGACTCGGCACGGATGGACGACTCGAGGCAGCTGCACAACCTGGCCGACT
CAATCGACGAGGGAACCATGCCCAACGAGCTCTATCTCATCATCAAGCGCCTGTGGACCGACTCGGGC
ATCCAGGTGTGCTTCGACCGGGCCTCCGAGTACCAGCTCAACGACTCGGCATCATACTACCTGAACGA
CATCGACCGCCTGGTGCAGCCCGGATACCTCCCCACCGAGCAGGACGTCCTGCGGTCCCGAGTCAAAA
CCACCGGCATCATCGAGACGCAGTTCAGCTTCAAGGACCTGCACTTCAGGATGTTCGACGTTGGAGGG
CAGCGCTCGGAGCGAAAGAAGTGGATCCACTGCTTCGAGGGCGTCACCTGCATCATCTTCTGCGCCGC
CCTAAGCGCCTATGACATGGTGCTGGTGGAGGACGATGAAGTGAACCGCATGCACGAGAGCCTGCAC
CTGTTCAACAGCATCTGCAACCACCGCTACTTCAACGCCACCTCCATCGTGCTCTTCCTCAACAAGAAG
GATCTGTTTGAAGAGAAGGTGAAGAAGGCCCATCTGAGCATCTGCTTCCCCGAATACGACGGGTCCAA
CACGTACGACGATGCGGGCAATTACATCAAGCTGCAGTTCCTCGACCTGAACATGCGCAAGGAATCAA
AGGAGATCTACTCGCACATGACGTGCGCCACCGACACCAAGAACGTCAAGTTCGTGTTCGACGCCGTC
ACCGACATCATCATCAAGGAAAACCTCAAGGACTGCGGTCTCTTCTGA

>KT749688_GNATL_Reef shark_36724-1-1
ATGGGAGCAGGAGCCAGTGCAGAAGAGAAACATTCGAGGGACTTGGAGAAGAAACTGAAGGAAGAT
GCGGAGAAAGATGCAAGAACAGTCAAGCTCTTACTGCTGGGTGCTGGGGAATCTGGCAAGAGCACGA
TTGTCAAGCAGATGAAAATTATTCACCAAGATGGCTACTCCCGCGAGGAATGTCTTGAGTTCATCAGC
ATCATCTACAGTAACACCTTGCAGTCTATGATGGCTATTGTCAAGGCAATGACCACACTCAACATCGG
ATACGGAGACAGTGCCAGACAGGATGACTCCCGCAAACTGATGCATCTAGCTGATACGATCGATGAG
GGGACCATGCCAAATGAGCTGTACGAAATTATCAGCCGTCTCTGGAAGGACAGCGGCATCCAGGCCTG

file://ID|/File_1_NT_CDS_sequences_fasta.txt[30/06/16 14:48:16]



CTTCGAACGAGCCTCGGAGTACCAACTGAACGATTCTGCCGGCTACTATCTCAATGACCTGGATCGAA
TTGTACAGCCAGGGTATCTCCCCACTGAGCAAGATGTACTGCGTTCAAGAGTCAAAACCACCGGAATT
ATCGAGACCCAATTTGGATTTAAAGATCTCAACTTCAGAATGTTTGACGTGGGTGGTCAGCGCTCTGA
ACGCAAGAAATGGATCCACTGCTTTGAAGGCGTCACCTGCATTATCTTCATCGCGGCGCTCAGCGCTTA
CGATATGGTGCTGGTGGAAGATGACGAGGTGAACCGTATGCACGAGAGTCTGCATCTCTTCAACAGTA
TTTGTAACCATCGTTACTTCATCGCAACCTCCATTGTCCTCTTCCTCAACAAGAAGGATGTGTTCCAGG
AGAAGATCAAGAAGACTCACTTGAGTATTTGCTTCCCAGATTACGACGGAAACAACTCAATGGAGGAT
GCCGGAGCATACATTAAGGCCCAATTCCTAGAATTGAACATGAGACGAGACGTGAAGGAGATTTACTC
GCACATGACCTGTGCTACAGACACAGAGAACGTCAAGTTTGTGTTCGACGCAGTGACAGACATCATCA
TCAAAGAGAACTTGAAAGACTGCGGTCTGTTCTAA

>KT749689 GNATL_Bluespot_ray 34616-1-1
ATGGGAGCAGGAGCTAGCGCAGAGGAGAAACACTCCAGGGAGCTGGAAAAGAAGCTGAAGGAAGAT
GCCGAGAAAGATGCAAGAACAGTGAAACTCCTACTGCTGGGGGCTGGCGAATCTGGCAAGAGCACCA
TTGTCAAGCAGATGAAAATTATTCACCAGGATGGCTACTCCCGGGAGGAGTGTCTGGAGTTCATTGCC
ATCATTTACAGCAACACCCTGCAGTCTATGATGGCCATAGTGAAGGCAATGAACACACTGAACATCGG
CTACGGAGACAGTGGCAGGCAGGACGACTCGCGCAAGCTGATTCACCTGGCCGACACGATCGAGGAG
GGGACTATGCCAAAGGAGCTGTATGAGATCATCAGCCGCCTCTGGAAGGACTCTGGAATCCAGGCCTG
CTTTGAACGAGCCTCAGAATACCAGCTTAATGACTCGGCCGGCTATTATCTCAATGACTTGGATCGAAT
CGTACAGCCGGGCTATCTCCCCACTGAGCAGGACGTGCTGCGCTCCCGAGTGAAAACCACCGGCATTA
TTGAGACCCAGTTCGGATTCAAGGACCTCAACTTCAGGATGTTTGACGTGGGGGGCCAACGCTCTGAG
CGCAAGAAATGGATCCACTGCTTTGAAGGGGTCACGTGCATCATCTTCATTGCCGCCCTCAGCGCCTAT
GACATGGTCTTGGTCGAGGACGATGAAGTGAACCGTATGCACGAGAGTCTGCATCTCTTCAACAGCAT
CTGCAATCATCGCTACTTCATCGCCACCTCCATTGTCCTCTTCCTCAACAAGAAGGACGTGTTTCAGGA
AAAGATCAAGAAGACCCACCTGAGTATCTGCTTCCCGGACTATGACGGCAACAACTCAATGGAAGATG
CTGGAAACTACATTAAAGCCCAGTTCCTGGAATTAAACATGAGGAGGGATGTGAAGGAGATCTACTCC
CATATGACCTGTGCCACAGACACAGAGAACGTCAAGTTTGTGTTTGATGCAGTGACAGACATCATCAT
CAAGGAGAATTTGAAAGATTGTGGTCTGTTCTAA

>KT749690 GNATL1 Florida_gar_23900-1-1
ATGGGAGCAGGTGCCAGCGCTGAGGAGAAACACTCCAGAGAGCTGGAGAAGAAGCTCAAGGAAGAT
GCGGACAAGGATGCCAGGACTGTCAAACTGCTGCTGCTGGGTGCTGGTGAGTCTGGGAAGAGCACCAT
TGTCAAGCAGATGAAAATTATCCACAAAGATGGTTACTCGCTTGAAGAATGCTTGGAGTTCATTGTTAT
TATCTACAGCAATACTTTGCAGTCAATCATGGCCATTGTGAAAGCAATGAATACCCTCAATATAAGCT
ACGGGGACTCAGGTAGACAGGATGATGCCCGTAAGCTGATGCATCTGGCCGACACCATCGAGGAGGG
CACTATGCCAAAGGAAATGTCCGATATCATCCAGCGCCTCTGGAAAGACTCAGGGATCCAGGCATGCT
TTGATCGGGCTTCTGAATACCAGCTCAATGACTCTGCTGGATATTACCTGAATGACCTGGAGAGGCTG
GTCACACCTGGCTACGTCCCCACTGAGCAAGATGTGCTGCGGTCAAGAGTAAAGACCACTGGTATCAT
TGAGACCCAGTTCTCCTTCAAGGACCTGAACTTCAGGATGTTCGATGTGGGCGGTCAGCGCTCTGAGA
GGAAGAAGTGGATCCACTGCTTTGAGGGGGTCACCTGTATTATCTTCATCGCAGCTCTGAGCGCTTACG
ACATGGTGCTCGTAGAAGATGATGAAGTGAACCGAATGCACGAGAGCCTCCATCTGTTCAACAGTATC
TGCAACCATCGTTACTTTGCCACCACCTCCATCGTACTCTTCCTCAACAAGAAAGACGTCTTCATTGAA
AAGATCAAGAAGGCTCACCTCAGCATGTGCTTCCCTGATTACGATGGCCCAAATACCTATGAAGATGC
TGGTAATTACATTAAGTTGCAATTCTTGGAGCTGAACATGAGAAGAGATATCAAGGAAATCTATTCCC
ACATGACCTGCGCCACAGACACAGAAAACGTTAAGTTTGTGTTTGACGCTGTCACAGACATCATCATC
AAGGAAAACCTGAAGGACTGTGGTCTCTTCTAA

>KT749691 _GNAT1_Bowfin_36439-1-1
ATGGGAGCAGGTGCCAGCGCTGAGGAGAAACACTCCAGAGAGCTGGAGAAGAAGCTCAAGGAGGAT
GCCGACAAAGATGCCAGGACCGTCAAGCTGCTATTGCTGGGTGCTGGTGAATCTGGGAAAAGCACAAT
TGTCAAGCAGATGAAAATTATCCACAAAGATGGTTACTCGCTTGAAGAATGCATGGAGTTTGTTGTGA
TTATCTACAGTAACACCCTCCAGTCAATTATGGCCATCGTTAAAGCGATGACAACCCTCAACATTGGCT
ATGGAGACACAGCCAGACAGGATGATGCCCGTAAACTGATGCACCTAGCTGACACCATCGAGGAAGG
CTCCATGCCAAAGGAGATGTCCGAGATAATCATACGCCTATGGAAAGACTCTGGGATCCAGGCCTGCT
TTGACAGGGCTTCTGAGTACCAGCTCAATGACTCTGCTGGATATTATCTGAACGACCTGGAGAGACTG
ATCCAGCCCGGCTATATACCCACTGAGCAAGATGTACTGCGATCAAGAGTGAAGACCACTGGTATCAT
TGAGACCCAGTTCTCTTTCAAGGATCTGCACTTCAGGATGTTTGATGTGGGTGGTCAGCGCTCCGAGAG
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GAAGAAGTGGATCCACTGCTTTGAAGGAGTCACCTGTATCATCTTCATCGCGGCTCTGAGCGCTTATGA
CATGGTGCTGGTGGAGGATGATGAAGTGAACCGAATGCACGAGAGTCTCCATCTGTTCAACAGTATCT
GCAACCATCGCTACTTTGCCACCACCTCCATTGTGCTCTTCCTCAACAAGAAGGACGTCTTCATCGAGA
AGATCAAGAAGGCTCACCTCAGCATGTGCTTCCCCGATTATGATGGCCCCAACACCTATGAAGATGCC
GGCAACTACATCAAACTGCAATTCCTCGATCTCAACCTTCGGCGAGACATCAAGGAAATCTACTCCCA
CATGACCTGCGCCACAGACACAGAAAATGTCAAGTTTGTGTTCGACGCCGTCACCGACATTATCATCA
AAGAAAATCTGAAGGATTGCGGTCTCTTCTAA

>KT749692_GNAT2_Reef shark_47854-2-1
ATGGGGAGCGGAGCGAGTACGGAGGACAAGGAATTAGCCAAGAGGTCAAAAGAACTAGAAAAAAAA
CTGCAGGAAGATGCAGAGAAGGAAGCCAGAACTGTGAAGCTTTTGCTCCTTGGTGCTGGTGAGTCAGG
AAAAAGCACGATCGTAAAACAGATGAAAATCATTCATCAAGATGGTTACACAAAAGAAGAGTGTTTG
GCCTTTATATCCGTCATCAATGGCAACATTCTCCAATCTATCCTGGCTATTATTCGAGCCATGTCCACTA
TTGGAATTGATTATGGAGATGCAGCAAATGCGGAGGCTGGGAGACAGCTGTTCAATCTTGCGGATTCC
ATTGAAGAGGGGACCATGCCCAAGGAGCTGGTGGATGTGGTGAAGAAACTGTGGACTGATTCAGGAG
TTCAGGCTTGCTTTGAAAGGGCAGCAGAGTATCAGCTCAATGACTCGGCCTCCTACTATTTAGACAACC
TAGACAGAATCACAGCTCCTGACTATATTCCAAATGAGCAAGACGTCTTAAGGTCGAGAGTGAAGACC
ACAGGTATCATTGAAGAACAATTCTCTTGCCAGGATCTGCACTTCAGAATGTTTGATGTTGGTGGCCAG
AGGTCTGAACGGAAGAAGTGGATCCATTGTTTTGAAGGAGTTACCTGCATTATTTTCTGCGGTGCTCTC
AGTGCGTATGACATGGTGCTGGTGGAGGATGATGAAGTGAACCGAATGCACGAGAGCCTCCATCTCTT
CAACAGTATTTGCAACCACAGGTACTTTGCCGCCACCTCCATTGTGCTTTTTTTGAATAAGAAGGATCT
TTTCCAGGAAAAAATCCAAAAAGTTCATCTAAGCATCTGCTTCCCGGATTATGACGGCTCCAACACAT
ATGATGATGCTAGTAATTACATCAAGAACCAATTCCTGGACCTCAACATGCGAAAAGATGTTAAAGAA
ATCTATTCACACATGACATGTGCCACTGACACACAAAATGTCAAGTTTGTGTTTGATGCTGTGAAAGAC
ATCATCATCAAAGAAAATCTTAAAGATTGTGGCCTTTTCTGA

>KT749693_GNAT2_Bluespot_ray 36933-1-1
ATGGGGAGTGGAGCGAGTGCAGAGGACAAGGAGCTAGCCAAGAGGTCAAAAGAACTGGAAAAGAAA
CTGCAGGAAGATGCAGAGAAGGAAGCCAGGACAGTGAAATTGCTGCTTCTAGGAGCTGGTGAATCAG
GAAAAAGCACCATTGTCAAACAGATGAAAATCATCCACCAAGATGGTTATACAAAGGAAGAATGTTT
AGCCTTCATATCCATCATCAACGGCAATATCCTTCAGTCTATCCTGGCCATCGTTCGAGCCATGTCCAC
CCTTGGGATTGACTATGGAAATACAGCAAATGCGGATGCTGGAAGACAGCTGTTTAATCTTGCAGATT
CCATTGAGGAGGGAACCATGCCGAAGGAGCTGGTGGACGTCATAAAGAAGCTGTGGGACGACGCTGG
GATTCAGGCTTGCTTCGAGAGAGCGGCAGAGTATCAACTCAATGATTCCGCTTCCTACTACTTGAACA
ACTTGGATAGAATCACTGCACCTGGCTTCATTCCAAACGAACAAGATGTCTTGCGGTCTAGAGTTAAG
ACCACGGGTATTATTGAAGAACAGTTCTCTTGCCAGGATCTGAATTTCAGAATGTTTGACGTTGGTGGG
CAGAGGTCGGAACGGAAGAAATGGATCCACTGTTTCGAGGGAGTTACCTGTATTATCTTCTGTGGTGC
CCTCAGTGCTTATGACATGGTGTTGGTGGAAGATGATGAAGTGAACCGAATGCACGAGAGTCTCCATC
TCTTCAACAGTATTTGCAACCACAGGTACTTTGCAGCCACCTCCATTGTACTCTTCCTGAACAAGAAGG
ATCTATTCGAGGAAAAAATCAAAAAAGTTCATTTGAGCATCTGCTTTCCAGACTACGATGGTCCCAAT
ACGTACGAAGATGCCGGCAATTACATCAAGGTCCAATTCCTGGACCTCAACATGCGAAAAGATGTGAA
AGAAATCTATGCACACATGACGTGTGCCACTGACACTCAAAATGTCAAGTTTGTTTTCGATGCTGTGAA
AGACATCATCATTAAAGAAAATCTTAAAGATTGTGGGCTTTTCTAA

>KT749694 GNAT2_Florida_gar_20924-1-1
ATGGGGAGTGGAGCAAGCGCAGAGGACAAGGAGCTGGCCAAGAGGTCCAAGGAGCTGGAGAAGAAG
CTGCAGGAGGACGCGGACAAGGAGTCCAAGACCGTGAAGCTGCTGCTGCTGGGGGCAGGAGAGTCCG
GGAAGAGCACGATCGTCAAGCAGATGAAGATTATCCATCAAGATGGCTACTCAGAACAGGAGTGTCT
GGAATTCAGAGCCATCATCTACGGCAATATCCTGCAGTCCATTGTGGCCATCATCAGGGCCATGAGCA
CCCTGGGGATTGACTATGGCGAGCCCAGCAAAGCGGAAGACGGGCAGAAGCTTTTCAACCTGGCAGA
CTCCATCGAGGAAGGCACCATGCCAGCAGAGCTGGTGACCGTCATCAAGAAGCTATGGAAAGATTCA
GGGGTGCAGGCCTGCTTCGAGAGGGCAGCCGAATACCAGCTCAACGACTCTGCTGCCTACTACCTCAA
CGAGCTTGACAGAATCACGGCCCCCAACTACCTGCCCAATGAGCAGGATGTGCTGCGGTCGCGAGTCA
AGACCACGGGCATCATCGAGGAGCAGTTCTCCTTCAAGGACGTGCACTTCAGAATGTTTGACGTGGGG
GGTCAAAGGTCAGAACGCAAGAAATGGATCCATTGCTTCGAAGGCGTGACCTGCATCATCTTCTGCGG
GGCCCTCAGTGCGTATGACATGGTTCTGGTGGAAGACGATGAAGTGAACCGGATGCATGAGAGCCTCC
ACCTCTTCAACAGCATCTGCAACCACAAGTTCTTCGCTGCCACCTCCATCGTGCTCTTCCTCAACAAGA
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AAGACCTCTTCCTGGAGAAAGTCAAGAAGGTGCACCTGAGCATCTGCTTCCCGGATTACGATGGGCCC
AACACATTCGAGGATGCTGGCAATTACATCAAGAACCAGTTCCTGGATCTGAACATGAGAAAAGATGT
CAAAGAAATCTACTCACACATGACGTGCGCCACGGACACGCAGAACGTCAAATTTGTGTTCGACGCTG
TCACAGACATCATCATC

>KT749695 GNATX G. australis 56192-3-1
ATGGGGAGCGGCGCGAGCGCAGAGGACAAGGAGTCCGCAAAGCGCTCCAAGGAGTTGGAGAAGAAG
CTCGCCGAAGATGCCGAAATGGAAGCGAGGACGGTGAAGCTCCTGCTGCTAGGTGCTGGAGAATCTG
GAAAAAGTACCATCGTAAAGCAAATGAAGATCATCCACAAGGACGGCTACTCAGAAGCGGAGTGCCT
CGAGTTCCGGGCCATCATCTACAGCAACACGCTGCAGTCCATCCTCGCCATCGTGCGAGCCATGGAGA
CCTTCAGCATCGACTACGGGGACAGCGCCAGAGCAGCCGACGGGAGGCAGCTCATCAACCTGGCCGA
CTCGCTGGAGGAGGGATCCATGCCCAAGGAGCTCGCCGACATCATCCTGCGCCTGTGGAAGGACAGCG
GGGTGCAGGCGAGCTTCGACCGCGCGTCCGAATACCAGCTTAACGACTCGGCCGCCTACTACCTCAAT
GACCTGGATCGTCTGATGATGCCCAACTATCTGCCCAACGAGCAAGACGTCCTGCGCTCGCGTGTCAA
AACCACCGGCATTATCGAGGACTCCTTCTGCTTCAAAGACCTACAGTTCAGGATGTTCGACGTCGGAG
GCCAGCGCTCCGAGCGGAAGAAGTGGATCCACTGCTTCGAAGGCGTCACGTGCATCATCTTCTGCGGC
GCGCTGAGCGCCTACGACATGGTGCTTGTCGAGGACGACGAAGTGAACCGCATGCACGAGAGCCTGC
ACCTGTTCAACAGCATCTGCAACCACCGCTACTTCATCGCCACCTCCATCGTGCTGTTCCTCAACAAGA
AGGACCTCTTTTCGGAGAAAGTCAAGAAAGTCCACCTCAGCATTTGTTTTCCGGACTATGACGGTCCG
AACACCTTCGAGGACGCGGGGAACTACATCAAGAACCAGTTCCTGGACCTGAACCTGCGCAAGGAGT
CGAAGGAGATCTACTCGCACTTGACGTGCGCCACCGACACCCAGAACGTCAAGTTCGTGTTCGACGCC
GTCACGGACATCATCATCAAGGAAAATCTGAAAGACTGCGGCCTATTCTAA

>KT749696_GNATX_M. mordax_40420-1-2
ATGGGGAGCGGCGCGAGCGCAGAGGACAAGGAGTCGGCCAAACGCTCCAAGGAGTTAGAGAAGAAA
ATCGCTGAAGATGCCGAGATCGAGGCGAGGACGGTGAAGCTCCTGCTACTGGGTGCTGGAGAATCTG
GGAAAAGTACAATCGTAAAGCAAATGAAGATCATCCACAAGGACGGCTACTCAGAAGCGGAGTGCCT
CGAGTTCAGGTCCATCATCTACGGCAACACGCTGCAATCCATCCTCGCCATCGTGCGAGCCATGGACA
CTCTCGTCATCGACTACGGGGAGCCCACCAGAGCAGCTGACGGGAGGCAGCTCTTCAACCTGGCAGAC
TCACTGGAGGAGGGCACCATGCCCAAGGAGCTGTCTGATATCATCGTGCGCCTGTGGGCGGACAGCGG
CATACAGGCGTGCCTCGAGCGCGCTGCCGAATACCAGCTCAACGACTCCGCCGCCTACTACCTCAACT
CCCTGGATCGCCTGATCCAGCCCAACTACCTTCCCACCGAGCAAGACGTGCTGCGCTCCCGCGTCAAA
ACCACCGGCATCATCGAGGACGCCTTCTCCTTCAAGGACCTGCAGTTCAGGATGTTCGACGTGGGAGG
CCAGCGATCCGAGCGTAAGAAGTGGATCCACTGCTTCGAAGGCGTCACCTGCATCATCTTCTGCGGCG
CGCTGAGCGCCTACGACATGGTGCTCGTGGAGGACGACGAAGTGAACCGCATGCACGAGAGCCTCCA
CCTCTTCAACAGCATCTGCAACCACCGCTATTTCATCGTCACCTCCATCGTGCTGTTCCTCAACAAGAA
AGATCTCTTTGAAGACAAGGTGAAGAAAGTCCATCTCAGCATTTGTTTTCCGGACTACGACGGTCCGA
ACACCTATGAGGACGCCGGGAACTACATCAAGAGCCAGTTCCTGGACCTGAACCTGCGCAAGGAATC
AAAGGAAATCTACTCGCATCTGACGTGCGCCACCGACACCCAGAACGTCAAGTTCGTGTTCGACGCCG
TCACCGACATCATCATCAAGGAAAATCTCAAAGACTGCGGCCTCTTCTAA

>KT749697_PDE6A_Bamboo_shark 44500-12-1
ATGAGTGCGACGAAAGAAGAAGTGGAGAAATTTTTGGACAGCAATCCTAACTTTGCCAAGGAATACT
ATGACACAAGACTACGAGCGATACATATTGCTAACATGCTGGGATCTCAAGAACCAAACAGGGACTA
CAGTACTTTCCGGGAGGTAAACACTGTTGAGGAAAGTGAAATTATTTTTGAGCTGATTCGAGACATGC
AGGATATTAATATGGAAAAGACAGTGTTTAATATACTCAGAAGAATTACATTTCTCATTCAAGCAGAT
TGTATGAGTTTGTTCATGTACAGATCTAGGAATGGAACTCCTGAACTTGCCACTAGGCTATTTAATGTT
CAAAAGGATTCTGTTTTCGAAGATTGTTTTGTTACACCAGATTGTGAAATAGTTTTTCCTCTTGACACTG
GGATCATTGGATATGTGGCTCACACTAAGAAAACAGTAAATATCAAGGATAAAGACAAGGATGAACA
TTTCTGCGATTTTGTGGACACCCTGACAGAGTATAAAACAAATAGTGTTCTGGCAACTCCAATAATGA
ATGGAAAAGATGTAGTTGCTGTTGTGATGGCTGTAAACAAAATAACAGGATCACATTTCACCACCAAA
GATGAAGAGATTTTATTGAAGTATCTCAATTTTCTCAACCTAACACTCAAGATCTATCATCTGAATTAC
CTCCATGGGTGTGAAACCAGGAAAGGGCAGGTTCTCTTATGGTCTGCAAGCAAAGTATTTGAAGAACT
TACTGATATTGAGCGTCAATTTCACAAAGCCCTTTACACTGTGCGAGCCTTTCTGAACTGTGACAGATA
TTCGGTTGCGCTCCTGGACATGACAAAGGAAAAGGAATTTTTTGATCTTTGGCCAGTACAAATGGGTG
AGGTACCACCATACGATGGTCCAAGAACTCCAGATGGAAGGGAAATAAACTTCTACAAAATAATTGAT
TACATCCTTCATGGAAAAGAGGAAATTAAAGTCATCCCGAACCCTCCTCCAGACCATTGGGCCCTAGT
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TAGTGGGTTACCGTCGTATGTTGCAGAAACCAGCCTTATATGCAACATTATGAATGCAGCTGCAGATG
AATTCTTTGAATTTCAGAAAGAGCCACTTGATAGTTTGGGATGGACAATTAAAAATGTGCTATCGATG
CCAATAGTAAACAAGAAAGAGGAGATTGTTGGAGTTGCCACCTTTTATAATAGAAAGGATGGAAAAC
CATTTGATGAAATGGATGAAACTTTGATGGAAGCCTTGACACAATTCCTTGGGTGGTCTGTTTTGAACA
CGGATACATATGACAAAATGAACAAATTAGAAAATAGGAAAGATATTGCACAAGATATGGTGAACTA
TCATGTTAAATGCTCTAAAGATGAAATACAAGATATCCTGAAAACTAGAGAATGCTTTGATAGAGAAC
CCGATGAGTGTGAGGAAGAAGATCTTCAGGAAATCTTGGCTGAAGAACTTCCAGATGCTGAGGAAGC
AGAACTCTATGAGTTCCACTTTTGTGATTTTGAATGGTCTCCATTGGACCTTGTGAAATGTGGAATACA
GATGTATTATGAACTTGGTGTGGTTGATAAGTTCCACATACCACAGGCGGTATTGGTCCGTTTCATTTA
TTCTCTAAGTAAAGGATACAGAAAAATCACCTATCACAACTGGCGGCATGGGTTCAATGTTGGGCACA
CCATGTTTGCCCTTCTCATGACTGGAAACCTAAAGCGCTACTACACAGATCTAGAAGCTTTAGCTATGG
TGACAGCAGCATTTTGCCATGACATTGATCACAGAGGAACAAACAACCTCTATCAAATGAAATCACAG
GATCCATTGGCAAAACTTCATGGCTCATCCATTATGGAACGCCATCACTTGGAATTTAGCAAAACCCTG
CTTCAAGATGAGGATTTAAATATCTTCCAAAATCTTAACAGAAGACAGTATGAACATGTCCTCCATCTG
ATGGACATTGCCATCATTGCTACAGATTTGGCACTTTATTTCAAAAAAAGAACAATGTTTCAAAAGAT
AGTAGACCTGTCAGAAACATATGAAGATGATGAAGAATGGGTGCAATTTATGATACTGGAAACAACG
AGGAAAGAAATAATCATGGCCATGATGATGACAGCATGTGATTTGTCTGCAATCACAAAACCTTGGGA
AGTGCAAAGCAAGGTTGCTCTCTTAGTGGCAGCCGAATTCTGGGAACAGGGTGACTTGGAACGAACTG
TATTGGAACAGCAACCTATTCCCATGATGGACAGAAACAAAGCTGATGAACTTCCAAAACTTCAAGTT
GGTTTCATTGACTTTGTGTGCACTTTTGTATACAAGGAATTCACCAGATTTCATTCTGAAATTCAGCCTA
TGCTCAGTGGCATCCTCAATAACAGAAAGGAATGGAAAGCACTGGCTGATGAGCATGAAGCGAAAGT
TAAAGCCATTGAGGAAGAGAAACAACGGAAGGAAGAAGAACGTGCAGCAAAACAAGCTAATGATGT
ATCACAAAAGGCACAAGGTTCTCAGTCTAAGACATGCAATCTCTTGTAA

>KT749698 PDEG6A_Bluespot_ray 36960-2-1
ATGAGTATGTCTAAGGAAGATGTGGAAAAGTTCCTGGATAACAATCCAACTTTTGCTAAGGAATATTA
TGACTTGAAACTACGTCCTTTACATATTGCTAACTTGCTGGGAACTCAAGAAACAACTATTGACTGTAG
CACCTTCCGAGAGTTAAACAACGTGGAGGAAAGTGAACTCATTTTTGAACTCATCCGAGATATGCAGG
ATATTAATATGGAGAAGGTAGTGTTTAATACACTCAGGAGGATTGCCTTTCTCATTCAAGCAGATCGAT
TGAGTTTGTTCATGTACAGATCCAGGAATGGTACTCCTGAACTTGCCACAAGGCTGTTCAATGTTCAGA
AAGATTCTGTTTTTGAAGACTGTTTCGTCCCACCAGAATGTGAAATAGTTTTTCCTCTTGACACTGGGA
TCATTGGTTATGTAGCTCAAACAAAGAAAACAGTCAACATCCATGATAAATCTCAGGATAGCCACTTC
AGTGATTTTGTGGATGCTCTTACAGAGTATGAAACCAAGAACGTTCTGGCAACTCCAATAATGAACGG
AAAAGATGTTGTCGCTGTTGTAATGGCTATAAACAAAGTAGATAGCCCATATTTCACCACAAAAGATG
AAGAAATTTTGTTACGGTACCTCAATTTTCTCAATTTAACACTCAAGATTTATCACCTGAATTATCTTCA
TAATTGTGAAACCAGGAAAGGGCAGGTACTTCTATGGTCTGCGAGCAAAGTATTTGAAGAACTAACTG
ATATTGAACGACAGTTTCACAAAGCCCTTTACACTGTGCGTGGCTTTCTGAACTGCGACAGATACTCTG
TTGCACTGCTGGACATGACGAAAGAAAAGGAGTTTTTTGATCTCTGGCCAGTACAAATGGGTGAAGTA
CCAGAGTATGATGGTCCAAGAACTCCCGATGGAAGGGAAATAAACTTCTACAAAATAATAGATTACAT
CCTTCATGGAAAAGAAGAAATTAAAGTCATCCCGAACCCTCCTGCAGATCATTGGGCCCTGGTTAGCG
GATTGCCATCATATGTTGCTGAAACCAGTCTTATATGCAATATTATGAATGCAGCTGCAGATGAATTCT
TTGAGTTTCAGAAAGAGCCACTTGATAACTTGGGATGGACTATTAAGAATGTGCTGTCAATGCCAATA
GTAAACAAGAAAGAGGAAATTGTGGGAGTTGCCACGTTTTATAACAGAAAGGATGGAAAGCCATTTG
ATGACATGGATGAAACTCTAATGGAAGCCTTGACTCAGTTCCTTGGGTGGTCTGTTTTGAACACTGACA
CATATGACAAAATGAACAAGCTAGAAAATCGGAAAGACATTGCTCAAGACATGGTTAACCATCATGTT
AAATGCTCAAAAGATGAAATACAGGACATATTGAAAACTAGAGAAATCTATGAGCGGGAGCCAAATG
AATGCGATGAAGAAGATCTTCAAGAGATATTGCTTGAAGAACTTCCAGATGCTGAAGAGGCAGAACTC
TATGAATTTCACTTTTGTGATTTTGAATGGTCTCCATTGGATCTTGTGAAGTGTGGAATACAGATGTATT
ATGAGCTAGGTGTGGTTGATAAATTCCATGTACCTCAGGAGGTATTAGTTCGTTTCATGTATTCACTGA
GTAAAGGATACAGAAAGATCACCTATCACAACTGGCGGCACGGCTTCAATGTTGGACACACTATGTTT
ACACTTCTCACAACAGGAAATCTAAAATCGTACTATACAGATCTGGAGGCATTTGCCATGGTGACAGC
TGCATTTTGCCACGATATTGATCACCGAGGAACAAACAACCTCTATCAAATGAAGTCACAGGATCCAT
TGGCAAAACTTCACGGTTCATCGATTATGGAGCGACATCACTTGGAGTTCAGTAAAACTCTGCTCCAA
GATGAGGATTTGAATATCTTTCAAAATCTCAACAGAAGGCAATATGAACACGTACTCCATCTGATGGA
GATTGCGATCATTGCTACAGACTTGGCACTATATTTCAAAAAACGGACAATGTTTCAAAAGATAGTCG
ACCTGTCTGAAACGTACGAGAACTTTGAAGAATGGGTACAATTTATGATCCTGCAGACAACAAGGAAA
GAGATTATTATGGCCATGATGATGACTGCATGTGACCTGTCTGCCATCACAAAACCATGGGAAATACA
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GAGCAAGGTAGCTCTTTCTGTGGCAGCGGAATTCTGGGAACAGGGAGATTTAGAACGGACAGTTTTAG
AGCAGCAGCCAATTCCTATGATGGACAGAAACAAAGCTGATGAACTTCCAAAACTTCAAGTTGGTTTC
ATTGATTTTGTGTGCACTTTTGTGTACAAGGAGTTCACTAGGTTTCATTCGGAAATTGAGCCCATGCTC
AGAGGCATCCTGAACAACAGAAAGGAGTGGAAAGCACTGGCTGATGAACACGAGGCTAAAGTGAAA
GCGATTGAGGAAGAGAAAAAGAAGAAGGAAGAAGAACAAGCAGCAAAGCAAGCAGCCATTGCATCA
CAAAAGGAACAAAGTTCTCAGTCTTCAACGTGTCAGCTCTTGTAA

>KT749699 PDE6A_Reef shark_56278-10-1
ATGAGTGCAACGAAAGAAGAAGTGGAGAAATTCCTGGACAGTAATCCTGCCTTTGCCAAAGAATACT
ATGATTCAAGACTGCGATCTCTACATGTTGCTAACTTGCTGGGATCTCAACAAACAAGTATAGATGTCG
AGACTCACCGGAAGGTAAACTGTGTCGAGGAAAGTGAAATAATTTTTGAGCTGGTTCGAGACCTGCAG
GATGTTAATATGGAAAAAACATTGTTTAATATACTCAGGAGGATTACATTTCTCCTTCAAGCAGATCGC
ATGAGTTTGTTCCTGTACAGATCCAGAAATGGCACCCCTGAACTTGCCACCAGGCTGTTCAATATTCAG
AAAGATTCTACTTTCGAAGATTGTTTTGTTCAGCCAGATTGTGAAATAGTTTTTCCTCTTGACACTGGG
ATCATTGGATATGTGGCTCAGACTAAGAAAACAATAAATGTCCACGATAAAAGAACGGATGATCGTTT
CTGTGACTTTGTGGATGTCCTTACAGAGTATGAAACAAGAAATGTCCTGGCAACCCCAATACTGAATG
GAAAAGACTTAGTTGCTGTTATAATGGCTATAAACAAAATAGATGGAGATCATTTCACCACAACAGAT
GAAGACATTTTGTTAAAGTATGTCAATTTTCTCAACTTAACACTCAAGATCTACTATTTGAATTATCTCC
ATGGGTGTGAAACCAGGAAAGGGCAGGTCCTCTTATGGTCTGCAAGCAAAGTATTTGAAGAGCTGACT
GATATTGAGCGTCAGTTTCACAAAGCCCTGTATACAGTACGCGCCTTTTTGAACTGTGACAGATACTCA
GTTGCACTTCTGGACATGACAAAGGAGAAGGAATTTTTTGACCTTTGGCCAGTACAAATGGGTGAGGT
ACCACCATATGATGGTCCAAGAACACCAGATGGAAGGGAAATAAACTTCTACAAAATAATTGATTACA
TTCTTCATGGAAAAGAGGAAATTAAAGTCATCCCGAGCCCGCCAGCAGACCATTGGGCACTAGTTAGT
GGATTGCCAACGTACGTTGCAGAAACCAGTCTTATATGCAACATTATGCATGCTGCTGCTGACGAATTC
TTTCAGTTTCAGAAAGAGCCACTTGATGCTTTGGGATGGACAATTAAGAATGTGCTGTCGATGCCAAT
AGTAAACAAGAAAGAGGAAATTGTTGGAGTTGCCACCTTTTATAACAGGAAGGATGGGAAGCCATTT
GATGAAATGGATGAAACTCTGATGGAAGCCTTGACACAGTTCCTCGGGTGGTCCGTTTTGAACACAGA
TACATATGACAAAATGAACAAACTTGAAAATAGGAAAGACATTGCCCAAGACATGGTGCACTATCAT
GTTAAATGCTCTAAAGATGAAATACAAGACATTCTGAAAACGAGAGAAATCTATGATAGAGAACCAG
ATGACTGTGAGGAAGAAGACCTTCAAGAAATATTGCTCGAAGAACTTCCAGATGCTGTGGAAGCAGA
ACTCTATGAATTTCACTTTTGTGATTTTGAGTGGTCCCCATTAGACCTTGTGAAATGTGGAATACAGAT
GTATTATGAGCTTGGTGTTGTTGATAAGTTCCACATACCACAAGCGGTGTTGGTCCGCTTCATGTATTC
TCTGAGTAAAGGATACAGAAAAATCACCTATCACAACTGGCGGCACGGGTTCAATGTTGGGCACACCA
TGTTTACACTGCTCACGACTGGAAATCTAAAGCGCTACTATACAGATCTGGAGGCTTTAGCCATGGTG
ACAGCTGCATTTTGCCATGACATTGATCATAGAGGGACAAACAACCTCTATCAAATGAAGTCACAGGA
TCCATTGGCAAAACTTCATGGCTCATCCATTATGGAACGCCATCACTTGGAGTTCAGCAAAACCCTGCT
CGAAGATGAGGATTTAAATATCTACCAAAATCTCAACAGAAGACAGTATGAACATGTATTCCACCTGA
TGGACATTGCCATCATTGCTACAGATTTGGCACTTTATTTCAAGAAAAGAACAATGTTTCAAAAGATA
GTGGACCTGTCAGAAACATATGAAAATGATGAAGAATGGGTGCAGTTTATGATACTGGAAACAACCA
GGAAAGAAATTATCATGGCCATGATGATGACAGCATGTGACTTATCTGCCATCACAAAACCATGGGAA
GTGCAGAGCAAGGTAGCTCTTTCTGTAGCAGCTGAATTCTGGGAACAGGGTGACTTGGAGCGAACTGT
ATTAGAACAGCAACCTATTCCCATGATGGACAGAAACAAGGCTGATGAGCTTCCAAAACTTCAAGTTG
GTTTCATTGACTTTGTGTGCACATTTGTATACAAGGAATTCACCAGATTTCATTCTGAAATCCAGCCTA
TGCTCAGTGGCATACTTAACAACAGAAAGGAGTGGAAAGCACTGGCTGATGTACATGAGGCAAAAGT
GAAAGCAATTGAGGAAGAGAAGCAGAAAAAGGAGGAAGAACTTGCAGCTAAACAAGCTAATGACGT
TTCACAAAAAGCGCAAGGTTCTCAGTCTAAGACATGTTTGCTCTTGTAA

>KT749700_PDE6A_Florida_gar 28213-2-3

ATGGCCGTAGTCAACGCAGAAGTGGCTGAGAAATTTTTGGACAGCAACCCTGTGTTCGCCAAGAAGTA
CTATGACAACAAATTGCGGCCAGCGGCCATCGCCAGCTTACTGTCGTGCAAAACGATGCAGGTGGACT
TCAGCAGCTTCCACGAGCTGACCAGCGTGGAGGAGAGCGAGATCGTGTTCGACCTGATCCGCGACATC
CAGGAGAACCTGCAGATGGAGAAGTCCGTCTTCAACCTGATGCGGCACCTGAGCTTCTTGCTCACGGC
CGACCGCATGAGCCTCTTCATGTTCAGGATGCGAAACGGCACGGGCGAGCTCGCGACCCGGCTTTTCA
ACGTGCACAAGGACGCCACGCTGGAGCAGTGCCTCGTGCCGCCAGACAGCGAGATCGTGTACCCGCTG
GACACTGGGATCGTGGGCTACGTGGCCACCTCCAAGAAGACCATCAACGTTCCCGACGTCACTCAGAA
CAGCAACTTCAGCGACTTCGTGGACCAGCTCACTGACTACAAAACCAAGAACATCCTGGCCACGCCCA
TTCTGAACGGCAAAGACATGGTGGCAGTCATGATGGCGGTTAACAAAGTTGGGGCTCCACACTTCACC
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GCCAAAGACCAGGAGACTTTGATGAAGTATCTCAACTTCGGCAATTTGATTTTGAGGATTTTCCATCTC
AGCTACCTTCACAACTGCGAAACCAGACGAGGACAGGTGTTGCTTTGGTCTGCGAGCAAAGTTTTTGA
AGAGCTCACTGACATCGAGCGGCAGTTCCACAAGGCCCTCTATACAGTACGGGCCTTCCTGAACTGTG
ACCGCTACTCCGTAGGCCTCCTCGATATGACCAAAACTAAGGAATTTTTCGATCTCTGGCCAGTGCTGA
TGGGAGAAGTACCTCCATACTCCGGTCCCAAAACCCCAGACGGCAGAGAAATTGTGTTTTACAAAGTC
ATCGACTATATCTTGCATGGAAAGGAAGACATCAAAGTCATTCCGAACCCACCTGCTGATCACTGGGC
TCTTGTCAGTGGGCTGCCCACCTATGTGGCTGAAACCGGGCTGATTTGCAACATAATGAATGCAGCAG
CAGATGACGTCTTTAAATTTCAGAAAGAGCCCTTGGATGAATCCGGATGGGTGGTCAAGAATGTGCTC
TCAATGCCCATTGTCAACAAGAAAGAGGAAATCGTGGGCGTGGCCACCTTCTACAACAGGAAGGATG
GGAAGCCCTTTGACGAAATGGACGAAACGCTCATGGAGTCTCTCGCCCAGTTCCTCGGCTGGTCGGTT
CTCAACACCGACACGTACGACAAGATGAACAAGCTGGAGAACAGGAAGGACATCTTCCAGGACATGG
TCCTCTACCACGTCAAGTGCAGGAAGGACGAGCTCCAGCTCATCTTGAAAACGCAAGAGGTGTACGGA
AGAGAGCCACAGGACTGCGAGGAAGACGAGCTTTTCGCCATTCTGGAGGAAGAGCTTCCAGACCCGG
AGGAATCTGAGATCTACGAGTTCCACTTCTGTGATTTTGACCACTCTGAGCTGGACCTGGTGAAATGTG
GGATTTCAATGTACTATGAGCTGGGCGTGGTGGATAAATTTCACATCCCACAGGAGGCTCTCGTGAAG
TTCATGTACTCCGTCAGCAAGGGCTACCGGAGGATCACCTACCACAACTGGAGGCACGGCTTCAACGT
GGGCCAGACCATGTTCACGCTGCTCATGACAGGCGACCTGAAGCGTTACTACACTGACCTAGAGGCCA
TGGCCATGGTAACTGCTGGGTTCTGCCACGATATCGACCACAGGGGAACCAACAACCTCTACCAGATG
AAGTCTGGCAATCCACTCGCAAAGCTGCATGGATCTTCCATTTTGGAAAGGCACCACCTGGAGTTTGG
GAAGACTTTGCTGAGAGATGAGGACTTAAACATCTACCAAAATCTTAACCGACGACAGCATGAACATG
TCATTCATCTCATGGACATTGCCATCATCGCAACTGACCTGGCACTGTACTTCAAGAAGAGAGCCATGT
TCCAGAAGATAGTGGATCAGTCCAAAACATACGATGACTGGGACAAGTGGACCGAGTACATGATGCT
GGAGACGACTCGGAAGGAGATTGTCATGGCGATGATGATGACTGCCTGTGACTTGTCAGCTATTGCCA
AACCCTGGGAGATACAGAGCAAGGTGGCACTGTCCGTGGCGGCGGAGTTCTGGGAACAGGGTGATCT
GGAGAGGACCGTATTGCAGCAGAACCCCATTCCAATGATGGACAGGAACAAAGCAGACGAGCTACCC
AAACTGCAGTGCGGTTTCATCGATTTCGTCTGTTCGTTTGTGTACAAGGAGTTCTCCCGCTTCCACGTG
GAGATCACGCCCATGCTGGAACGGCTGCTCAACAACAGGAAGGAGTGGAAGGCCCTGCAGGAGGAGC
ACGAGGGCAAGCTGGCCAAGCTGGAGGAGGAGAAGAAGAAGAAGGAGGCAGAGGTGGLCGGLGGLELG
CGGCGGCCAAGCAAGCAAGCAAGCCCCAGGCCGAGTCCAAGACCTGCGTCATCAACTAG

>KT749701_PDE6A_Bowfin_16830-1-2
ATGGCGGTGGTGAATCCCGATGTGGCAGAGAAGTTTTTGGACAGCAACCCTGCCTTCGCCAAGCAGTA
CTATGACAGCAAATTCCGGCCAGCAGTTATTGCCAAGCTGCTGTCCAGCAGGAAGACCGAGGTGGACT
TCAGCAGCTTCCACGACCTGAACAGCGTGGAGGAGAGCGAGATCATGTTCGACCTGATTCGGGACATC
CATGAGAACTTGCAGATGGAGAAGTCAATTTTCAACCTCATGAAGAACCTCAGCTTCCTGCTCAGAGC
TGATCGCATGAGCCTCTTCATGTACAGGATGCGCAACGGCACAGCCGAGCTGGCGACACGCATTTTCA
ATGTGCACAAGGACGCAGTGCTGGAGGAATGCCTCGTACAGCCGGACAGCGAGATCGTCTACCCCCTG
GACACTGGGATCGTTGGCCATGTGGCGACCTCGAAGAGGACCGTCAACGTTCCCGATGTCACTCAGAA
CAGCTATTTCAGTGACTTTGTGGACCAGCTCACGGACTATAAGACCAAGAGCATCCTTGCCACACCCA
TCCTGAATGGCAAAGACATGGTGGCCGTTATGATGGCAGTTAACAAAATTGGGGCGCCACACTTCGAT
GCCAAGGATGAACAGACTCTGATGAAGTACCTCAACTTTGCCAATTTGATTTTGAGAGTTTTCCACCTC
AGCTATCTGCACAACTGTGAAACCAGAAGAGGACAGGTATTGCTTTGGTCAGCGAGCAAGGTTTTCGA
AGAGCTTACAGACATCGAACGGCAATTCCACAAAGCGCTTTACACAGTGCGAGCCTTCCTCAACTGTG
ACCGCTACTCTGTGGGCCTCCTTGATATGACCAAAACAAAGGAATTCTTTGATCTGTGGCCTATCCTGA
TGGGCGAAGTGGCTCCATACGATGGACCCAAGACTCCAGATGGCAGAGAAATCATCTTCTACAAAGTC
ATCGACTATATATTACATGGAAAAGAAGACATTAAAGTAATTCCGAACCCTCCTGCCGATCACTGGGC
ATTAGTTAGTGGTTTACCCACCTACGTGGCTGAGAATGGACTGATTTGCAATATAATGAATGCGGCAG
CAGATGACTTCTTTGAGTTTCAAAAAGAGCCCTTGGATGAAAGTGGTTGGATGATAAAGAATGTCCTC
TCCATGCCCATTGTCAACAAGAAGGAGGAGATTGTTGGTGTGGCTACCTTCTACAACAGGAAGGATGG
GAAACCCTTCGATGACATGGACGAAACACTCATGGAGTCTCTTACCCAGTTCCTGGGCTGGTCTGTCCT
CAACACCGACACCTACGATAGGATGAACAAGTTGGAGAACAGGAAAGATATCTTCCAAGACATGGTC
CTCTACCACGTGAAGTGCAGGAAGGATGAGATTCAGAACATCCTGAAAACCAAAGAGGTGTACGGCA
GAGAACCACACGAGTGTGAAGAAGATGAACTCTTTGAAATCCTGGAAGAAGAACTTCCAGATTCTGA
AGAATCAGAGATCTTTGAGTTCCATTTCTGTGATTTTGACCACTCGGAGTTAGAGTTGGTGAAATGTGG
CATCGCAATGTACTATGAGCTGGGTGTGGTAGACAAATTTCACATCCCCCAAGAGGCCCTCGTGAGAT
TCATGTACTCTGTCAGCAAGGGCTACAGGAAGATCACCTATCACAACTGGAGGCACGGCTTCAATGTG
GGACAGACCATGTTCTCGCTGCTCATGACAGGTGACCTGAAGCGTTATTTCACTGATCTGGAGGCCAT
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GGCTATGGTGACAGCGGGATTCTGCCATGACATTGATCACAGAGGGACAAACAACCTCTACCAGATGA
AGTCTGGAAATCCATTGGCCAAGCTTCACGGATCTTCTATCTTGGAGAGACACCATCTGGAGTTTGGA
AAGACTCTGTTAAGGGATGAGGACTTAAATATTTACCAGAATCTGAACCGACGGCAGCACGATCACGT
CATACACTTGATGGACATTGCCATCATTGCCACTGACCTGGCACTGTACTTTAAGAAGAGGGCAATGTT
TCAGAAGATTGTGGACCAGTCCAAAACCTACGAGAGCTGGACTGAGTGGACAGATTACATGAAGCTG
GAGACTACCCGAAAAGAGATTGTCATGGCAATGATGATGACTGCCTGTGACTTGTCAGCTATCGCCAA
ACCCTGGGAGATACAGAGCAAGGTGGCGTTGTCTGTGGCTGCGGAGTTCTGGGAGCAGGGTGACCTGG
AGAGGACTGTGCTGGAGCAAAACCCCATTCCAATGATGGACAGAAATAAAGCAGATGACCTGCCCAA
ATTGCAGTGCGGTTTCATCGATTTTGTATGTTCATTTGTGTACAAGGAGTTCTCTCGCTTCCATACGGAG
ATCACACCAATGCTGGAAAGACTCCTGAACAACAGGAAGGAGTGGAAGGCTCTGCAGGAGATACATG
AAGCCAAGGTGGCCAAGATCGAAGAGGAGAAGAAGAAGAAGGAGGAGCAGGCAGCGGCCGCAGCGG
CAGCCAAGGAAGCAAGCAAAGCTCAGACTCAGACCAAGACCTGCGTCATCAATTAG

>KT749702_PDE6B_Reef shark 56278-9-1
ATGAACAGGGAGGCTGCGGAACAATTCCTGGACTCTAATCCTGACTTTGTCAAGCAGTACTTTGCGAA
GAAACTGTCCCCAGAAGTTGTCGCTCAGATAACGGAGCAGACTGATTCCGCTCACATGACAACTTTTC
AGGAAATTGGGCAGGTAGAGGAGAGTGAGATTCTCTTTGATCTTGTCTGCGATATGCAGGAGAGTGTA
AACATGGAAAAGGTGGTGTTCAAAATCTTGCGAAGGCTTTCTTTCCTGATCCACGCGGATCGAATGAG
TCTGTTCATGTACCGGCAGAGGAATGGCACAGGGGAGCTGGCTACCAGGCTGTTCAACATTCACAAGG
ATGCCGTCATGGAAGACTGCCTTGTTCACCCCGATCACGAGATTGTTTTCCCACTGGATATAGGGATTG
TGGGGAGTGTCGCACTCTCGAAGAAAATGATAAATGTCCAGAATGTCACTGAGTCCACGACCTACAGC
ACCTTTGCGGATGAACTGACTGAATACCAAACAAAGTGTATACTTGCAACCCCCATAATGAATGGTAA
AGAGGTTGTGGCTGTGATCATGGCAACCAATAAGTTAGATGGACCTTATTTTACTGAGGAGGATGAAG
ATCTCTTCTCGAAATATCTCAACTTTGCCACTTTGAACCTCAAAATCTATCATCTGAGCTACCTTCATAA
CTGTGAAACGCGGAGAGGCCAGGTTCTTTTATGGTCGGCAAACAAAGTATTTGAAGAACTGACAGACA
TTGAGCGACAGTTTCACAAGGCTCTTTACACAGTTAGAGCCTACCTGAACTGTGAGAGATACTCAGTA
GGACTCCTAGACATGACCAAGCAGAAGGAATTTTTCGACTTGTGGCCTGTGCTTATGGGGGAAGTCCC
TCCTTACCAAGGTCCCAGGACACCTGATGGCAGAGAAATAGTCTTTCACAAAATCATTGACTACATTCT
ACACGGAAAGGAGGAGATCAAAGTCATTCCGAGTCCACCTGCTGATCATTGGGCGTTGGTCAGTGGAT
TGCCAACGTATGTTGCAGAAACTGGCTTAATCTGCAATATCATGAATGCAGCAGCAGATGAGACATTT
ACCTTCCAGACAGAACCCTTGGATAGCTTTGGATGGACCATCAAAAATGTCCTTTCGATGCCAATAGT
AAATAAGAAGGAAGAGATTGTTGGAATTGCCACATTTTACAACAGGAAAGATGGAAAACCTTTTGATG
AAATGGACGAAGTTCTTATGGAATCCTTGACCCAGTTCCTTGGCTGGTCTGTTCTCAATACAGATACCT
ATGATAAAATGAACAAGCTGGAAAACCGGAAAGATATTGCTCAGGGGATGGTGCTATATCATGTCAA
GTGCAGCAATAATGAAATTCAGAATATATTGCCAACAAGGGAACTGTTTGGAAAAGAACCCAATGAA
TGTGAAGAGGATGAACTACAGGAAATATTGAGCCAGCAACTCCCACGAGCTGAGGACTTTAATCTTTA
TGAATTCAGCTTTAGCGACTTGGAACACACTGAAATGGATCTTGTGAGATGTGGCATTCAGATGTATTA
TGAGTTAAAAGTTGTGAACAAATTCCATATTCCACGCGAGGTGCTAGTCAGGTTTGTGTACTCGTTAAG
TAAGGGATACCGAAAAATAACCTACCACAACTGGCGGCATGGATTCAACGTTGGACAAACCATGTTCA
CTCTTTTGATGACAGGTAAATTGAAACGCTATTACACAGACCTGGAAACGATGGCCATGGTAACTGCT
GGACTCTGCCACGATATTGATCACAGGGGCACCAACAACCTGTATCAAATGAAATCCCAGCACCCACT
GGCAAAACTACACGGCTCTTCAATTATGGAACGCCATCACTTGGAGTTTAGCAAGACCTTGCTTGCCG
ATGAGGGTTTGAACATTTTCCAGAACCTGAACAGGAGGCAATACGAGCATGTCTTTCATCTGATGGAT
ATCGCTATCATTGCGACAGACTTGGCTCTCTACTTTAAAAAGAGAACAATGTTCCAAAAAATAGTTGA
CCTGTCCAAAACCTACGAGGATGAGACGGCCTGGGTTGACTACATGTCACTGGAGACGACCAAGAAA
GAGATTGTCATGGCCATGATGATGACAGGATGTGACTTGTCCGCCATCGCTAAACCCTGGGAGGTTCA
GAGCAAGGTGGCTCTGTTAGTAGCAGCAGAATTCTGGGAACAGGGTGACTTGGAAAGAACTGTGTTAC
AACAGAATCCCATTCCTATGATGGACAGAAACAAAGCTGATGAACTCCCCAAGCTTCAAGTTGGTTTC
ATCGACTTTGTGTGCACATTTGTCTACAAGGAATTCTCTCGCTTTCATGAGGCTATTACACCGATGCTT
GATGGAATACTCAACAACAGAAAAGAATGGAAGCAACTCGCTGACGAACATGAAGAGAAGGTGAAG
GCCATACAAGAAGAGAAAGAGAGGCAACTTCAGGAGATGGAAGCAAAGCAAGCTGCCGCCGLCCGLTG
CCAGCGCAGAGAAGGCTCAGTCCAAAACTTGCTGCGTGTGTTAA

>KT749703_PDE6B_Bluespot_ray 35760-5-1
ATGAACAAGGAAGATGTGGCGAAGTTCCTGGACGCCAATCCTGCTTTCACCAAGCAGTACTTTGAGAA
GAAACTGCGCCCCGAAGTTGTCGCCCAGATGCTGCCCAGGACAGACTCCACTGCTGATATCACAACCT
TCCGGGAAATAAGCCAAGTGGAAGAGGGGGAGATTCTCTTCGATCTCATCCGGGATATGCAGGAGAG
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CATAAACATGGAAAAAGTGGTGTTCAAAACGTTAAGGAGGGTCAGTTACCTGATCCACGCCGACCGA
ATGAGTCTCTTCATGTACCGGCAGAGGAACGGCATCGGGGAACTAGCCACCAGGCTGTTCAACATCCA
CAAGGATGCCGAGATGGAAGATTGTTTTGTGCATCCAGACCATGAGATTGTCTTTCCACTGGACATGG
GCATTGTAGGGAATGTTGCCCAGACCAAAAAAACTGTTAACATCCCTAACGTGGCTGAGTCCAGCTTT
TACAGCAGTTTTGTCGACACGCTGACTGAGTATGAAACAAAGAGTGTGCTTGCAACTCCTATCATGAA
TGGGAAGGATGTTGTCGCTGTGATAATGGCAACCAATAAAACAGATGGATCTCATTTCACTGAAGATG
ATGAAGATCTTTTCTTGAAATACCTCAACTTTGCCAGTTTGAACCTCAAAATCTATCATCTGAGCTACC
TTCACAACTGTGAAACCAGAAGAGGCCAGGTTCTTTTATGGTCGGCTAACAAAGTATTTGAGGAGCTG
ACAGATATTGAGCGCCAGTTTCACAAGGCTCTTTATACAGTGAGAGCTTACCTGAACTGTGAGAGATA
CTCAGTTGCACTGCTAGACATGACCAAGAAGAAGGAGTTCTTTGACCTGTGGCCTGAACAGATGGGTG
AAGTTCCTCCCTACCAAGGTCCCAGGACACCAGATGGCAGAGAAATAATCTTTCACAAAATCATTGAT
TACATCCTACATGGGAAGGAGGAGATTAAGGTCATTCCGACTCCTCCTGCTGATCACTGGGCCTTGGTT
AGTGGACTGCCAACTTACGTTGCGGAAACTGGCTTAATCTGCAATATCATGAACGCAGCAGCTGATGA
AACTTTCAGCTTCCAGACTGAACCTTTGGATAGCTTTGGATGGACCATCAAAAATGTCCTTTCAATGCC
AATAGTAAACAAGAAGGAAGAGATTGTTGGAATCGCTACATTTTACAACAGGAAAGATGGGAAACCT
TTTGATGAAATGGACGAAGTTCTTATGGAATCCTTGACCCAGTTCTTAGGCTGGTCTGTTCTCAACACG
GATACATACGATAAAATGAACAAGCTGGAACATCGGAAAGACATTGCCCAGGGAATGGTGCTGTATC
ACGTGAAATGTAGCAAGGATGAAATTCAGGACATATTGCCAACAAGGGAATGTTTTGGAAAAGAGCC
CAATGAATGTGAAGAGGAAGAATTGCAAGAGCTCCTGGACCAGCAACTTCCTCCACCAGAGCAGTTTG
ACCTTTATGAATTCAGGTTTAGCGATTTAGAATTTGCTGAGATGGATCTTGTGCGGTGTGGCATTCAGA
TGTACTATGAATTAAAAGTTGTGAACAAATTCCATATTCCACGTGAGGTGCTAGTCCGATTTATTTATT
CATTAAGTAAAGGATATCGAAGAATTACATACCACAATTGGCGCCATGGGTTCAACGTTGGACAGACC
ATGTTCACTCTTCTGATGACCGGTAAGTTGAAACGGTATTACACAGACTTGGAAACACTGGCCATGTTA
ACTGCAGGACTTTGCCATGATATTGATCACAGGGGGACCAACAACTTGTACCAGATGAAATCCCAGCA
CCCACTAGCAAAACTTCACGGCTCTTCAATTATGGAGCGTCATCACCTGGAGTTTAGCAAAACCCTACT
TGCCGATGAGACATTGAACATATTCCAGAACTTGAACAGGAGGCAGTATGAACATGTCCTACGCCTGA
TGGACATTGCTATTATTGCTACAGACTTGGCTCTCTATTTTAAAAAAAGAACAATGTTTCAAAAAATTG
TTGACCTCTGCCAGACTTATGAGGATGAAAAGGTATGGGTAGAATATATGTCTCTGGAGAACACCAAG
AAAGAGATTGTAATGGCCATGATGATGACAGCATGTGACTTGTCAGCCATTACCAAACCCTGGGAGGT
TCAGAGCAAGGTGGCTCTCTTAGTGGCGGCTGAATTCTGGGAACAGGGAGACTTGGAACGGACTGTAT
TGCAGCAAAATCCTATTCCTATGATGGACAGGAATAAAGCTGATGATCTACCCAAACTTCAAGTTGGT
TTCATCGACTTTGTGTGTACATTTGTCTACAAGGAATTCTCTCGCTTTCATGAGGCTATCACACCAATGC
TCAATGGTCTGCTCAACAACAGAAAAGAATGGAAAGTACTTGCTGAAGAACATGAGATGAAAGTTAA
AGCTTTGGAGGAAGCAAGACAAAAGAAAGCAGAAGAGTTAGAAGCAAAGAAAGCAGCTGCTGCTGCT
GCTGCAGCAGAGAAGGCTCAATCCAAAAGTTGTTGTGTGTTGTAA

>KT749704_PDE6B_Florida_gar_28213-1-1
ATGAGTGTCACTCAGGAAGACGTGGAGAAATTCCTTGATGGAAACCCGGATTTCACCAAGCATTACTT
TGATAAAAAGTTGAAGCCTGGGACAATTTCTGCCATTCTTGGCCAAACACAGGTGCAGGTGGATTTCA
CTTCTTTTAAGGAACTCAGCCAGGTGGAGGAAAGCGAAATTTTGTTTGAGCTCATCCGAGACATGCAG
GAGAGTATCAACATGGAGAAAGTTGTCTTCAAGACCCTCAGGAGGATCAGCTTCCTCATCCATGCGGA
CCGCTGTAGTCTCTTTATGTACCGTCAAAGGAATGGTATAGCCGAGCTGGCTACCCGGCTTTTCAACGT
CAATAAGGACGCAGTCATGGAAGATTGCCTAGTGCAGCCAGACAGTGAGATAGTCTTCCCACTGGACA
TTGGGGTGGTAGGAAACGTTGCCCAAAGCAAGAAAACTATTAATGTTAAGGATGTTTCACAGTGCAGC
CAATACAGCCCATTTGTGGATGATCTCACAGACTACAAAACCAGAAACATTCTGGCCACCCCAATCAT
GAATGGCAAGGATGTGGTGGCAGTGATAATGGCAGTGAACAAAATAGACGGGCCTTACTTCACCGAG
GAAGATGAGGATCTTTTTTTAAAGTATCTAAATTTTGCGTCTTTGAACCTCAAGATCTACCACCTGAAC
TACCTGCACAATTGTGAAACACGTAGAGGACAAGTCCTGTTGTGGTCTGCGAACAAGGTGTTTGAGGA
GCTGACAGATATCGAGCGACAGTTTCACAAAGCCCTGTACACAGTGCGAGCGTATCTCAACTGTGACA
GATACTCAGTGGGGCTGTTAGACATGACAAAAGAAAAGGAGTTCTTTGATGTGTGGCCTGTTCTCATG
GGTGAAGTACCTCCTTACTCTGGGCCTGTAACACCAGATGGAAGGGAAATCATTTTTTACAAAGTCATT
GACTATATTCTGCATGGAAAAGAAGAAATTAAAGTTATCCCGAATCCACCAGCAGATCACTGGGCTTT
GGTTAGTGGACTACCAACCTATGTTGCTGAAAGTGGCTTTATCTGCAACATCATGAATGCAACCTCAG
AGGACATGTTCAAGTTTCAGGCAGGACCTCTGGACGAAAGTGGCTGGACAATCAAGAACGTGTTGTCA
CTGCCCATTGTGAACAAGAAAGAAGAGATTGTGGGAGTGGCCACTTTCTACAACAGAAAAGATGGCA
AACCATTTGATGAACAGGATGAAACTATCACAGAGTCTCTGACACAATTTCTGGGCTGGTCTGTGCTC
AACACAGACACCTACGACAAGATGAATAAGCTAGAGAACAGAAAGGACATTGCCCAGGACATGGTGT
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TGTATCATGTGAAGTGCAGAAACGATGAAATTCAGAATATTCTGAAAACAAGAGAAGTTTATGGGAA
GGAGCCTGCCGACTGTGATGAGGAAGAACTTTCTTACATACTGAAAAAAGAGCTCCCAGACCCAAGG
AAATTTGAAATCTACGAGTTCCGGTTCTCAGATTTTGACTGCACAGAACTAGAGCTTGTGAAATGTGGC
ATCAAGATGTACTATGAGGTTGGGGTGGTGAAAAAATTTCAGATTCCACAGGAGGTCTTGGTGCGATT
CATGTATTCCGTCAGTAAAGGGTACAGAAAGATCACCTACCACAACTGGCGCCATGGTTTCAATGTTG
GACAAACCATGTTCACACTGCTGACAACAGGGAAGTTAAAGAGGTACTACACTGATCTGGAGGTGATG
GCAATGATCACAGCTGCTTTCTTGCATGATATTGATCACAGAGGGACAAACAATCTATACCAGATGAA
ATCACAAAATCCACTGGCAAAGCTCCACGGCTCGTCCATCCTTGAGAGGCACCATTTAGAATTTGGCA
AGTTTTTACTTTCAGAAGAGTCCTTAAACATTTACCAAAACCTGAACAGAAGACAGATAGAACATGTA
ATCCACCTTATGGATATTGCCATTATTGCAACAGACTTGGCACTTTATTTCAAAAAGAGGACCATGTTT
CAGAAAATTGTTGACTTGTCGAAGACTTATGAAAATGAAAAGGAGTGGGTAGATTTCTTATCACTGGA
GACAACAAGGAAAGAAATTGTGATGGCCATGATGATGACTGCATGTGACTTATCAGCCATTACAAAAC
CATGGGAAGTACAGAGCAAGGTGGCTTTGTCTGTAGCAGCAGAATTCTGGGAGCAGGGTGATCTGGA
AAGGACTGTGCTACAGCAGAATCCCATTCCTATGATGGACAGAAATAAAGCAGCTGAACTCCCGAAGC
TCCAGTGTGGTTTCATTGACTTTGTCTGCTCCTTCGTGTACAAGGAGTTCTCCAGGTTCCATGATGCCAT
CACTCCCATGTACGATGGCCTGATGAACAACAGGAAGGAGTGGAAGGCCAGGGCAGATGAGTATGAG
GCCAAAATGAAGGCTATTGAAGAGGAGAAGAAAAGGAAGGAGGAAGAAGCAGCAGCTGCTGCTGCA
AAGAAAGCGGCCAGTGCAAACCCTAGCGGAGGTTCACAGTCTAAGACATGCTCCGTTAGTTAA

>KT749705_PDE6B_Bowfin_25775-2-1
ATGAGTGTCACTAAGGAAGACGTGGAGAAGTTTCTCGATGGGAACCCACAATTTGCCAAGGGCTACTT
TGACAAAAAGCTGAGACCAGGGGCGATCGCCGCTGTTCTGGGGCGCCAGGAGCCCTTGGTGGATTTTG
CTTCTTTTAGGGAACTCAGCCAGGTAGAGGAAAGCGAAATTCTGTTTGAGCTCATCAGAGACATGCAG
GAGAGCATCAACATGGAGAAAGTGGTCTTCAAGACACTCAAGAGGATCAGCTTCCTCATCCACGCCGA
CCGCTGCAGTCTCTTCATGTACCGCCAAAGGAATGGAGTAGCAGAACTGGCCACACGGCTGTTTAACG
TCAATAAGGACGCCATCATGGAAGATTGTCTCGTATCCCCGGACTGTGAGATTGTCTTCCCTTTGGACA
TGGGGGTGGTGGGATATGTCGCCCAAACCAAGAAAACCATCAACATCAAGGATGTTAAAGAGAGCAG
CCACTTCAGTTCATTTGTGGATGATTTGACGGAATACAAAACCAACAATATCCTTGCAACACCCATCAT
GAACGGCAAAGACGTGGTGGCAGTGATCATGGCGTTGAACAAAATTGACGCACCTCACTTCACAGATG
AGGATGAGGATCTTTTTTTGAAATATTTGAATTTTGCTTCTTTAAACCTGAAGATATACCATCTGAGTT
ACCTGCACAACTGTGAGACACGCAGAGGACAAGTTTTGTTGTGGTCTGCGAACAAGGTGTTTGAGGAG
CTGACCGATATTGAGAGACAGTTTCACAAAGCCTTGTACACAGTGAGAGCGTACCTGAACTGTGACAG
ATACTCAGTGGGGCTTCTAGACATGACAAAAGAAAAGGAGTTCTTCGATGTATGGCCTGTCCTCATGG
GAGAAGTGCCACCTTATACTGGGCCTGTTACGCCAGATGGAAGGGAAATAATTTTTTACAAAGTCATT
GACTACATTCTTCATGGGAAAGAAGACATTAAAGTTATTCCGAGTCCACCAGCCGACCATTGGGCTTT
AGCTAGTGGTCTGCCAACATATGTAGCTGAAAGTGGTTTTATTTGCAACATCATGAATGCAGCCTCGG
ATGAGATGTTCAAGTTTCAGAAAGAGCCTCTGGACAGCAGTGGCTGGACGATCAAAAACGTCCTGTCA
ATGCCCATTGTGAACAAAAAAGAAGAGATAGTTGGAGTTGCCACTTTCTACAACAGAAAAGATGGCA
AGCCTTTCGATGAGCAGGACGAGACCATTATGGAGTCTCTAACACAGTTTCTTGGCTGGTCAGTTCTGA
ACACTGACACCTATGACAAAATGAACAAGTTGGAAAACCGAAAGGATATCGCTCAGGACATGGTACT
CTACCATGTCAAATGTCGCAATGACGAAATTCAGAATATTCTGAAAACACGGGAATACTTTGGGAAGG
AGCCTGCAGAATGTGAAGAGGAGGAGCTTGGCGAGATTCTGAAAAAAGAGCTACCTGGGAAAACCAA
ATTTGAAATCTACGAGTTCCGGTTCTCAGACTTTGACTGCACAGAACTGGAGCTGGTAAAATGTGGGA
TTCAGATGTACTATGAGGTTGGGGTGGTCAAAAAATTCCAGATTCCACAAGAGGTCTTGGTAAGATTC
ATGTATTCAGTCAGTAAAGGATACCGGAAGATTACCTACCACAATTGGCGCCATGGCTTCAATGTTGG
CCAAACAATGTTCACATTGCTGACGACGGGGAAGCTAAAGAGGTATTACACAGATCTGGAGGTACTGG
CAATGATTACAGCTGCTTTCCTACATGATATAGACCACAGAGGAACGAATAACCTGTACCAGATGAAA
TCACAAAATCCACTGGCTAAGCTCCATGGCTCATCCATTCTAGAGAGGCACCATTTAGAATTTGGCAA
GTTTTTGCTCTCGGAAGAGTCTTTAAACATTTATCAAAACCTAAACAGAAGACAGATCGATCATGTCAT
TCATCTCATGGATATCGCCATTATTGCCACAGATTTAGCACTTTATTTCAAAAAGAGGACAATGTTCCA
GAAAATCGTCGACTTGTCAAAAACCTATGAAGATGAGAAGAAATGGGTAGATTACCTGTCACTAGAG
ACAACAAGGAAAGAGATTGTGATGGCCATGATGATGACTGCATGTGACTTATCTGCTATTACCAAACC
TTGGGAAGTACAAAGCAAGGTGGCTCTGTCTGTAGCAGCTGAGTTCTGGGAGCAAGGTGACTTGGAAA
GGACTGTGCTCCAACAGAACCCCATTCCCATGATGGACAGGAACAAATCAGCTGAACTCCCAAAACTC
CAGTGTGGTTTCATTGACTTTGTCTGCGCCTTTGTCTACAAGGAGTTTTCTCGTTTCCATGAAGCGATCA
CGCCCATGCTCGATGGCCTGATGAACAACAGGAAGGAGTGGAAAGCCAGGGCTGACGAGTATGATGC
CAAAATGAAGGCTATTGAAGAGGAGAAGAAGAAAAAGGAGGAGGCTGCAGCTGCAGCCATGCAAGC
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TAATGCAAATGCTAAAGGAGCTTCTCAGTCCAAGACCTGCTCTATCAGTTAA

>KT749706_PDE6C_G._australis_58598-2-1
ATGGCTTCGTTAAACAAGGACGACGTAGCTCAGTACCTGGAAGCCAACTTGGAATTCGCGAGGGAGTT
TTTCGACAGGAAGATCAGGCCGGAGGTCGTGGCGAAATTACTGACTCCGCTCAAGTCGGCTGCCGGGG
GTGACGCGAAAGCTCCGCTCCTGTTGTCGTTGAGCGAAGCCGCGCGGCTTCAGGAAGCTCAGTTTCTC
GTCGAACTGATGAGGGACACGGCGAGTAGTATCGTGGCGGACGCGCCTCAAGCGGCGCCTCCGGCCG
CGGCTTTGGCGTCGGTAGCCATCGCGTCTCAAACGCCGGGCAAACCCTCGGACATGGAGATGGTTTTC
TTCTCGCTGCTGCAGCGGCTGGTCGGCCTGTCCGGAGCCGAGCGCGGAAGTTACTTCATTTACCGCCAG
AGGAACGGCGTTGGCGAGGTGGTGACGCGCTTCCTGGACGTGAAGCCGGAGTCTCGCGTCGGCCAGTG
CCTCGTGCCTCCGAGCGGCGAGGTCGTCATGCCCATCGACATGGGCATCGTCAGCTGGGTCGTGCAGA
CCAAGAAGCCCTGCAATGCCGCCGACGTCACCAAGGACAAACACTTCTGCGACTTCGTGGACAAGCAG
ACCGGCTTCCAGACCAAGAGCATCCTGTGCCTGCCGGTGTTTCACGGAAAGGAGGTCATCGCAGTCGT
GAACCTCGTCAACAAGACCGGAGGATTCAGCAGTGAGGACGAGCAGTTGCTCGTTAACTACCTGGACC
TGGCGTCTCTCTGCATCAAGACGGAACATCTCAACTACCTCTACAACGTGGAGGCACGGCGAGCGCAG
TGTCTGCTGTGGTCGGCGAATAAGGTGTTTGAGGAGCTCACAGACATCGAGAGACAGTTCCACAAAGC
CATGTACACCGTCAGGGGGTACCTGCAATGCGAGAGGTTCTCGGTCGGACTCCTGGACATGACCAAAG
GAAAGGAATTCTTCGACGAGTGGCCGATCAAACTGGGAGAAGTGGAGCCTTATAAAGGCCCCAAGAC
GCCGGATGGACGGGAAGTCATCTTCTACAAAATCATCGACTACATTTTAATCGGAAAGGAAGAGATCA
AAGTTATCCCGACGCCTCCTATCGACCACTGGTCGCTAGTGAGCGGCCTGCCCGTCTACGTTGCCGAGA
ATGGATTTATCTGCAACATGATGAACGCGCAAGCCGATGATTTCTTCACGTTCCAGAAGGGGCCGGTG
GACGATACGTCGTGGGAGATCAAGAACGTGCTGTCGCTGCCGATCGTGAACAAGAAGGAGGAGATCG
TGGGCATCGCCACGTTCTACAACCGCTGCGACGGGAAGCCCTTCGACGAGTCCGACGAGATGATCATG
GAGGGCCTGACTCAGTTCCTGGGCTGGTCAGTTCTGACAACTGACACCTACGACAAGATGAACCATCT
TGAGAATCGCAAAGCTATCGCAACCGAGATGCTCATGGTCCATAACAAGTGCACTTCTGACGAGCTAC
AGAAGGTCTTGAAAACGCGGGAAAAGAAGAGCAAAGAGGTGGCGGACTGCTCGGATCAGGAGCTCA
AACAAGTCCTGATGGCAGACTTACCAGATCCCGTAGCGATGGAACTTTACGAGTTCCACTTCAGTGAT
CTCCCCGTCACCGAGTTGGACCTGGTACGCGGAGGTATCCGTCTCTTCTGCGAACTCGGCGTCATCGAG
AAGTTCAAGATACCTGCAGACGTGCTGGTGCGTTGGATGTACACGGTGCACAAGGGCTACCGACCAAT
CACCTACCACAACTGGCGACACGGCTTCAACGTGGGGCAGACCATGTTCACGCTGCTCATGACCGGGC
GTCTCAAAAAGTACTACTCCGACCTAGAGGCGTTTGCGATGCTCACTGCGGCATTCTGTCACGACATCG
ACCACCGTGGGACCAACAATCTCTACCAGATGAAGTCGGCGTCCCCCCTGGCGCGCCTCCACGGCTCC
TCCATCTTGGAGCGACACCATCTTGAGTTCAGCCGGAGCCTCCTCACTTACGAGGACATCAACATCTTC
CAGAACCTGAACAAGCGACAGTTGGAAACTGTCAATCACCTCATGGAGATAGCGATCATCGCCACTGA
CCTCGCTCTCTACTTCAAGAAGCGAACGATGTTCCAAAACATCGTGACGGCGTGCGAGGCCATGGCCA
CGGAGCAAGAGCAGATACAATACGTCACGGCCGACCCCACCAAGAAGGAGATCATCATGGCCATGAT
GATGACCGCATGTGATCTGTCGGCCATCACGAAACCCTGGGAGGTCCAGAGCCAGGTGGCACTTCTGG
TTGCCAATGAATTCTGGGAGCAAGGAGACCTGGAGAGGGAGGTTCTACAGCAACAGCCAATCCCAAT
GATGGACCGGAACAAGTCTGAGGAGCTTCCCAAGTTACAAGTCGGCTTCATCGATTTCGTGTGCACCT
ATGTTTATAAGGAGTTCACGCGGTTCCACAAGGAGATCAAGCCGATGCTGGACGGCCTGCTCAACAAC
CGCGTGGAGTGGAAGGCCCGCGGAGACATCTACGACGAGAAGATGAAGGCCATCGAGGAGGAAAAG
CAGAGGGTCGAGGCTGCCAAGACCAATGGACACACTGGGACGGAGACTGCTGTTGAAAAGTCAAAGA
GCTGCGTCCTTCTCTGA

>KT749707_PDE6C-Partial_M._mordax_41637-1-1
GCGAAGGCCGGCGGCCGCGCCACGCCGATGGAGGAGGCCTTCTTCTGCATGCTCCAGAGGATCGTCGC
CCTCTCGGGGGCTGAGCGGGGCAGCTACTTCATCTACCGGCAGCGGAACGGAGTGGGCGAGGTGGTG
ACGAGGTTCATGGACGTGAAGGTGGACTCTTGCGTGGAAGCCTGCGTAGTCGACCCGTGGAGCGAGAT
CGTCATCCCCCTGGACATGGGCATCGTGAGCAGATGCGTGCACAGCAAGGCGATGGTGGTGGTGAACG
ATGTGAGCCAGGACAAACACTTCTGTAATTTCGTCGATCTCCAGACGGGATTAGAGACCCGGAATCTC
CTCTGCGTCCCCGTCTCGCATGGTACCGAGGTGATCGCTGTGGTGAATCTTCTCAACAAGCCCCAGGGG
TTTCGTGACAATGACCAGAAGTTGGTCTCCGACTACATGAACATCGCGTCTCTGTGTCTCAAGACTCAA
CATCTGAACTCCTTGTATAACGTGGAGGCTCGACGTGCACAGGCTCTTCTTTGGTCAGCCAATAAGGTA
TTCGAGGAACTCACGGACATCGAGAGGCAGTTCCACAAAGCCATGTACACTGTACGCGGCTACGTACA
GTGCGAGAGGTTCTCAGTTGGACTCCTGGATATGACCAAGGGCAAGGAGTTTTTTGATGAATGGCCAA
TCAGACTGGGAGATGTTCCTCCATACAAGGGACCCAAGACTCCAGATGGACGGGAAGTCAATTTTTAC
AAAATCATCGACTACATTTTAATTGGGAAGGAGGAGATCAAAGTTATCCCAACTCCTCCCACAGACCA
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CTGGACGCTAGTGAGTGGTTTGCCCGTGTTTGTGGCTGAGAATGGATTTATCTGTAATATGATGAACGC
TCGCGCCGATGAATATTTCAATTTCCAGAAAGGAGCGGTGGACGATACCGGGTGGGAGATTCTCAATG
TTCTCTCTCTACCAATCGTGAACAAGAAGGAGGAAATTGTGGGCGTGGCCACATTCTTCAACCGTTGTG
ACGGAAAACCTTTTGACGAGAGTGATGAGATTATTCTGGAGAGCCTGACCCAGTTCTTGGGTTGGTCA
GTCCTAACGACTGACACATACGACAAGATGACCAGTCTGGAGAATCGCAAGGAGATTGCGACGGAGA
TGCTGATGATTCACAACCTGTGCAGTGCCGATGAGCTTCAGGAGGTCCTGAGAAGCCAGGAGCTCGCA
GACAAAGCGGTCAACGACTGCACTGAGCTCGAACTGAAGGAGATGCTGTTGTCGGATCTTCCGGACGC
TCGCTCCACGAACCTCTACGAGTTCCACTTCAGTGACCTCGAGGTCTCCCAGCTCGATCTCGTTCGCTC
GGGAGTTCGACTCTTCCTAGAGCTGGACATTATCGAGAAATTCAAGATTCCCATCGATGTCCTGGTACG
GTGGATGTACACCGTGAGTAAAGGTTACCGATCCATCACCTACCACAACTGGAGGCACGGATTCAACG
TGGGCCAGACCATGTTCACCCTACTCATGACCGGGCGTCTCAAGAAATATTATTCGGACCTGGAGGCG
TTTGCGATGCTGACAGCGGCGTTTTGTCACGATATCGATCACCGTGGAACGAATAACCTGTACCAGAT
GAAGTCTGCGTCTCCCCTGGCTCGTCTCCACGGTTCCTCTATTCTGGAGAGACATCACCTCGAGTTCAG
CCGCAGTCTCCTCACCTACGAGGAGATCAATATTTTCCAGAATCTGAGCAAGAGACAAGTGGAGACGG
TGAATCGGCTCATGGAGATCTCGATCATCGCTACAGATCTGGCTCTCTACTTCAAGAAACGTACGATGT
TCCAGAACATTGTGACAGCTTGTGAATCAATGGAAACGGAGTCTGAGAGAATTAAATATATAACGTCT
GACCCTACCAAGAAAGAGATAATCATGGCCATGATGATGACTGCGTGTGATCTGTCAGCCATCACGAA
ACCATGGGAGGTTCAGAGTCAGGTCGCTCTTCTGGTCGCCAATGAGTTTTGGGAGCAGGGAGATTTGG
AGCGAGAAGTTCTACAGCAGCAGCCGATCCCCATGATGGATCGGAACAAATCGGATGAACTTCCAAA
ATTACAAGTGGGGTTCATTGACTTTGTGTGTACATTTGTGTACAAGGAGTTCACGCGGTTCCACGAGGA
GATTCGGCCAATGCTGGACGGACTTCTGAACAACCGCGTTCACTGGAAGGCCCGCGCAGAGGCCTACG
ATCTCAAGATGAAGGCCCTCGCCGAGGAGCAGGAGGAGCAGGAGGCGAAGAGGAGTGGCGAGGCGA
AGGCCAATGGGATGCCAGCAACAACTACAGCAGTAGAGAAATCGAAGACCTGCGTCCTCCTGTGA

>KT749708 PDE6C Bamboo shark 44818-1-2
ATGGCCAACATGGGGGGTGTTAACAAGGAAGCAGTCGAACAATACTTGGAGAACAACCCACAATTCG
CCAAGGAATACTTTGACAGGAAGCTCAGGCCAGAAACAATTAGTGCAATCTTCAATGGGGCAAAGGT
GGAATTGGGGGTCAGGGCTTCCTTCAAAGACCTGTCCAAGCTGGAGGAGTCCGACATTATCTTTGAGC
TGGTCAAGGAGCTGCAGAATGACTCCAATGTCGAGAAGCAGATACACAAGATACTGCAAAGGATTGT
CTCCCTGGTCAGTGCGGACAGAGGCAGCTTGTTCACATTCAGATCAAGGAATGGCATTGCAGAGCTGG
CCACACGACTGTTCAATGTGACCAGAGACTCCAGCTTTGAGAATAATCTTGTGCTTCCCCAAGGCGAG
ATTGTTTTCCCATTGGATATCGGGGTAGTGGGATGGACAGTAAAAACCAAGAAGATACAAAATATTCC
TGACGTTACAAAGGATGTCCACTTTTCTGAATTTGTCGATAAACAGACTGGCTACACAACTTCTAACAT
GTTAGCTGCCCCTTTGATGCAGGGGAAGGAGATATTAGCCGTCGTAATGGTGATCAACAAAATTGGTG
AACTACAATTCACCAAAGAAGACCAGGAGGTTTTTACAAAATACCTTAGTTTTGCATCTTTAGCACTGA
AATACTCACATTTGAGTTACCTGTACAACGTGGAAAGCCGACGATCCCAGATCCTTCTGTGGTCTGCCA
ACAAGGTATTTGAAGAACTTACAGACATTGAACGTCAATTTCACAAAGCTCTATACACAGTTCGCGTTT
ATTTAAATGTCGAAAGATACTCAGTTGCTCTTCTGGACATGACTAAGCAAAAGGAGTTCTTTGACGAA
TGGCCAATCAAGATGGGTGAGGTCCCTCCTTACAAAGGCCCGAAGACCCCAGACGGCAGAGAAATCC
ACTTTTATAAGATCATTGACTACTTGTTGGTGGGGAAAGAGGAAATCAAAGTCATCCCGTCACCTCCTG
CAGATCATTGGTCCCTTGTAAGTGGGCTGCCAACGTATGTTGCTGAAAATGGCTTTATCTGTAATATGA
TGAACGCACCAGCTGATGAATTCTTCACTTTTCAAAAAGAACCTGTGGATGAAACTGGCTGGATTATA
AAAAATGTCTTGTCATTGCCGATTGTGAATAAGAAAGAAGAGATAGTGGGAATAGCTACATTTTACAA
CAGGAAAGATGGGAAGCCGTTTGATGAGTACGATGAACAGATCACCGAAACCCTGACACAGTTCCTG
GGATGGTCGCTTCTGAATACAGACACTTACGACAAAATGAATAAACTAGAAAGCAGGAAAAATATTG
CTTCGGAAATGCTAATGTATCATTCTAAGTGCACCGACAAAGAACTTCAGACCATTTTGAAAACAAAA
GAGATGTTGGACAAAGATACTGCAGATTGTGAACAAAAAGATATGCTAAAGATCTTGCAAGAAGAAC
TACCTGACCCAACTGATGTTGAACTCTATGAATTCCACTTCAGTGACTTGGATGTTTCAGAATTTGATC
TAATCAAGTGTGGAATTCGGTGCTTCTTTGAAATAAATGCAGTCATAAAGTTCAAGATACCAGCAGAT
GTATTGACCCGATGGATGTACACTGTCCGAAAAGGTTACCGTGATATTACCTACCACAACTGGCGCCA
TGGATTCAATGTGGGGCAAACTATGTTTACACTTCTCATGACAGGTAAAATAAAGAAGTACTACACGG
ATCTTGAAGCTTTCGCTATGATTACAGCAGCATTTTGTCATGATATTGATCACCGAGGCACCAATAATT
TATACCAGTTAAAATCACAAGCAGCTTTAGCAAAATTACATGGGTCTTCGATTTTGGAAAGGCATCAC
CTTGAATACAGTAAAACATTACTTCAGGATGAGAGCTTAAACATTTTTCAGAACCTGAATCAACGTCA
ATATGAAACAGTCGTCCATTTAATGGAAGTTGCGATAATTGCTACTGACTTGGCCTTGTATTTCAAGAA
AAGGACAATGTTTCAGAAAATTGTAGACTATGTTGAAAAATCAGAGACTGAAGAAGAAGCAATAAAG
TATATTTCTTCTGATCCAACCAAAAAAGAAATTGTTATGGCAATGATGATGACAGGATGTGACTTGTCA
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GCCATTACTAAGCCATGGGAAGTACAAAGCAAGGTTGCACTTATGGTTGCTAATGAATTCTGGGAACA
GGGCGATCTGGAACGAACAGTTTTACAGCAACAACCTATCCCAATGATGGACAGAAACAAAGCAGAT
GAACTCCCCAAGTTACAAGTTGGTTTCATCGACTTTGTGTGTACCTTTGTGTACAAAGAATTTTCAAGA
TTCCACAAAGAAATAACACCAATGTATGAGGGACTCCAGAACAACAGAGTTGAATGGAAATTACGAG
CTGACGAATACGATGCAAAGATGGCTTTGATTGAAAAACAAAGGAAGGAACAAGAAGAAATGGCAGT
GAAAAAAGCAGTGAATGGAGAAGTTGAAGCTGGAGATGAAGGAAAGGAAGGCAAACGTGGTGGAAA
ATCCAGGACATGTGAAATATTTTAA

>KT749709_PDE6C_Bluespot_ray 34454-1-2
ATGGGAGACGTTAGCAAAGAGGCAGTCGAGCGATATTTGGAGAACAACCCACAGTTTGCCAAGGAAT
ATTTTGACAGGAAGCTCAGGCTGGAGTCGATCAGTGCACTCTTCAACGGCACGAAGGTAGAGTTAAAG
GACGGAGCTTCCTTCAGGGACCTGTGCAAGTTGGAAGAGTCTGACATTGTGTTTGAGCTGGTCAGGGA
GATGCAGGATGTCTCCAATGTAGAGAAGCAGATGCACAAGGTACTGCAGAGGATTGTGACCCTGGTCA
ATGCAGACAAAGGAAGCATGTTCGTGTACAGGTCGCGGAACGGTGTCGCTGAACTGGCCACCAGACTT
TTCAATGTGACCCGAGACTCCAGTTATGAGAGCAATCTAGTGGCATCAGAGGCAGAGATAGTTTTTCC
ATTGGATATGGGGGTAGTGGGATGGACTGCACATACCAAGAGGGTGCAGAATATTGCTGACGTTCAAA
AGGACATCCATTTTTCTGCATTTGTTGATAAACAGACTGGGTACACGACCTTGAACATCCTAGCTGCTC
CTATGGTACAGGGGAAGGAAGTATTAGCAGTTCTGATGTTGGTCAACAAAATTGGGGAGCCACAGTTC
ACAAAAGAAGACCAAGAGGTTTTCACAAAGTATCTGAATTTTGCATCACTAGCACTGAAATTCTCCCA
TATCAATTACCTCTACAATGTGGAACAGCGAAGGTCACAGATTCTGCTATGGTCTGCTAACAAGGTGTT
CGAAGAACTAACAGATATTGAGCGTCAATTTCACAAAGCTTTGTACACAGTTCGACTTTATTTAAATGT
TGAAAGATATTCGGTCGCTCTGCTGGATATGACCAAACAAAAGGAATTTTTTGATGAATGGCCAATCC
TAATGGGTGAAGTCCCCCCTTACAAAGGTCCAAAGACCCCAGATGGCAGAGAAATTAACTTTTACAAG
ATCATCGATTATTTGCTGGAGGGAAAAGAGGAAATTAAAGTCATCCCGTCTCCTCCTGCAGATCACTG
GTCACTTGTGAGCGGCCTGCCAACATATGTTGCTGAAAATGGTTTTATCTGCAACATGATGAATGCTCC
AGCAGATGAATACTTCACATTTCAAAAAGAAGCAGTGGATGAAACAGGTTGGGTTATAAAGAATGTCC
TGTCTTTGCCAATTGTGAATAAGAAAGAAGAGATAGTGGGAATAGCTACATTTTACAACCGAAAGGAT
GGCAAACCATTTGATGAATATGATGAGCAGATCACTGAAACCTTGACACAGTTCCTGGGATGGTCACT
CCTGAACACTGATACTTATGACAAGATGAATAAACTGGAGAGCAGGAAAGATATTGCTGCAGAAATG
TTAATGTACCATTCAAAGTGCACTGACAAAGAACTGCAGACCATTTTGAAAACAAAAGAGAAGCTGG
ACAAGGGCACTGCAGACTGTGAACAAAAAGAAATGATTACAATCTTGAAAGAAGAACTGCCTGATCC
GTGCAAAATTGAACTCTATGAATTTCACTTCAGTGACTTACCTGTTTCAGAGTTTGATCTAATCAAGTA
TGGAATTCAGTGTTTCTTTGAAATAAAGGCCGTTGAAAAATTCAAAATACCAGCAGATGTATTGACCC
GATGGATGTATACAATCAGGAAAGGTTATCGTGATATTACCTACCATAACTGGCGCCATGGATTTAAC
GTAGGACAGACCATGTTTACACTTCTAATGACAGGCAAAATAAAGAAATATTATTCAGATCTAGAAGC
CTTCGCCATGGTTACTGCAGCTTTCTGTCATGATATTGATCACCGTGGCACCAATAACTTGTACCAGAT
GAAATCACAAGCACCTCTAGCAAGGCTGCATGGATCCTCTATTTTGGAAAGACATCACCTTGAGTACA
GTAAAACACTACTTCAGGATGAGAGTATAAACATTTTTCAAAACCTAAACCAACGTCAGCATGAAACA
GTCATGCATTTAATGGAAGTTGCTATAATTGCGACTGACTTGGCCTTGTATTTCAAGAAAAGGACAATG
TTTCAAAAGATTGTAGACAACGTCGAACAAATGGAAAATGAGGAAGAAGCCATAAAGTTTATTTCGTC
TGACCCAACCAAGAAAGAAATTGTCATGGCAATGATGATGACAGGATGTGACTTGTCTGCTATAACAA
AGCCCTGGGAAGTACAAAGCAAGGTTGCACTGATGGTTGCCAATGAGTTCTGGGAGCAAGGTGATCTA
GAAAGGACAGTTTTACAGCAGCAACCAATTCCCATGATGGACAGAAATAAAAGAGATGAACTCCCTA
AACTACAAGTTGGTTTCATCGACTTCGTGTGTACCTTTGTGTATAAAGAATTCTCAAGATTCCACAAAG
AAATAAAACCCATGTATGATGGTCTTCAAAACAACAGAGTTGAATGGAAATCGATGGCTGATGAGTAT
GAAGCAAAAATGAAGCTGCTTGAAGAACAAAAGGAAAAAGAAGAAATGGCAGCCAAAACAGCAGCA
AATGGTGGAGTAGGAGGCGATGGGAAAGGAAACGAGGAAAGCAAACGTGGAGGAAAATCCAGAACA
TGCGAAATATTTTAA

>KT749710_PDE6C-Partial_Florida_gar_25537-2-1
ATGGGTGAACTTAACAAAGAATCGGTGGAGAAGTACTTGGAGAACAACCCCCAGTTTGCCAAGGAGT
ACTTTGATAAAAAGCTACGGGCAGAGGTACTTGGGGCAGCTTTTTCGGATACCAAAGTAAATGTGAAA
GATGTGGCTTCAATCAAGGAAATTACCCAAATACATGAGGCAACTTTTATATTTGAACTGCTGAAAGC
AATCCAGGATGTATCTAATGTGGAAAAGACCATGCACAATGTTCTGCAAAGAATAGCCCTTCTAGTGA
AAGCAGACAAGTGTAGCTTGTTTATGAGCAGGTCCAGGAACGGTATTCCTGAGCTATCCACAACACTC
TTCAATGTTACTGCAACATCTAGCTTTGAGGAAAATATTGTTTCTCCTGACTCAGAGATAGTTTTCCCCT
TGGATGTGGGCATTGTTGGGTGGGTGGCTCACACAAAGAAGACATTCAATATACCAGATGTTAAAAAG
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AACACCCATTTCAGTGATTTTGTGGACAAGCAGACAGGATACACCACTAAAAACATGCTGGCTTGTCC
AGTAATGAATGGGAAGGAAGTGCTGGCAGTTGTCATGGCAATAAACAAAACTGATGAACCAGAGTTC
TCAAAAGCAGATGAAGAGCTCTTTCTCAAGTACCTTAACTTTGCAACTGTCATTTTACAACAAAACCAG
ATTTCCTACATGTACAATGTGGAATCCAGAAGGAGTCAGGTGTTGCTGTGGTCAGCTAGCAAAGTATT
TGAAGAGCTCACGGATATAGAACGCCAGTTTCACAAAGCTTTATACACTGTAAGAAATTATCTAAACT
GCGAAAGGTACTCTGTTGGACTCTTGGATATGACCAAAGAAAAGGAATTCTACGATGAGTGGCCAATC
AAACTAGGAGAAGCAGAGCCTTACAAAGGTCCAAAGACACCAGATGGAAGAGAAGTCAACTTCTATA
AGATCATTGATTACATTTTGCACGGAACAGAAGAAATCAAAGTCATACCGACACCTCCTGCAGATCAC
TGGTCCCTTCTTAGTGGTCTACCAACCTACGTAGCAGAAAATGGATTTATCTGTAATATGATGAATGCA
GCAGCAGATGATTTCTTCACATTCCAGAAAGAGGCTTTTGATGAGACAGGATGGAAAATTAAAAATGT
CCTGTCACTTCCAATTGTCAACAAAAAGGAAGAAATCGTGGGAGTTGCCACATTCTACAACAGAAAAG
ATGGAAAACCCTTTGATGAATATGATGAACAGATAACTGAAGCCCTCACTCAGTTTTTGGGATGGTCT
GTTTTAAACACAGACACCTATGATAAAATGAATAAACTGGAAAACAGAAAGGACATTGCACAAGAAA
TGCTCATGTATCAAACCAAGTGTACAAAATCGGAGCTTCAGTCCATCCTGAACACACAGGAGAAATTC
AATCAAGAGCCAGAAGACTGCGACTCAAAGGAACTTGTTAAGCTCTTGAAATCAAACCTTCCTGATCC
CAAAGAAGTGGAGCTGCTGGAATTCCACTTCAGCGACTTCCCTGTGTCAGAGTTCGATCTGATCAGAT
GCGGAATTCAGTGTTTCTTTGTACTAAATGTAGTGGAAAAGTTCAAAGTACCTGCCGAAGTACTTACCC
GCTGGATGTACACTGTGAGGAAAGGTTATCGGGACATTACTTATCACAACTGGAGACATGGCTTCAAT
GTAGGCCAGACCATGTTCACTCTGTTACTGACGGGTAGACTGAAGAAATACTATTCAGATCTTGAGGC
CTTTGCAATGGTAGCAGCTGCCTTTTGTCATGATATCGACCACCGAGGGACCAACAATTTATACCAAAT
GAAGTCTGCTTCACCACTGGCAAGGCTGCATGGGTCTTCCATCTTGGAAAGGCACCACCTTGAGTACA
GCAAGACACTACTGGAAGATGAGAGCCTCAACATTTTCCAGAACCTTCAGAAGCGTCAGTTCGATACT
GTGATACATTTATTTGAAGTGGCCATCATTGCGACGGATCTGGCTCTGTACTTCAAAAAGAGGACCAT
GTTCCAGAAAATAGTCGATGCCACGGAACAAATGGCAACTGAAGAAGAGCAAATCAATTATGTGTCA
AACAATCCCATCAGGAAGGAAATTGTGATGGCTATGATGATGACAGGCTGTGACTTATCTGCCATTAC
CAAGCCATGGGAAGTACAGAGCAAGGTG

>KT749711_PDEG6C_Bowfin_25775-1-1
ATGGGTGAACTAAACAAAGAAGCGGTTGAGAAGTACTTGGAGAATAACCCCCAAGTTGCCAAGGAGT
ACTTTGATAAGAAGCTTCGAGCAGAGGTACTGGGGGCAGCTTTTACGGATTCCAAATTGGATATCAAG
GAAGCGGCTTCGATGAAGGAAATTACCCAAATATATGAATCGTCATTTATATTTGAAATGATCAAAGA
ATTACAGAATCTAACGAGTGTGGAAAAGACTGTACACAAGGTCCTGCAGAGAATAGCAGCGCTGGTG
AGAGCTGACAAGTGCAGCTTGTTCATGTGCAGGTCTAGAAACGGCATTCCTGAGCTGTCCACTACCCT
CTTCAATGTCACGGAAAACTCCAAGTTTGAGGAAAATATTGTGGCTCCTGACTCTGAGATTGTTTTCCC
TTTGGATGTGGGCATAGTTGGGTGGGCGGCTCACACAAAGAAGACATTCAATATACCGGATGTTAGAA
AGAATAACCATTTCAGTGACTTTGTGGACAAGCAGACAGGATACACCACGAAAAGCATGCTGGCCAGT
CCGATAATGAATGGAAAGGAACCAATGGCTGTCATAATGGCAATAAACAAAAAAGACGCCCCTGAAT
TCTCAAAAGCAGATGAAGAGCTCTTCATCAAGTACCTTAACTTTGTGAACATAATTTTACTACAAAATT
ACACTGCATATCTTTACAATGTGGAATCCAGGAGAAGTCAGGTACTGCTGTGGTCTGCTAGCAAAGTG
TTTGAAGAACTTACAGATATTGAGCGTCAGTTTCACAAAGCTTTATATACTGTGAGAATATATCTTAAC
TGTGAAAGATACTCGGTTGGTCTGCTGGACATGACCAAAGAAAAGGAATTCTACGATGAATGGCCAGT
CAAACTTGGAGATGCCGAACCATACAAGGGTCCAAAGACACCAGATGGAAGAGAAGTTGTCTTCTAT
AAGCTCATTGATTATATTTTGCATGGCACTGAAGAAATCAAAGTCATACCGGCACCCACCCCAGATCA
CTGGTGCCTTGTTAGTGGATTACCAACTTATGTGGCTGAAAATGGATTTATTTGTAACATGATGAATGC
ACCAGCAGACGACTACTTCACATTCCAGAAAGAGGCTTTTGATGAGACGGGCTGGAAGGTTAAAAATG
TCTTGTCACTGCCTATTGTCAACAAAAAGGAAGAGATTGTGGGAGTTGCCACATTTTATAACAGAAAA
GATGGAAAGCCATTTGACGAGTATGATGAGCAGATTACTGAAGCCCTCACACAGTTTTTGGGTTGGTC
TGTACTGAACACGGACACCTACGACAAAATGAACAAGTTGGAAAACAGAAAGGACATTGCACAGGAA
ATGCTCATGTACCAAAGCAAATGTACTAATAATGAGCTGCAGTCAATTCTGAACACCAAAGAGAAATT
CAAAAAAGAGCCAGAAGATTGTGATGCAAAGGAACTGGTCAAGCTGTTGAAATCTAACCTTCCTGATC
CCAAAGATGTTGAGCTGCTTGAATTCCACTTCAGTGACTTCCCTGTTTCAGAGTTTGATCTCATTAAAT
GTGGAATTCAATGTTTCTTTGTACTAAATGTGGTGGACAAGTTCAAAGTACCTGCAGAGGTTCTAACCC
GATGGATGTACACAGTGAGGAAAGGTTATCGAGACATTACCTATCACAATTGGCGGCATGGTTTCAAC
GTGGGCCAGACCATGTTCACTCTGCTGATGACGGGTAGGATAAAGAAATACTACTCAGATCTTGAAGC
CTTTGCAATGGTAGCAGCTGCCTTTTGTCATGATATTGACCACAGAGGAACCAACAACTTGTATCAGAT
GAAGTCTGCATCGCCATTGGCAAAACTGCATGGGTCTTCTATCTTAGAAAGGCATCACCTGGAATACA
GCAAGACCCTACTTGCAGATGAGAGCCTCAATATCTTCCAGAACCTTCAAAAGCGCCAGTTTGAAACT
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GTTATCCATTTATTTGAAGTCGCCATCATTGCAACAGACTTGGCTTTGTACTTCAAAAAAAGAACAATG
TTTCAAAAAATTGTTGATGCCACTGAGAAAATGGAAAAGGAAGAGGATCAAATCAATCATATCTCCAA
TAATCCAACCCGGAAGGAAATCGTCATGGCAATGATGATGACTGGATGTGATTTATCTGCCATTACCA
AGCCCTGGGAAGTCCAGAGTAAGGTGGCCCTAATGGTAGCCAATGAATTTTGGGAACAGGGAGATTTG
GAAAGGACCGTTCTCGAGCAGCAACCCATTCCTATGATGGACAGAAACAAGGCTGAAGAATTGCCTA
AGCTGCAAGTTGGCTTTATCGATTTTGTATGTACTTTTGTATACAAGGAATTTGCGAGGTTCCACAAAG
AAATCACACCCATGTTCGATGGCCTGCAAAACAACCGAGTGCATTGGAAGGCCCTGGCAGATGTGCAC
GAAGAGAAGGTGAAGGCCATCGAAGAGGAGAAGAAGAAGCAGGAAGAGGCAGCCAAAAAAGACGG
CGATGGGGCTGAAAGTGGCAAGTCCAAAACCTGCACTATATTTTAG

>KT749712_PDE6X_E._cirrhatus_89665-1-1
ATGGGTTCAATAAGCAAAGAAGATGTGGAAAGCTTCCTCGATAACAACCCAGCATTCGTCAAGGATTA
TTTTGAGAAGAAAATGCGTCCCAATGTCATTGCAGAAATATTCAGCAAAGAAATGGAAAAGGAGGTG
ACTGGTTCATTCATTCAATTATCCAAGGTAGAGGAAAGCGAGATTCTCTTCGAACTTGTGCAAAATATG
TCCGAGACATTAAACATGGAGAAATGTGTGCACAAATGCTTGCGACGCCTTGCCCAGCTCATCGACGC
CGATCGCTGCAGTCTGTTCATGTACAGACAAAGAAACGGTACTCCAGAGGTGGCGACTCGCCTCTTCA
ATGTGACTCGCACCTCATCCCTCGAAGAGTGCCTCGTTCCACCAGACTCCGAGATCGTTTTTTCACTCG
ATCTTGGCATCGTGGGCCATGTGGCGCTTACGAAGAAGATGGTGAACGTCTGTGACGTGCAGGAGAGC
CCCTTGTTTTGCGATTTTACTGACAAGCTCACTGATTACACGACCAAAAACATTCTGGCGACTCCCATC
ATGAATGGCAACGACGTGGTGGCCATCATTATGGCCATCAACAAAGTGAGCGACACGTGTTTCAGCAA
GCTTGACGAGGAGGTGTTTCTTAAATACCTGATATTTGTGTCGGTTTGTTTGAAAACCCATCATCTCTC
ATACATGCATTCCTGTGAGACCCGTCGAGGCCAGGTGTTGCTGTGGGCTGCCAGTAAGGTGTTTGAGG
AACTCACTGACATCGAGCGGCTATTCCACAAGGCCATGTACACTGTACGCGGCTATCTTAACTGTGAG
CGCTACTCTGTGGGATTGCTCGACATGACGAAACAAAAGGAGTTTTTCGACGAGTGGCCCATTAAATT
GGGAGAGGTTCCGCCATATAAAGGTCCAAAGACTCCGGATGGAAGGGAAATACGATTTTACAAAGTG
ATTGACTACATTCTCATTGGAAAGGAGGAAATCAAAGTCATTCCAAATCCTCCAGATGATCACTGGGC
ATTGAGCAGCGGCCTGCCTGTCTACGTAGCAGAGAGCGGTTTTATTTGCAACATTATGAATGCTCCTAC
AGACTGCACCTTCAAGTTCAATAACGAGCCTGTGGATGAAACTGGATTTGTGACGCACAATGTTCTTTC
ACTGCCAATCGTAAATAAGAAAGAAGAGATCGTGGGTGTGGTCACTTTCTACAACCGCAAGGACAAC
AAACCGTTTGATGAATTCGACGAGATGATTATGGAGGCTTTGACACAGTTCCTTGGCTGGTCTGTCCTG
AACACAGACACCTATGACAAAATGAATAAGATTGAAAATCGAAAGGACATTTACCTTGAGATGTTGA
ACTACCATAACAAGTGCACCTATGGCGAACTTCAGACGATTCTGAAAACAGAAGAGGTTTTGCAAAAG
GATCTCTCCAGCTGCGAGGAAAATGAAATGAAGAAATTGTTGAAGGCAGAACTGCCAGACCCCAAAC
AGATGGAGCTTTACCAGTTCCACTTCAGTGACCTGGAGATCGAAGAGCTAGATTTGGTCAAAGGAGGC
ATTTGCTTATTTCAAGAACTGGGTGTCCTGGAAAAGTTCAAAGTTCCTCGGGATGTGATCGTACGCTGG
ATGATAACGGTGAACAAAGGCTACCGCAATATCACATACCACAACTGGCGGCATGGCTTCAATGTTGG
CCAAACAATGTTCACATTACTTACAACCGGGAGGCTGAAGAAGTACTACTCAGATCTCGAGGCTTTTG
CCATGCTTGCTGCTGCATTCTGCCATGATATGGACCACAGGGGTGCAAACAACCTTTATCAAATGAAG
TCTCAATCTCCATTGGCAAAGCTGCATGGCACCTCCATCCTTGAAAGACACCACCTTGACTACAGCAA
GACCTTGCTCACTGATGAGAGTATCAACATTTTTCAAAACCTCAACCGACGTCAATACGATAACGTAA
TTCATCTCATGGAGATTGCCATCATTGCAACGGACTTGGCGCTGTATTTCAAGAAGCGAACTATGTTTC
AGAAGATCGTCGAGCAGTGTGAGCAGTTGGAGACCGAGGCAGATGCGGTGAAATACATTACATCTGA
TCCCACGAAGAAAGAGATTATCATGGCTATGATGATGACAGCATGTGACCTGTCTGCTATCACCAAGC
CATGGGAAGTGCAAAGCCAGGTGGCCCTTTTGGTGGCTGCTGAGTTCTGGGAACAAGGTGATCTTGAG
CGCACTGTTTTGCAGCAGCAACCCATTCCCATGATGGACAGAAACAAGGCTGATGAGTTACCCAAGCT
GCAGGTCGGCTTTATTGACTTCGTCTGCACATTCGTGTACAAGGAGTTCTCAAGGTTCCACAATGAGAT
TACGCCCATGTTTGATGGCCTGAAGAACAACCGAGTACACTGGAAAGCCCTTGCTGATGAGTACGAAG
CTAAATGCAAGGCACTTGAGACCCAGAATGCATCTCCACCCTTACCCAATCAAACTCAAGATATGTCA
GCTGCAAACGGAGCTGGTGCAACACCCGGTAAAGTCGTTGAGGCACCAAAATCTAAGACATGCCTGAT
CATGTGA

>KT749713_PDE6X_G._australis_45841-312-1
ATGGGCAGCCAGGACCAGGAGAGCGTGGAGCGGTTCCTGGACTCCAACCCGGCCTTCGCGAAGGAAT
ACTTCAACCGGAAGCTGCGGCCCGAGTTGATTTCGACCATGTGCGACAACCAGACGGGCGGCGGCGGT
GGCGGCGGGCCGGCCACCTGCTCCTACGTGGACATCTCCAAGGTGGAGGAGAGCGAGGTGCTGTTCGA
CCTTGTGCGCAACATGTCCGAGACGATCAACATGGAGAAGTGCGTGCACAAGTGCCTGCGCCACCTGG
CGGGCCTGATAGACGCGGACCGCTGCAGCCTCTTCATGTACCGCCAGCGCAACGGCACGCCCGAGGTG
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GCCACGAGGCTCTTCGACGTGACGAGGACGTCGGCGCTGGAGGACTGCCTGGTGCAGCCCGAGGCCG
AGATCGTCTTCCCGCTCGACCTGGGCGTCGTGGGCCACGTGGCGCAGTTCAAGAAGACGGTCAACCAC
AACGTCAGCGAGGGAAAGCTGTTCTGTAACTTCGTGGACAAGCTGACGGGCTACACGAGCAGGAACA
TCCTGGCGACGCCCATCATGAACGGCAAGGACGTGGTGGCCGTCATCATGGCCGTCAACAAGGTGACC
GGGCCCGCCTTCACACAGCTCGACACAGAGGTCTTCATGAAATACCTCATCTTCGCCTCCCTCTGCTTG
AAAACCTACTACCTGTCGTACATGCACGCCTGCGAGACGCGGAGAGGGCAGGTCCTGCTGTGGGCGGL
GAGCAAAGTGTTCGAGGAGCTGACGGACATCGAGCGGCAGTTCCACAAGGCCATGTACACCGTGCGC
GGATACCTCAACTGCGAGCGCTACTCCGTCGGGCTCCTGGACATGACCAAGCAGAAGGAATTCTTCGA
CGAGTGGGCCATCCAAATGGGCGAGGTGCCACCCTACAAAGGCCCCAGAACTCCCGACGGAAGGGAA
ATTCACTTCTACAAGATCATCGACTACATCCTCATCGGCAAGGAGGAGATCAAAGTGATCCCAACCCC
ACCGGATGACCACTGGGCCTTGGTCAGTGGCCTCCCTGTGTACGTGGCGGAGACGGGCTTCATTTGCA
ACATTATGAACGCGCCTTCCGACGAAATGTTCAAGTTTTCTCTGAACCCGGTGGACGAGACGGGCTTC
GTGATGCGCAACGTGCTGTCGCTGCCCATCGTCAACAAGAAGGAGGACATCGTGGGCGTCGCCACCTT
CTACAACCGCAAGGACGGGAAGCCCTTCGACGAGTTCGACGAGATGATCATGGAGGCGCTGACACAG
TTCCTGGGCTGGTCGGTGCTCAACACGGACACCTACGACAAGATGAACAAGATCGAGTTCCGCAAGGA
CATCGCCCTGGAGATGCTCTTCTACCACAACAAGTGCACCACCACGGAGCTGCACACCGTCATCAAAA
ACAAAGAGATCTTGGACAAGGATCTTGAGAACTGCTCAGAAGCTGAACTCAAAAAGTTGGTTAAACA
AGAGCTGCCCGACGCCAAGGAGATG
GAACTTTACGAGTTCCACTTCAGCGACCTGGAGGAGACCGAGTTCAACCTGGTCAAGGGAGGAATGAG
GATTTTCTTCGAGCTGGGGGTCGTCGACAAATTCAAGGTCCCTCCGGAGACGCTGGTGCGCTGGATGA
TCACGGTGAGCAAGGGCTACCGCACCATCACCTACCACAACTGGCGCCACGGCTTCAACGTGGGCCAG
ACCATGTTCTCGCTGCTCATGACGGGGAAGCTGAAGAAGTACTTCACGGACCTGGACGCGTTCGCGAT
GGTGGCCGCGGCGTTCTGCCACGACATCGACCACCGCGGAACCAACAACCTCTACCAGATGAAGTCTG
CGGCTCCGCTCGCCCGGCTCCACGGCACGTCCATCATGGAGCGACACCACCTGGACTACTCCAAAACG
CTGCTCACCGACGAGTCGCTGAACATCTTCCAGAACCTGAACCGGCGTCAGTACGAGACGGTGCTGCA
CCTGATGGAGGTGGCCATCATCGCCACCGACCTGGCGCTCTACTTCAAGAAGCGAGCGATGTTCGTGA
AGATCGTGGACCACTGCGAGACGCTGGCAAGCGAGGCGGAGGCCATCAAGTACATCACGTGCGACCC
C
ACCAAGAAGGAGATCATCATGGCGATGATGATGACGGCCTGCGACCTGTCGGCCATCACCAAGCCATG
GGAGGTGCAGAGCAAGGTGGCGCTGCTGGTGGCCGCCGAGTTCTGGGAGCAGGGCGACCTGGAGCGC
TCCGTGCTGCAGCAGAACCCCATCCCCATGATGGACAGGAACAAGGCGGCGGACCTTCCCAAGCTGCA
GTGCGGCTTCATCGACTTCGTGTGCACCTTCGTGTACAAGGAGTTCTCGAGGTTCCACCCGGAGATCAC
GCCCATGTACGCCGGCCTGCAGAACAACCGCGTGCACTGGAAGGCGCAGGCCGACCAGTACGACGCC
AAGTGCAAGCTGCTGGAGGAGGCCAAGCAGAAGCGGACGGACGCCGTCAAAGCCGACACCGCGGTGA
CCAACGGCGGCTGCGAGGAGCCTCCCAAGTCCAAGAGCTGCGTCATCGTGTGA

>KT749714 GEOAU c45841 g3 il
ATGGGCAGCCAGGACCAGGAGAGCGTGGAGCGGTTCCTGGACTCCAACCCGGCCTTCGCGAAGGAAT
ACTTCAACCGGAAGCTGCGGCCCGAGTTGATTTCGACCATGTGCGACAACCAGACGGGCGGCGGCGGT
GGCGGCGGGCCGGCCACCTGCTCCTACGTGGACATCTCCAAGGTGGAGGAGAGCGAGGTGCTGTTCGA
CCTTGTGCGCAACATGTCCGAGACGATCAACATGGAGAAGTGCGTGCACAAGTGCCTGCGCCACCTGG
CGGGCCTGATAGACGCGGACCGCTGCAGCCTCTTCATGTACCGCCAGCGCAACGGCACGCCCGAGGTG
GCCACGAGGCTCTTCGACGTGACGAGGACGTCGGCGCTGGAGGACTGCCTGGTGCAGCCCGAGGCCG
AGATCGTCTTCCCGCTCGACCTGGGCGTCGTGGGCCACGTGGCGCAGTTCAAGAAGACGGTCAACCAC
AACGTCAGCGAGGGAAAGCTGTTCTGTAACTTCGTGGACAAGCTGACGGGCTACACGAGCAGGAACA
TCCTGGCGACGCCCATCATGAACGGCAAGGACGTGGTGGCCGTCATCATGGCCGTCAACAAGGTGACC
GGGCCCGCCTTCACACAGCTCGACACAGAGGTCTTCATGAAATACCTCATCTTCGCCTCCCTCTGCTTG
AAAACCTACTACCTGTCGTACATGCACGCCTGCGAGACGCGGAGAGGGCAGGTCCTGCTGTGGGCGGC
GAGCAAAGTGTTCGAGGAGCTGACGGACATCGAGCGGCAGTTCCACAAGGCCATGTACACCGTGCGC
GGATACCTCAACTGCGAGCGCTACTCCGTCGGGCTCCTGGACATGACCAAGCAGAAGGAATTCTTCGA
CGAGTGGGCCATCCAAATGGGCGAGGTGCCACCCTACAAAGGCCCCAGAACTCCCGACGGAAGGGAA
ATTCACTTCTACAAGATCATCGACTACATCCTCATCGGCAAGGAGGAGATCAAAGTGATCCCAACCCC
ACCGGATGACCACTGGGCCTTGGTCAGTGGCCTCCCTGTGTACGTGGCGGAGACGGGCTTCATTTGCA
ACATTATGAACGCGCCTTCCGACGAAATGTTCAAGTTTTCTCTGAACCCGGTGGACGAGACGGGCTTC
GTGATGCGCAACGTGCTGTCGCTGCCCATCGTCAACAAGAAGGAGGACATCGTGGGCGTCGCCACCTT
CTACAACCGCAAGGACGGGAAGCCCTTCGACGAGTTCGACGAGATGATCATGGAGGCGCTGACACAG
TTCCTGGGCTGGTCGGTGCTCAACACGGACACCTACGACAAGATGAACAAGATCGAGTTCCGCAAGGA
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CATCGCCCTGGAGATGCTCTTCTACCACAACAAGTGCACCACCACGGAGCTGCACACCGTCATCAAAA
ACAAAGAGATCTTGGACAAGGATCTTGAGAACTGCTCAGAAGCTGAACTCAAAAAGTTGGTTAAACA
AGAGCTGCCCGACGCCAAGGAGATGGAACTTTACGAGTTCCAC

>KT749715_GEOAU c45841 gl il
GAACTTTACGAGTTCCACTTCAGCGACCTGGAGGAGACCGAGTTCAACCTGGTCAAGGGAGGAATGAG
GATTTTCTTCGAGCTGGGGGTCGTCGACAAATTCAAGGTCCCTCCGGAGACGCTGGTGCGCTGGATGA
TCACGGTGAGCAAGGGCTACCGCACCATCACCTACCACAACTGGCGCCACGGCTTCAACGTGGGCCAG
ACCATGTTCTCGCTGCTCATGACGGGGAAGCTGAAGAAGTACTTCACGGACCTGGACGCGTTCGCGAT
GGTGGCCGCGGCGTTCTGCCACGACATCGACCACCGCGGAACCAACAACCTCTACCAGATGAAGTCTG
CGGCTCCGCTCGCCCGGCTCCACGGCACGTCCATCATGGAGCGACACCACCTGGACTACTCCAAAACG
CTGCTCACCGACGAGTCGCTGAACATCTTCCAGAACCTGAACCGGCGTCAGTACGAGACGGTGCTGCA
CCTGATGGAGGTGGCCATCATCGCCACCGACCTGGCGCTCTACTTCAAGAAGCGAGCGATGTTCGTGA
AGATCGTGGACCACTGCGAGACGCTGGCAAGCGAGGCGGAGGCCATCAAGTACATCACGTGCGACCC
CACCAAGAAGGAGATC

>KT749716_GEOAU c45841 g2 il
ACCAAGAAGGAGATCATCATGGCGATGATGATGACGGCCTGCGACCTGTCGGCCATCACCAAGCCATG
GGAGGTGCAGAGCAAGGTGGCGCTGCTGGTGGCCGCCGAGTTCTGGGAGCAGGGCGACCTGGAGCGC
TCCGTGCTGCAGCAGAACCCCATCCCCATGATGGACAGGAACAAGGCGGCGGACCTTCCCAAGCTGCA
GTGCGGCTTCATCGACTTCGTGTGCACCTTCGTGTACAAGGAGTTCTCGAGGTTCCACCCGGAGATCAC
GCCCATGTACGCCGGCCTGCAGAACAACCGCGTGCACTGGAAGGCGCAGGCCGACCAGTACGACGCC
AAGTGCAAGCTGCTGGAGGAGGCCAAGCAGAAGCGGACGGACGCCGTCAAAGCCGACACCGCGGTGA
CCAACGGCGGCTGCGAGGAGCCTCCCAAGTCCAAGAGCTGCGTCATCGTGTGA

>KT749717_CNGAL1 _Bluespot_ray 37236-8-1
ATGACAGCTGAGATTAATACACATCGGACGTACCTATATGCTTCCAGGGTGTCAGTTCACCCTGCTGAT
GACGAGGTTGAAAAGATGGAGAATGGACAAAACAGGAACCAAGCCATTGCTTCTGATTTGGAGATGT
CCAACATAAACAACTGTAACAACAATGATGAAGAAAAAGGAAAGAAAGAATCCAAAAAGAATAAGA
AAGAAAATAAAGGTAAATCTGATGGTAAAAAAGAGAAGAAAAGGGACAAAGAAAAGAAAAAGGACA
AAGAGAAGAACAAAACAAAAGAGGAAGAAAAGGGGAAGGAAGAGAAGAAAGATGACAAGAAAGAT
GACAAGAAAGATGACAAGAAAGATGACAAGAAAGGCAAGATTGAATTGGCAAAACTGATACCCATTC
TGGACCCGGCAGGAAACATGTATTACTACTGGCTCATGATAATTACAATGCCAGTAATGTACAACTGG
ACCATGCTCATAGCAAGAGCATGTTTTGAAGAACTTCAAGCAGATTACTTGTTCACATGGTTCATCCTT
GACTACGTGTCAGATATCCTTTACATAATTGACATGTATTTCAGGACAAAAACAGGTTACTTGGAACA
AGGACTATTAGTCCAAGATGAAAAGAAACTCAGAGAAAAATATTTTGCTACACTGCAGTTCAAACTAG
ATGTTTTCTCACTAATTCCAACTGACTTACTGTTTTTCATCTTGGGGCTAAAATATCCCGAAATCAGATT
AAATCGTTTGAGCAGGATTAATCGAATGTTTGAGTTTGTGTCAAGAACTGAAACGAGGACAAACTACC
CAAACATTTTTAGGATATCCAATCTTGTCATGTACATTGTAATTATTATCCATTGGAATGCTTGCGTATA
CTATTCAATTTCAAAAGCTATAGGATTTGGAGCGGACACATGGGTATACCCAAATATCTCTATTCCTGA
ATTTTCTCGGCTTGCTAGGAAGTATGTATACAGTCTCTATTGGTCAACACTGACACTAACAACCATTGG
AGAAACCCCTCCTCCTGTTCAGGATTCAGAATACTTCTTCGTGGTGGCCGATTTCTTGGTTGGAGTGTT
GATTTTTGCTACCATCGTCGGTAACGTTGGTTCCATGATTTCCAACATGAATGCAGCTCGTGCAGAGTT
TCAGTCAAGGATTGATGCCATCAAACAGTACATGCACTTCCGAAAAGTGAGCAAGGATTTGGAGAAG
AGAGTCATCAAATGGTTTGACTACTTGTGGACAAACAAAAAAGCTGTAGATGAAAGAGAGGTCTTAA
AGTACCTTCCTGATAAGCTAAGAGCAGAGATTGCCATCAATGTCCATTTGGATACACTGAAGAAAGTT
CGCATCTTTGCAGATTGTGAAGCTGGTCTGCTGATTGAATTGGTATTGAAGCTGAGGCCACAAGTGTAT
AGCCCTGAAGATTATATATGTCGCAAAGGAGACATCGGTAGGGAGATGTACATCATCAAAGAAGGGA
AGCTGGCAGTTGTTGCTGATGATGGAATTACTCAATTTGTGGTTCTGAGTGACGGCAGCTACTTTGGTG
AAATTAGTATCCTAAATATCAAAGGCAGCAAAGCTGGAAATAGAAGAACAGCAAACATTAAGAGTAT
AGGCTACTCAGATTTGTTCTGTCTCTCAAAAGATGATCTCATGGAAGCCCTGACAGAATACCCAGATG
CAAAAGCAATGCTGGAGGAAAAGGGGAGACAAATTCTAATGAAGGATGGTCTTTTGGATCTGGATGTT
GCTCAGCTTGGAGCTGACCCAAAGGATATGGAGGAGAAAATAACCAGACTGGACACTGCAATTGATA
ACCTACAGACTAAATTTGCTAGACTTCTGGCAGAATACAATGCTACACAACAGAAGCTGAAAGAAAG
AGTGACAAAGATTGAGAACAAAATTAAACAATCAGGAATGCAGTTTGATTATTCAGGACTGATAGATG
TTGAAGCAAAGGATAAAGCTGAAGAGAGTTAA
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>KT749718 CNGA1 Bamboo shark 73640-1-1
ATGGCGACTGTGATTAATACACACCAGAGCTATCTTCGCATTCCCCGAGTGTCTGTTCATCCTGCAGAT
GATGAGGTGGAACAGATGGAGAATGGACAAAGCAGGACCCAGACCCTTGTTGATGACAGGGAGATGT
CCAACATTAACAACAGCAACAACAATGATGAAGAGAAAGAGACAAAGAAGGAATCCAAAAAGAGCA
AAAAAGAGAAAAAGGGCAAATCTGGTGGCAAAAAAGAAAAGAAAAAGGATAAGGAAAAGAAAAAA
GATAAAGATAATAATAAGGAAAAGGATGAAGAAAAAGATAAAGATGAGAAGAAGGATGAGAAGAAA
GATGATGAGACCGATAAAAAGCAAGATATCAAGAAAATGCTGATGAATATGATTCCTACGCTTCCCAT
TCTTGATCCAGCAGGAAACATGTACTACAACTGGCTCATGATTATTACAATGCCTGTGATGTATAACTG
GACAATGATCATCGCTAGAGCATGTTTTGAAGAACTTCAGTCTGACTACTTGAGCACATGGTTCATCCT
TGATTATGTATCAGATGTTATTTACATACTCGACATGTACTTAAGAACAAAAACAGGGTATCTGGAAC
AAGGTCTATTGGTCAGTGATGGAAAGAAACTCAGAGAAAAATACTTTGCCACAATCCAATTCAAATTA
GATGTCATCTCACTTGTACCAACTGACTTTCTGTATTTTTTATTTGGACTGGAATATCCAGAAATTAGAT
TAAATCGTTTGACTAGGATTAGTCGATTGTTTGAATTCTTTTCAAGAACTGAAACTCGGACAAACTATC
CAAACATTTTCAGGATTTCCAACCTTGTCATGTACATTGTGATTATTATTCATTGGAATGCTTGTGTGTA
TTTTTCAATTTCCAAAGCTATAGGGTTTGGGGCAGATACATGGGTATATCCAAATGTATCCATTCCAGA
GTTTTCCCGGCTTGCTCGGAAGTATGTGTACAGTCTCTATTGGTCAACACTGACACTAACTACCATTGG
TGAAACACCTCCTCCTGTAGAGGATTCAGAATACTTTTTTGTAGTGGCTGATTTCCTGGTTGGAGTGCT
GATTTTTGCCACCATTGTTGGTAATGTTGGTTCTATGATTTCCAACATGAATGCAGCTCGTGCAGAGTT
TCAGTCAAGGATTGACGCCATCAAGCAGTACATGCACTTTCGAAAAGTGAGCAAAGATTTGGAAAAG
AGAGTTATCAAATGGTTTGACTACTTGTGGACAAACAAAAAAGCTGTAGATGAAAGAGAGGTCTTGAA
GTATCTTCCTGACAAGTTAAGAGCAGAAATTGCCATCAATGTCCACCTTGATACACTGAAGAAAGTTC
GAATCTTTGCAGATTGTGAAGCTGGTCTGCTGATTGAGTTGGTGTTGAAGCTAAGACCCCAGGTGTAC
AGCCCAGGGGATTATATCTGTCGCAAAGGAGACATTGGTAGAGAGATGTACATCATCAAAGAAGGAA
AACTTGCTGTTGTTGCTGATGATGGAATTACTCAGTTTGTGGTTCTAAGTGATGGCAGCTATTTTGGTG
AAATTAGTATTCTGAATATCAAAGGTAGTAAAGCTGGGAATAGAAGAACAGCAAACATTAAGAGTAT
AGGCTACTCAGATTTGTTCTGCCTCTCCAAAGATGATCTAATGGAAGCACTCACAGAATATCCTGATGC
AAAAGCAATGCTGGAAGAAAAGGGAAAGCAAATTCTAATGAAGGATGGACTTTTGGATTTAGATATT
GCCCAGCTTGGAGCTGACCCAAAGGACATGGAAGAGAAAGTAACAAGACTTGATATGGCAATTGATC
TTTTACAGACTAAATTTGCTCGACTTCTGGCAGAATACAACTCTACACAACAAAAACTAAAAGAAAGA
GTAACAAAGATTGAGAATAAAATTAAACAATCAGGGATGCAATTTGAATATTCAGAACTGGTAGATGC
TGAAGCACCAACTGAAACTGAAGAAAGTAAAAAGTAG

>KT749719 CNGAL1 Florida_gar_59469-1-1
ATGGCGTCTGTAATTGACACTCATCGCACCCATATAGTGCCCCCACGGATAGTTCTGCAGGATATGGAT
GAAGATGTGGAGAGGATGGAGAGTGGAGAGTCAAAGGACGAATCTCCATCTGGTCCACAGGCACTCT
TTAATGTCAACAACAGCAACAACAATGAAGAGGAGGACAAGAAGAAAAAGAAAAAAGAGAAAAAGG
AGAAAAAAGCCAAAAAAGAAAAGAAGGAAAAGAAAGAAAAGAAGAAGGACAAAGAAAAGGCGAAA
GAAGAGAAAGAAAAAGCAGAAAAGGAAAAAGAGAAGGAGAAAGACAAGGAAAAGGAGAAAAAGGA
ACAACCAAAGAAGGAACTTTATATCATTGACCCAGCGGGAAACATGTACTACAACTGGCTGTTTGTCA
TCACGATGCCTGTTATGTATAACTGGACCATGATCATTGCAAGAGCCTGTTTTGAAGAGCTCCAACATG
ACTACCTGATCACGTGGTTCATTGTAGACTATGTGTCAGACTTGATATACCTAGCCGACATGTTATTCA
GGACACGGACAGGCTACCTGGAGCAAGGATTGCTGGTGAGGGATGAAAAGAAACTGAGGGAACGATA
CATGGACACTACTCAGTTTAAAATAGACCTGCTGTCTATGATACCAACCGATGTCATGTACTTCAAAAT
GGGACTCAACTACCCTGAGATCCGACTCAATAAGTTGTTCCGAGTGGGCCGAATGTTTGAATTCTTTCA
GAGAACAGAAACAAGGACCAACTATCCCAACATTTTTCGAATCTCCAACCTTGTCATGTACATCGTAA
TCATCATTCACTGGAATGCTTGCCTTTACTTCTCCTTCTCTAAAGCGATTGGTTTTGGGGCAGACACATG
GGTCTACCCTAATGTTTCCGATCCAGAGTTTGGACGACTTGTCAGGAAATATGCGTACAGCCTTTACTG
GTCTACACTAACACTGACCACCATTGGTGAGACCCCTCCTCCAGTCCAAGACTCTGAATACTTCTTTGT
TGTCATCGATTTCCTGGTTGGCGTGTTGATTTTCGCTACCATTGTCGGTAACGTCGGCTCAATGATCTCC
AATATGAATGCTGCCAGGGCAGATTTCCAGGCAAGGATTGATGCTATTAAACAGTACATGCACTTTCG
CAAAGTCAGCAAGGATCTGGAAAAGAGAGTTATAAAGTGGTTTGACTACTTGTGGACCAACAAGAAA
GCTGTGGATGAAAGAGAAGTCCTGAAGTATCTCCCAGACAAACTGCGAGCTGAGATCGCTATCAACGT
CCACCTGGACACTCTGAAAAAGGTACGGATCTTTGCTGACTGTGAGGCAGGACTTTTGATTGAACTGG
TCTTGAAGCTGCGACCTCAAGTCTACAGCCCAGGCGACTATATATGCCGAAAGGGGGATATTGGCCGG
GAAATGTACATCATCAAGGAAGGCAAGCTGGCTGTCGTTGCTGATGATGGGATCACGCAGTTTGTGGT
TTTGAGCGATGGCAGCTACTTTGGGGAAATAAGTATCCTGAACATTAAAGGCAGTAAAGCTGGGAACC
GTAGAACTGCCAATATTCGCAGTATTGGATATTCGGATTTGTTCTGCCTTTCCAAGGATGACCTGATGG
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AAGCCCTCACTGAGTACCCAGATGCAAAGGCCATGCTTGAAGAGAAAGGAAGACAAATCCTCATGAA
GGACGGGCTCCTCGATCTGGACATAGCCAAGCTAGGACCTGACCCGAAGGACATGGAGGAGAAAGTT
AACAAAATGTATGGAAATTTGGAGACCCTGCAGACTAAGTTTGCCAGACTATTAGCCGAGTATGAGGC
AGCTCAGCAGAAGCTGAAGCAGCGGGTGACTAAGATCGAAAACAAGCTGATGTCTTCTGGGCAGGTT
GTGATGTCTGAACTGGTGGATCCAGAGGCTGGAGCTGAACCTGCTGAAGCAAAGGAGAAAGATTAG

>KT749720_CNGA1_Bowfin_23715-1-2
ATGACCGCAGTGATTAACACCCATCACACCTATTTGGTGCCACCTAGGATAGTCCTACAGGACATGGA
TGAAGACCTGGAAAGGATGGAAATTGGGGAATCCACGGATCAATGTCCACCTGGTGCCGGAGCAGCC
TTCAATGTCAACAAAAACAATAACAACGAGGAAGAGGAGAAGAAGAAAAAGAAAAAGGAGAAAAAA
GAAAAAAAGGACAAAAAAGAAAAGAAGGAAAAGAAAGAAAAAAAGAAAGATAAAGAAAATGCCAA
AAAGAACAAAGAGAAAGGAACTGAGAAGGAGAAGGAGAAGGAGAAAGAGAAGGAGAAAGAGAAGA
AGGAGGAGCCCCCAAAGGATATTTTTATCATTGACCCTGCTGGAAACATGTACTACAACTGGCTGTTT
GTCATTACTATGCCTGTTATGTACAACTGGACCATGATCATAGCCCGAGCCTGTTTTGAAGAACTGCAA
CATGACTACCTGGTCTCCTGGTTCATTTTAGACTATGTATCGGACATCATATACCTCGGTGACATGCTG
TTCAGGACCCGGACAGGCTACCTGGAACAAGGACTTCTGGTGAAGGACGAGAAAAGACTGCGTGAGC
GATACCTTCAAAGTCCGCAATTTAAATTAGATCTAGTGTCCATGATTCCAACTGATGTCCTGTACTTCA
GCTTTGGATTGAACTTCCCTGAGATCCGTCTCAATAAGCTGTTTCGAGTGGGCCGCATGTTCGAGTTCT
TTCAGAGAACAGAAACCAGGACCAACTATCCCAACATTTTCCGCATCTCCAATCTGGTCATGTACATC
GTGATTATCATTCACTGGAACGCGTGCCTCTACTTCTCCTTCTCGAAGGCTATCGGATTCGGGGCAGAC
ACGTGGGTCTACCCGGATGTTACAGATCCAGAGTTCGGTCGACTTCTCCGGAAGTATGCATACAGCCT
CTACTGGTCCACACTTACACTGACCACCATCGGAGAGACACCGCCCCCTGTGCAGGACTCTGAATATTT
ATTTGTTGTCGTCGACTTCTTGGTGGGCGTATTGATTTTTGCCACGATCGTTGGTAACGTGGGCTCCATG
ATCTCAAATATGAATGCTGCCAGGGCCGATTTCCAGGCCAGAATCGATGCCATCAAGCAGTACATGCA
CTTCCGCAAGGTCAGCAAGGATCTGGAAAAGAGAGTCATTAAGTGGTTTGACTACTTGTGGACCAACA
AGAAAGCCGTAGATGAGAGAGAAGTTCTGAAGTATCTCCCCGACAAGTTGCGTGCCGAGATTGCCATC
AACGTCCACCTCGACACGCTGAAAAAGGTGCGCATCTTTGCGGACTGCGAGGCAGGGCTCTTGATCGA
GCTGGTGCTCAAACTGCGACCTCAGGTCTTCAGCCCCGGGGATTACATCTGCCGAAAAGGTGACATTG
GCAGGGAAATGTACATCATCAAGGAAGGGAAGCTGGCCGTAGTCGCCGATGATGGGATCACGGAGTT
TGTGGTTCTGAGCGATGGCAGCTACTTTGGGGAAATCAGCATCCTGAACATCAAGGGCAGTAAAGCAG
GGAACCGCAGAACAGCCAACATTCGCAGTCAAGGGTATTCAGATTTGTTCTGCCTCTCCAAGGACGAC
CTAATGGAGGCCCTCACTGAGTACCCGGACGCCAAGGCAATGCTAGAAGAGAAAGGACGGCAGATCC
TCATGAAGGACGGGCTGTTGGATCTAGAGGTAGCCAAGCTTGGACCCGACCCGAAGGACATGGAGGA
AAAAGTCAACAAAATGTACGTAAGTATGGAGACTTTGCAGACGAAGTTTGCCAGGCTCCTGGCGGAGT
ATGAGTCCACACAGCAGAAGCTGAAGCAGCGTGTCACCCAGATTGAGAAGAAGATCACGGACCCTGG
ACAGGTGGAGCCTTCTGAGCCGGTGGATCCAGAGGCAGGAGTAGCTTCTGCTGAGGCAGAAGCAAAG
ACAGAATAG

>KT749721_CNGA3_Bluespot_ray 36860-6-1
ATGGCTACAGTCAGCACACAGCGGTCGTATCCAGCCCTTCACAGACTCTCGGTCAGAAACAATGATGA
AGATCTGGAAAGGATAGAAAATGGCAGCAGCAGGACCCACTCGTTGTGTGAAGACTCGTCGTCTGAG
CTTCAGGCAGTGACGTCTGCAGAACCTAAAGACCAGCATGAATCCCGGCGGAGTTCTTTCACAGGCAA
TGGAGCTTTTGCCAGGCTAACTAATTTCATCATTGTGCTGAGGAACTGGGCCACCCAGCAAATCCACG
ATGAAGACCAGAGACCAGATTCGTTCTTGGAGCGCTTCAGGGGACCAGACATAAAGGATGTATCAAG
CCGGGAGAGCAACACGCAGTCAGCCGCAGGTGATCCTGAGCACCAAGGCCGGAGTAAGAAGATTCTG
GCAAAGTTCAATGTCAACAAATGCAACAACGAAGAAAACTTTTGCCCCTTGGCACAGTTCAATGTAAA
CAACAACAACAACACCAACAACAACAAGGATGGAGGCAAGGTGGAAGAAAAGAAAGACGTGAAAAA
GGAGGAAAAGAAAGATGAGAAAAAGAAGGAAGAAAAGAAAGATATATACATTATTGATCCTGCAGA
CAATCTTTACTATCGATGGCTGTCCATTATCGCAATGCCTGTGATGTACAACTGGTGTATGCTTGTGTG
CAGAGCTTGTTTTGAAGAACTTCAAACAAAGCACCTTGCTTTATGGTTGGTGTTGGATTATGTATCAGA
TGCGATCTACATCGTGGATTCAATTGTAAGGTTTCGAACAGGTTTTCTTGAACAAGGATTGCTGGTCAA
AGACGGAAAGAAATTAAGAGATAATTACATGAAGATGCCTCAGTTTAAGTTGGATACCCTCTCCCTTT
TACCAACAGATTTAGCATACCTTACAATGGGAATGAATTACCCTGAGGTGCGATTTAATCGTCTGTTCC
GCTTCAGTCGAATGTTTGAATTCTTTGATCGTACAGAAACCAGAACAAACTACCCTAACGTATTTCGAA
TTGGAAATCTTGTTTTGTATATCCTCATCATTATCCACTGGAATGGCTGCATTTATTATGCAATCTCCAA
ATCAATTGGGTTTGGCGTCGATACTTGGGTCTATCCAAACATATCCCACCCTGAATATGGACGACTTAG
CAGAAAATACATCTATTGCCTTTACTGGTCCACCTTGACCTTGACCACCATTGGAGAAACCCCTCCTCC
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AGTAAAGGATGAGGAATTTCTGTTTGTGGTCATTGACTTCCTGGTGGGAGTGCTTATCTTTGCAACCAT
TGTTGGTAATGTGGGCTCCATGATCTCGAACATGAATGCCTCTCGGGCCGAATTCCAATCCAAAATTGA
CGCCATCAAACAGTACATGCAGTTCCGTAAAGTGAGCAAAGACCTGGAGGTCAGGATCATTAAGTGGT
TTGACTACTTGTGGATCAACAAGAAGAGTATAAATGAGAAGGAAGTCCTCAAGAGCCTACCTGACAA
ACTAAAGGCTGAAATTGCCATCAATGTCCACTTGGAAACACTAAAGAAAGTCCGAATTTTTGCAGATT
GCGAAGCTGGCCTCTTAATCGAGCTGGTGCTAAAGCTGCAACCTCAGGTATACAGCCCCGGAGACTAC
ATCTGCCGCAAGGGAGACATTGGCAGAGAAATGTATATCATCAAAGAGGGCAAACTGGCGGTGGTGG
CTGACGATGGGGTAACACAATTTGTGGTCTTGAGTGACGGCAGCTACTTTGGGGAAATCAGCATCTTA
AACATAAAGGGCAGTAAAGCTGGGAACAGGCGAACAGCCAACATTAGAAGTATCGGCTACTCCGATC
TCTTCTGCCTCTCCAAGGTTGATCTGATGGAAGCCCTGACTGAATATCCGGATGCCAAGAAGATTCTGG
AAGAAAAAGGACGTCAGATTCTGATGAAGGATAATTTAATCGATGAAGAAGCAGCAAAAGAGGGGGC
AGACCCGAAGGACCTGGAAGAGAAAGTGGAAAGAATGGAGGCCTCCCTGGACACTTTGCAAACCAAG
TTTGCCAGGCTCATGGCAGAGTACAAATCCACACAGCTCAAACTGAAGCAAAGGATCACAAAGGTGG
AAAATAAAGTAAAGAACTTTGGCAGTGGATACCTGTCTGATGGCTTTGACAGTGCGACTGATACCGAA
GGAGGAAAATGA

>KT749722_CNGA3_Bamboo_shark_32916-1-2
ATGGCTACAATCAGCACCCACCAGTCATACCCACGGGTTCACAGACTCTCGGTCAGGAATAACGACGA
TGAGCTCGAGAGAATAGAAAATGGCAACAGCAGGACTCATTCACTGTGTGAGGACACATCTTCTGAAC
TGCAGGGAGTGACCTCTATGGAGACCAAAGGACAGCCTGAATCCCGCCGGAGCTCTTTCACAGGCAGA
GGAGCTTTAGCCAGGTTCACTCATTTTGTCATCATGGTGAGGAACTGGACTACTCGACAAATGCACAG
TGAAGATCAGAGGCCAGATTCTTTTTTGGAACGCTTTCGAGGACCAGAGATAAAGGATGTGTCAAGTC
GGGAGAGCAACACCCAATCAGCTATCGGCAATCTGGAGCATCAAGGAAAGAGCAAAAGCTACAGGCT
CCTGGCAAAATTCAACATCAACAATTGCAACAACAAAGAGGATGACAAGGTGGAAGAAAAGAAAGAT
GAGGAAAAGGAAAGAAAAAATGATGAGAAAAAGAAGGAAGTGAAGAAGGATTGGTATGTCATTGAC
CCTTCAGAGAATCTTTACTACAGATGGCTTTCTGTTATTGCAGTGCCTGTACTGTACAACTGGTGTATG
CTGGTATGCAGGGCTTGTTTCGATGAACTTCAAGTAAGAAATCTTACCCTGTGGCTGGTTCTGGATTAT
CTCTCTGATGTCATCTACGTTACAGACTCAGCTGTAAGATTCCGAACAGGTTTTCTTGAACAAGGATTG
CTGGTTAAGGATACAAAGAAATTGAGACAGAATTACATGAGGATGCCTCAGTTTAAACTGGACGTGCT
CTCTCTTTTACCAACAGATTTAGCCTACATTTGGTTGGGCTTTAACTACCCAGAGGTGAGATTTAATCG
TCTCTTCCGTTTTAGCCGCATGTTCGAGTACTTTGATCGCACGGAAACCAGGACAAATTACCCTAACAT
GTTTCGAATTGGAAACCTTGTTTTGTACATCCTCATCATTATTCACTGGAATGGTTGCATTTATTATGCG
ATTTCAAAATCGATTGGGTTTGGTATTGACACCTGGGTCTATCCAAACATATCCCATCCTGAATACGGA
CGACTTAGCAGGAAATATATCTATTGCCTTTACTGGTCCACTTTGACCTTGACTACCATTGGAGAGACA
CCTCCTCCAGTGAAGGATGAAGAGTATCTATTTGTGGTCATTGACTTCCTGGTGGGGGTTCTCATCTTT
GCCACCATTGTTGGTAACGTGGGCTCCATGATCTCAAACATGAATGCATCTCGAGCCGAGTTCCAATCC
AAAATTGACTCCATCAAACAGTACATGCAGTTCCGTAAAGTGAGCAAAGACTTGGAGGCCAGGATCAT
CAAGTGGTTTGATTACTTATGGATCAACAAGAAGACGGTGGATGAGAAGGAAGTCCTCAAAAACCTTC
CTGATAAATTAAAGGCTGAGATTGCCATCAATGTCCACTTGGACACGTTGAAGAAAGTCCGGATATTT
TCCGATTGTGAAGCCGGCCTTTTGATTGAGTTGGTGCTCAAGCTGCAGCCTCAAGTGTACAGCCCCGGG
GACTACATCTGCCGGAAGGGGGACATTGGCAGGGAGATGTACATCATCAAAGAAGGCAAGCTGGCAG
TTGTAGCTGATGACGGGGTAACACAATTTGTGGTCCTGAGCGATGGCAGTTACTTTGGAGAGATCAGC
ATCTTGAATATAAAGGGCAGTAAAGCAGGTAACAGGCGCACTGCCAACATAAGAAGCATAGGCTACT
CTGACCTGTTTTGCTTGTCCAAAGCTGATCTGATGGAAGCCCTGACCGAGTATCCAGATGCCAAGAAG
ATTCTGGAAGAGAAGGGCCGTCAGATTCTGATGAAGGATAACTTAATAGATGAAGAGGCAGCAAAAG
AGGGTGCAGATGCAAAAGACCTGGAAGAGAAGGTGGAGAGGATGGAATCATCGTTGGATAGCCTGCA
GACCAAGTTTGCTAGGCTCATGGCTGAGTACAATTCCAGTCAAATGAAGCTGAAACAAAGGCTGACAA
GAGTAGAGAAAACAGTAAAAATCTATGGCAGTGGCTACCTATCTGATGGCCTGGACAGTTCAACTGAC
ATAGAACTAGGAAAACAGTGA

>KT749723_CNGA3_Florida_gar_22780-1-1
ATGGCAACAATCAGTACTCAGCAATCTTACCCCGCTGTGCATCGGCTATCTGTCAGGACAAACGATGA
CGACCTTGATAGGATCGAGAATGGAAACAGCAGGGCGCACTCACTGTGTGAGGACACCTCCTCTGAGC
TGCAGACAGCGGTCTCCATGGAGACCAGAGGGCTGCCTGAGTCCCGCAGGAGCTCCTTCACAGGGACC
GGCGCCATGGCCAGGCTCTCTCGGTTCATCTTTGCGTTAAGGAGCTGGGCTACCAGACGATTACATCAT
GAAGACCAAAGACCAGACTCGTTTCTGGAACGATTTAGAGGTCCAGATCTAAAAGAGGCTTCTAGTCG
AGAGAGCAATGCCCAGTCAGCTACTGGAAACCCAGACCATCCACACAGGGGGAAGAACCGCTGGCCG
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CTGGCAAACTTCAATATCAACAACTGCAACAACACAGATGACAAAAAGGAGGACAAGAAGGAGGAG
AAGAAAGAGGAAAAGAAGGAGGAGAAAAAAGAGGAAAAAAAGGAGGAAAAGAAAGATGAGAAAAA
AGATGACAAAAAGAAAGAAGAGGAGAAGAAAAAAGAAGTATTTATTGTTGACCCAGCTACAGATCTC
TACTACAGATGGCTTACTATAATTGCAACCCCAGTCATGTACAACTGGTGCATGCTTATTTGCAGGGCC
TGTTTTGATGAACTGCAGACAAAGTATATTACTTTATGGATGGTTTTGGATTACTCTTCAGATGTCATCT
ACTTCCTTGACACATTTGTGAGATTCAGGACAGGTTTCCTAGAGCAAGGATTGCTCGTGAAGGACCCA
AAGAAGTTACGAGAAAACTACATGAAGACACCACAGTTCAAATTTGATCTACTCTCAATGGTGCCAAC
GGACATAGCTGTGATTAAAGTGGGGAACAACTACCCAGAGCTGAGGTTCAATCGCCTGTTCAAATTTG
CACGCCTTTTTGAATTCTTTGATCGCACTGAAACTAGAACCAATTACCCCAATATTTTTCGAATAAGTA
ACCTTGTCCTTTACATTCTCATCATCATCCACTGGAATGCATGCATATTTTTTGCTATTTCCAAAACCAT
AGGCTTCGGAAGCGATACCTGGGTATATCCTAATATAAGTCACCCTGAGTATGGGCGACTGGCAAGGA
AGTACATCTACAGCCTGTACTGGTCTACGTTAACACTCACCACTATTGGAGAGACCCCACCACCAGTG
AAGGATGTGGAGTACCTGTTTGTTGTGTGCGACTTCCTAATAGGGGTGCTGATCTTTGCCACTATTGTC
GGTAATGTGGGTGCCATGATTTCCAACATGAATGCCAACAGAGCAGAATTCCAGGCTAAAATTGACTC
CATCAAACAGTACATGCAATTCCGAAAAGTGTCAAAAGACCTGGAAGCCAGAGTGATCAAGTGGTTC
GACTACCTGTGGACGAACAAGAAAACGTGCGACGAAAAAGAAGTCCTGAAGAACCTGCCAGACAAAC
TGAAAGCTGAGATCGCCATCAACGTCCACCTGGACACACTGAAGAAAGTGCGCATCTTCCAGGACTGC
GAAGCCGGTCTCCTGATCGAGCTGGTGCTCAAGCTGCAGCCGCAGGTGTTCAGCCCCGGAGACTACAT
CTGCCGCAAGGGGGACATTGGAAGGGAAATGTACATTATCAAAGAGGGAAAGTTGGCTGTGGTGGCG
GACGACGGAGTCACGCAGTTTGTCGTCTTGAGTGATGGCAGCTACTTTGGGGAAATCAGCATCTTAAA
CATTAAGGGAAGCAAGTCGGGCAACAGAAGAACTGCTAACATTCGGAGCATTGGCTATTCTGACCTCT
TCTGTCTCTCCAAGGACGACTTAATGGAGGCCCTAACAGAATACCCAGAGGCCAAAAAAGCTCTGGAG
GAGAAGGGGAAAGCCATTCTAATGAAAGATGGTTTGATAGACGAGGAAGTCGCCAACCAAAGCGGGEG
ACCCGAAAGACCTGGAAGAAAAGGTCGAGAACCTGGAATCCTCTCTCGACCTCATGCAGACCAAATTT
GCAAGACTCATGGCAGAGTTCACCTCCAGCCAGGTCAAGCTAAAGCAGAGACTTACAAAAATGGAGA
CCAAAATGAAGTCGCTGGGGAGTGGAGAACTCTGTGATGGTAATGAAGCAGACAGTGAAGCGCCGAA
AGAAGAGGAGAAAAAGGACAAATAA

>KT749724 CNGA3_Bowfin_24904-1-1
ATGGCCACAATCAGCACCCAACAGTCCTACTCGGCCGTGCACCGGCTCTCGGTCAGGACCACTGATGA
CGACCTAGACCGGATCGAGAATGGCAATAGCAGGAATAGCAGGGCACACTCTCTGTGTGAGGACACG
TCCTCCGAGCTGCAGCGAGCCATCTCCATGGAGGCCCGAGGGCTGACTGAATCTCGCAGGAGCTCCTT
CACGGGCACAGGTGCCATGGCCAGGCTATCGCGGTTAGTGTTTGCACTAAGGAACTGGGCCGCCAGAC
GATTACACCCCGAAGATCAGAGACCGGACTCGTTCCTGGAGCGGTTCCGAGGTCCAGAGCTCAAAGAG
GCGTCGAGTCGAGAGAGTAACACCCAGTCTACCGCTGGGAACCCAGACCGGCCACACAGGGCAAAGA
ACCACTGGCCACTGGCAAACTTCAATGTCAACAACTGCAACAACACAGATGACAAAAAAGAGGATAA
GAAAGAGGAAAAGAAAGAGGAGAAAAAGGAGGAGAAGAAAGAGGAGAAGAAGGAAGAGAAGAAG
GATGAGAAGAAGGATGATAAAAAGGATGCAAAAAAGGACGATAAAAAGAAAGAGGAGGAGAAGAA
AAATGAAGTGTATATTATTGATCCAGCAACAGATTTGTACTACAGATGGCTTTCGATAATTGCAGTCCC
AGTCATGTACAACTGGTGCATGCTTATTTGCAGGGCTTGTTTTGATGAACTTCAGACAGACTACATTAC
TTTGTGGAATGTTTTAGATATCTCATCAGATATAATCTACTACTTGGACACGTTTGTGAGATTGAGAAC
AGGTTTCCTGGAACAAGGATTACTTGTGAAAGACTCTAAGAAATTACGAGAAAACTACGTGAAGACAC
AGCAGTTCAAATATGATGTAATCTCAATGGTGCCAACGGACATAGCAGTGATAAAAGTGGGGAACAA
TTACCCGGAGTTGAGGTTCAACCGCCTGTTTAAATTTGCACGCCTTTTCGAGTTTTTTGACCGCACGGA
AACCAGAACGAATTACCCCAACATTTTCAGAATCAGCAATCTCGTCCTCTACATTCTCATTATCATCCA
CTGGAATGCATGCATATTCTTTGCCATTTCTAAGTCAATAGGCTTCGGGACTGACTCCTGGGTGTACCC
CAACATAAGCCACCCAGAGTACGGGCGGTTGGCAAGGAAGTACATCTACAGTCTTTACTGGTCGACCC
TCACGCTCACCACAATCGGAGAGACTCCTCCTCCGGTGAGAGACGTCGAGTACCTGTTTGTCGTTTGTG
ACTTCCTGATCGGAGTGCTGATCTTTGCTACCATTGTCGGCAATGTGGGCGCCATGATCTCCAACATGA
ACGCCTCCAGAGCAGAATTCCAGGCCAAGATTGATTCCATCAAGCAGTACATGCAGTTCCGTAAAGTC
ACCAAAGATCTGGAAGCCAGAGTGATCAAGTGGTTTGACTATCTGTGGACGAACAAGAAAACGTGCG
ATGAGAAGGAAGTCTTGAAGAACTTGCCCGACAAACTCAAAGCAGAGATAGCCATCAACGTCCATCTT
GACACGCTGAAGAAAGTGCGCATCTTCCAGGATTGTGAGGCCGGGCTCTTGATTGAGTTGGTGCTTAA
GCTGCAGCCCCAGGTATTCAGCCCGGGCGACTACATCTGCCGCAAGGGGGACATTGGGAGAGAGATG
TACATCATCAAAGAGGGAAAGCTGGCCGTGGTGGCAGACGACGGAATCACGCAATTTGTCGTCCTGAG
CGACGGCAGTTACTTTGGAGAGATTAGTATCTTAAACATCAAGGGAAGTAAGTCAGGCAACAGAAGA
ACTGCTAACATTAGGAGCATAGGCTACTCAGACCTCTTCTGTCTCTCCAAGGATGACTTGATGGAGGCC
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CTAACTGAGTACCCGGATGCCAAGAAGGCTCTGGAGGAGAAGGGGAAAGCCATCTTGATGAAAGATG
GCCTGATAGATGAGGAAGCTGCCAAACAGGGCACCGATCCCAAGGACCTTGAGGAAAAGGTGGTGAA
GCTGGAGTCGTCTCTGGACCTGATGCAAACCAAATTCGCAAGACTGATGGCGGAGTTCACATCCAGCC
AGACCAAGCTGAAACAGAGACTCACGAAAATGGAGACCAAAGTGAAGAAGATGGGGAGCGAGGAAA
TCTCAGACGGGATGGAGGCAGATAACGAAGCCGCAAAAGCAGAGTAG

>KT749725_CNGAX-Partial_E._cirrhatus_139717-3-6+102332-1-3
TTCGTGTTGAATCCATCGGGCAACTTGTATTACAACTGGCTCTTCGTAATCAGTGTGCCG
GTGTTCTACAACCTGTGCCTACTCATCTGCAGAGCCTGCTTTGATGAACTGCAGATAAAA
TACATCACCACCTGGCTGATCTGTGATTACCTGTCTGATGCCATTTACCTGCTTGACATC
TGGGTCCGGTTTCACACAGGTTTTCTGGAACAAGGACTCATTGTGTGCGATCTTCAACGT
TTAAAAGAAAATTACGTGAAAACCTTGTATTTCAAGCTCGATGTTGTATCGGTGCTACCC
ACAGATTTGGGATACTTGAAGCTGGGGTTGCATTGGCCGGAACTTCGTTTCAATCGCCTG
TTGCGTCTTCACCGAATCTCAGAGTTTTTTGGACGAGTTGAGACAAGGACGAACTTTCCA
AACTTATTCCGCATATCGAACCTCATCCTTTACATTGTGGTGATCATTCACTGGAACGCG
TGCCTCTACTTTGCTATATCAAAGATTATTGGGCTTGGCAGTGACACATGGGTGTACC
CTGATGTATCGGACCCAGAGTTCGGGACACTCAGCAGGAAATATGTATACAGCCTTTACT
GGTCTACACTGACTCTAACCACGATTGGCGAGACCCCCACACCATGCCGTGACTCAGAAT
ACATATTCGTGGTTGTGGACTTCTTGGTTGGTGTCCTTATATTTGCCACCATTGTGGGCA
ACGTGGGGTCTATGATCACCAACATGAATGCAGCGAGAGCAACATTCCAGGCACGCATAG
ACGCGATAAAGCAGTTCATGCATTTTCGTAAAGTCAGCCCCGAGCTCGAGTCACGCGTCA
TCACATGGTTTGACTACCTGTGGACCAACAACAAAGCGGTGGATGAACGTGCTGTGCTTG
GGGTTCTTCCAGAGAAGCTCAGAGCTGAGATAGCAGCCAACGTCCATCTCAACACCTTGA
AAAAGGTGCGCATTTTTGCGGATTGCGAGGCTGGATTATTGATCGAACTTGTGCTGAAAC
TCCAGGCACAGGTTTTCAGCCCCAACGATTACATCTGTCGCAAGGGAGACATTGGTCGTG
AGATGTACATTATTAAAGAGGGTCAGCTGGCTGTGGTGGCGGACGACGGGGTGACGCAGT
TTGTGGTTCTTGGTGACGGGAACTACTTTGGCGAAATCAGCATTCTGAACATCAAGGGCA
GCAAGAGTGGAAACAGAAGAACAGCCAATATCCGGTCTATCGGATACTCTGACCTCTACT
GCCTCTCCAAGGACGATCTCATGGAAGCTTTAATAGAATATCCAGATGCAAAGAAGATGC
TGGAGGAAAAGGGGAGGCAGATCCTCGTGAAAGATGGTCTCATAGATGAGGAGGCTGCAA
ACGTTGAGGAGCCGAGGAACACAACCGAGCAACTTGACAACCTCGAGTCGGGTCTGG
AGGCCACGAAGACACGTCTTGCCAGCTTTTTGGCCGAAACGTTTGCAACACATGCCGTGC
TTAAACAGCGGATCACACGACTTGAGATTCTGATGAAATTGGTGGAGGAGTGA

>KT749726_EPTCI _c139717_g3_i6
ATGCAGACCATCCAGCAGTTTCAGACCATAAGGAACAGGATTTTGAGAACACTGATCGGACTTTCTAG
TAGTTCCATTTTTGAAGAAAACGAGGAGAGAAAAAAGAACCTTTCCGGTATTCTCCAGACATTCGTGT
TGAATCCATCGGGCAACTTGTATTACAACTGGCTCTTCGTAATCAGTGTGCCGGTGTTCTACAACCTGT
GCCTACTCATCTGCAGAGCCTGCTTTGATGAACTGCAGATAAAATACATCACCACCTGGCTGATCTGTG
ATTACCTGTCTGATGCCATTTACCTGCTTGACATCTGGGTCCGGTTTCACACAGGTTTTCTGGAACAAG
GACTCATTGTGTGCGATCTTCAACGTTTAAAAGAAAATTACGTGAAAACCTTGTATTTCAAGCTCGATG
TTGTATCGGTGCTACCCACAGATTTGGGATACTTGAAGCTGGGGTTGCATTGGCCGGAACTTCGTTTCA
ATCGCCTGTTGCGTCTTCACCGAATCTCAGAGTTTTTTGGACGAGTTGAGACAAGGACGAACTTTCCAA
ACTTATTCCGCATATCGAACCTCATCCTTTACATTGTGGTGATCATTCACTGGAACGCGTGCCTCTACTT
TGCTATATCAAAGGTAAACCATTGCAATTTGGAGAAATGTCAGTTGAAAAAAAAATAG

>KT749727_EPTCI _c102332_gl_i3
TATAAAGTGCATTTAAAAGGGCCAACTCTTCAAAATGTAATCCCAAACTTCCCCCAGGCTATTGGGCTT
GGCAGTGACACATGGGTGTACCCTGATGTATCGGACCCAGAGTTCGGGACACTCAGCAGGAAATATGT
ATACAGCCTTTACTGGTCTACACTGACTCTAACCACGATTGGCGAGACCCCCACACCATGCCGTGACTC
AGAATACATATTCGTGGTTGTGGACTTCTTGGTTGGTGTCCTTATATTTGCCACCATTGTGGGCAACGT
GGGGTCTATGATCACCAACATGAATGCAGCGAGAGCAACATTCCAGGCACGCATAGACGCGATAAAG
CAGTTCATGCATTTTCGTAAAGTCAGCCCCGAGCTCGAGTCACGCGTCATCACATGGTTTGACTACCTG
TGGACCAACAACAAAGCGGTGGATGAACGTGCTGTGCTTGGGGTTCTTCCAGAGAAGCTCAGAGCTGA
GATAGCAGCCAACGTCCATCTCAACACCTTGAAAAAGGTGCGCATTTTTGCGGATTGCGAGGCTGGAT
TATTGATCGAACTTGTGCTGAAACTCCAGGCACAGGTTTTCAGCCCCAACGATTACATCTGTCGCAAGG
GAGACATTGGTCGTGAGATGTACATTATTAAAGAGGGTCAGCTGGCTGTGGTGGCGGACGACGGGGTG
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ACGCAGTTTGTGGTTCTTGGTGACGGGAACTACTTTGGCGAAATCAGCATTCTGAACATCAAGGGCAG
CAAGAGTGGAAACAGAAGAACAGCCAATATCCGGTCTATCGGATACTCTGACCTCTACTGCCTCTCCA
AGGACGATCTCATGGAAGCTTTAATAGAATATCCAGATGCAAAGAAGATGCTGGAGGAAAAGGGGAG
GCAGATCCTCGTGAAAGATGGTCTCATAGATGAGGAGGCTGCAAACGTTGAGGAGCCGAGGAACACA
ACCGAGCAACTTGACAACCTCGAGTCGGGTCTGGAGGCCACGAAGACACGTCTTGCCAGCTTTTTGGC
CGAAACGTTTGCAACACATGCCGTGCTTAAACAGCGGATCACACGACTTGAGATTCTGATGAAATTGG
TGGAGGAGTGA

>KT749728 CNGAX_ G. australis 57616-1-3
ATGGGACGCAAAAGCAACAACACAAACATAGGTGACTGCAGCAACAGCAATAACAACAACAACAAA
GGCGACAACAACGACGATGACAAGGCCGACAAGGATGGGGTCCCGACGAAAGAAGAGCCCAAACCC
GCACCTCCACCGCCTCCTCCGCCCCCCACAGAGACCCCCACTCCCCCGAAGGAGGTGTTTGTGCTGGA
CCCCTCGAGTACTCTCTACTACCACTGGCTGTGCGTGGTGTCCATTCCCATCATGTACAACCTCCTCAT
GCTCGTGTGCCGGGCGTGTTTTGACGAGCTGCAGACTGAACATACCTACACCTGGATGACGCTGGATC
TTCTGTCGGACCTGCTGTACCTTGTGGACACCTGGGTTCGCTTACATACAGGGTTCCTGGACCAAGGTC
TCATCGTGCGCGACCCAAAGCGTCTTCGACATAACTACACGAAGACGCGGACCTTCAGACTCGACATC
ATCTCCATCCTTCCCACCGACATCGTTTACATATGGCTCGGCCCGAACTTTCCGGAGGTGCGCTATAAC
CGCGTGGTTCGCATCTACCGCATGTCCGAGTTCTTCCAGCGCACGGAGACGCGCACCAACTTCCCAAA
CCTCTTCCGCATCTCCAACCTCGTCCTCTACATCGTCGTCATCATCCACTGGAACGCGTGCGTCTACTTC
GCCATCTCCAAGGCCATCGGGTTCGGCTCTGATCAGTGGGTTTACCCAGATGTCAACATCCCCGAGTA
CTCTCATCTCATGCGCAAGTACGTCTTCAGCCTGTACTGGTCGACTCTGACGCTGACGACGATCGGCGA
GACGCCGCCGCCGGCGCGCGACGAGGAGTTCGTGTTCGTGGTGTGCGACTTCCTCGTCGGGGTCCTCA
TCTTCGCCACCATCGTCGGCAACGTGGGCGCCATGATCTCCAACATGAACGCGGCGCGCGCGGAGTTC
CAGACCCGCGTGGACGGGGTGAAGCGCTACATGCGTCTGCGAGGGGTGACTCGGGAACTGCAGGAGC
GAGTCGTCGCGTACTTCGACCACGTGTGGGCGTACGGCAAGGCGGGCGACGAGGCGGCCGTGCTGGL
CTCGCTGCCCGTGCGGCTGCGCGCGGAGGTGGCCTCCAACGTGCACATGGAGACCATCAAGAAGGTTC
GAATCTTCGCGGACTGCGAGGCCGGGCTGCTGATCGAGCTCGTTCTGAAGCTGAAGCCGCAGGTGTTC
GGCCCCGGGGAGTACATCTGCCGCAAGGGAGACGTGGGGCGAGAGATGTACATCGTCAAAGAGGGCC
GTCTGGCTGTGGTATCGGATGACGGACTCAAGCAGTTCGTGGTTCTGTCTTCTGGAAGCTACTTTGGAG
AAATCAGCATCCTCAACATCAAGGGGAGTAAGTCCGGTAACCGGCGCACAGCCAACATCGTGAGTGTC
GGGTACTCGGACCTGTACTGCCTGTCCAAGGACGACCTCATGGAGGTCCTCACTGAGTACCCGGACGC
CAAGCAGGCCCTGGAGGAGAAGGGCCGGGCCATCCTCATGAAGGACGGCCTTATCGACGAGGATTGT
GGCAACTTGGGGCCCGACGCCAAGACACTCGACCAGAAGGTGTCCCGCCTGGAGACGATGCTGGACG
GGGTGCACACCCGCCTCGCGCGCCTCCTGGCGCAGCAGGGATCGAGCGTGGCGTCGACGLCGLGLCLeGL
CTCACCTCCCTGGAGACGTCCGTGTGCGGGATTTACTCGGCGCTGGGCAACGCGGCTCCCAGGATCCT
CACCGTCACCGTGCCGCCCGACGAGTGA

>KT749729 CNGAX-Partial_M._mordax_41352-3-3
GCCGCCGCCGCGGCCGCGLCTCTCGGCCCCGCGCCCCGAGCTGCGCTTCAACCGCCTCCTCCGLCTGLCG
CGCCTCCTCGAGTTCTTCGAGCGCACGGAGACGCGCACGGCGCGGCCCAACGCCTTCCGCGTCGCCAA
CCTCGTCCTCTACATCCTCGTCATCGTGCACTGGAACGCGTGCGCCTACTTCGCGGCGTCGCGCGCCAT
CGGCTTCGGCGCCGACGCCTGGGTCTACCCGGACGTGCGGCACCCGGAGCACGGGLCGCCTCGCTCGCA
AGTACGTCTACAGCCTCTACTGGTCGACGCTCACGCTCACGACCATCGGCGAGACGCCGGLCGLCGGTG
CGCGACGAGGAGTACGCGTTCGTCGTCGCCGACTTCCTCGTCGGCGTCCTCGTCTTCGCCACCATCGTG
GGCAACGTCGGCGCCATGATCGCCAACGCCAACGCCCACCGCGCCGCCTTCCAGGCGLCGGGTCGACGC
CGTCAAGACGTACATGCGGTCGCGCGGCGTCGCCGCCGACGTCGAGGCTCGCGTCATCCGCTGGTTCG
ACCACCTCTGGAGCAGCCGCAAGGCGGCGGACGAGCGGCAGGCGCTCGGCGGGCTGCCCGACAAGCT
GCGCGCCGAGATCGCCATCAACGTGCACCTCGACACGCTCAAGAAGGTCTCGATCTTCGCCGACTGCG
AGGCGGGACTCCTGGTTGAGCTCGTGCTCAAGCTCCGGCCCGTGGTCTACAGTCCCGGCGACTACATC
TGCCGCAAGGGCGACATCGGCCGCGAGATGTACATCATCAAGGAAGGCAAGCTGGCCGTCGTGGCCG
ACGACGGCGTCACCCAGTTCGTGGTGCTGAGCGACGGCGCCTACTTCGGCGAGATCAGCATCCTGAGC
ATCCGCGGCAGCCTCTCGGGCAACCGGCGGACGGCGAACATTCGCAGCGTCGGCTACTCCGACCTCTT
CTGCCTCTCCAAGGACGACCTCATGGAGGCGCTCACCGAGTACCCCGACGCCAAGGCGATGCTCGAGG
AGAAAGGGCGAGACATCCTGATGAGGGACAACCTCATCGACCCGCGCGTCGCCGCCGCCGGAGACGG
GGCCGGCGGAGACGGGGCCGGCGGGGATCTGGGCGAGCGGGTGGCGGCGGTGGACGGAGCLGTGELG
GGTGCTCGGAGAGAGGCTCGCGAGA
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>KT749730_CNGB1_Bluespot_ray 37057-10-2
ATGACCTTAATCTTCCTTGCAGACTGCTTGCTTAATCTCCCTATAGACCTGCAGTGCCTGAGGGTAGTA
GTTCATACACACCACACCGGGACTTTCGGGAATGGCACCTGCTCTCTGACCCTTCCAGAGCGCAGGAT
GTTTACCTGGATTGCTAAAGTTGCTCCACAACCCCCACAGCCAGTTCGACATCTGGAGACTAGCCCTGA
GGCTAAAGGAGACTCCACACCTGCAGAGGAACAGGAAACAGTGAAGGCTGAAAAATCTAAAAATGAA
GCAAGTGGCTGTTGTGATGCAGGAACACAGGGTGAGGCTGACCAGACGGCAGACGCCAGTTCTGGGG
GTGGAGTCCTGGTCTGGATTGTGCAGCAAATGAACAGATTTAACCTACCTAAAGCTGTGCTTGATTCTG
AGAAGAATGCAGGGAATCAGGAAAAGGAACCAAGCAAAGAATCTACGACACCTTCTCCAGCTCCAGA
ACCCGCACCTCCTCCAGCTCCAGAACCAGCACCTTCTCTAGCTCCAGAACCAGCACCTCCTCCAGCTCC
AGAACCAGCACCTTCTCTAGCTCCAGAACCAGCACCTCCTCCAGCTCCAGAACCAGCACCTTCTCTAGC
TCCAGAACCAGCACCTCCTCCAGCTCCAGAACCAGCACCTTCTCCAGCTCCAGAACCAGCACTAGTTC
CAGAGAAAGCTCCAGCTCCCAACATCCAATTATCAGGTCAACCATCTGTTGGAGGAGCCCCATCTGAC
CAGCATCAGCAAGACAAGGACAGAAGAGGTGGAGTCCTCAGCTGGTTTGTGCAAGGGCTCAAAGGGG
TATTGCCACAACCTGAAGAAAAACGGAAACCGACTGAAGCTGCTGAAGTGAGCCCTGCCCCTCAGCTG
ATAAAAGAGGAACCTGTAAATCCACAAAAAGAAGAACCAGCCGTTGACACAAGGCCTGAGCCAGAGA
TCAAACCTCAGCAAGAAGCTGAAGTGAAGGAGGAAGTTGTGGCCACTGAAGCTCCTGAAGAACCCAT
TAATCACCAGGCAGAATGCTCGACAAGCTCTGCTCCCACTGGCACCATCATTGAAACACTTCACTCATC
TGCAAGTGGAAACAGCTTATTTGAATGGCTGAAACAGAGTCTGGAGAAAGTGATTCCACAACCAACA
GGGATCGCCATGCCTGCCTCAACCAAAGTGGAAACTGAATCAATAACAGAAAACAAGGTTCCAGTGG
AAGAGAAGGATCCAGAGGTGAAGGTGGCAGAAATTACAGAGGAAGTATCAAAAGCAGTCACTATCAT
AGAAGTTGCTCCAGCAGAGCCCATCCCAGATCCCGTAGTGAAGGAAGCAATGCCTGAGGGAACTGCT
AAGACCAGTGAGGATGACAAAAGTGTCTTCAGTTGGCTGGTACAAGGTCTTGGGAAAGTTGTGCCACA
ACCAGTCACCAGATCCCAGTTACCAAAGGAGGATGTTGAGACAACTGCTGCATGTTCTGCAGAAGAAG
CCCCAAGTGAGATGGTGTTGGAAGACGTTGATTCTGATTGGGATGAAGAGGCTCAGTGCCATGATGCT
GAAGCACAAACAAGTGAGTGTGAGACACTGGAGCAGCTCACGAAACAAGTCATAAGAATTGAAGTGA
CACCGGTGGGTTCAAGCCAGCTGTGGAATATCACAGAGGAACCAGAACCTGAGACAGATCCAATGCT
GCCGTGTGAGGAAATCGAAAGCAATGAAGATGTGCAATTGACAGGGCCAGTGCTGATACACGAGGAA
GTCAGCTGCTGTGAGGATATTCCAGCGACAGACAGCGGACAGGAAAAGGAGTGTGAAGAAATCGACC
AAAATGAGGATCCTCCAGTTATTGACACAACGGAAGAAGAAGCAAGCAGTGAGGACCAGCCACCAGT
TCTTGACCAGAATAGTGTCTGCCCTGAGGGGACAGAGCAGATTGTGCAGCCATATTATGACGAAGTGG
TCGAATATCAATTAATTGAAGCTGCTGAAGCTAGCCACCAACATGAGGAGGAGGAGGTTCTGAAGACT
AAGTTAGAACAAGAAGATCCTCCTAATGCCTCGTGGCCTTCAGTGAAAATTGAAGATGTGGATTCTGA
AGGAGATTCTTTAAAATCAGGACAGAATAAGTTGCCTCCAATTGAGTCATCCTCCTCAACAAGCAAGG
GCGGGACACTTGCAGTGCCCAGCATCCACAGGACAGCACGAAGAAATAAGCCATCGTCCCATGAAGC
CAGTGCAGGGGAGCCAACCCAGGAGTTACACGGTGAAGCTTGGCAAAGCCAAACAAGTCTTCAGGTT
GATGATAGTTTCAGATCTCAGCAGGGTTCAACATCAAGCATTACTAGTGCTATTGTTAATGAGCGCCTC
CAGGAATTGGTTAAACTCTTTAAAGAACGAACGGAACAGGTCAAAGAAAAGCTTATTGACCCTGATGC
ATCTGAGGATGAGGGAAGCCCAACTGCATCACCCTCGAAGGCAGCTCCGGCAGCTCCTGLCCCACCCC
CAGAGGAGAAAAAGGAGGATGAAGAGAAGGAGGAGGAGCACTACTGTGAAATGATGTGCTGCCGGT
TTAAAACAAGACCTTGGTTCAGGCGAATCAAATCCGTGGGACTTCCATCCAGCGTTGATCCTTTCAGCA
ACCCTCTGTATGTTCTGTGGTTGTCCATCGTGGTATTAGCCTGGAACTGGAATGTTTGGTTAATCCCCGT
GCGCTGCACCTTTCCCTACCAAACGCCCGATAACATCCATCTATGGCTATTAATGGATTACTTCTGTGA
TCTGATTTACCTGACGGACATGATTATTTTCCAGTCTCGTCTCCAGTTTGTAAAAGGAGGAGACATTAT
AACAGCACGGAAGCTTATGAGAGAAAACTACCTAAAAACCCAGAAATTTAAAATGGACTTGGTGTCC
CTTTTGCCTTTGGATATTTTGTACCTTAAACTAGGTTTCAGAGTATTGCTGAGAGTTCCACGCCTCTTGA
AGTACATGACCTTTCTTGAATTTAATGATCGACTGGAAGCAATAATGAGCAAGGCTTATATTTACAGA
GTGATAAGGACGACAATATACTTACTGTATAGTCTCCACATAAATAGTTGTCTATACTATTGGGCATCT
GACTATGAGGGCATTGGATCCACAAAGTGGGTTTATGATGGTGAGGGTAACAGTTATATGAGGTGCTA
TTACTGGGCTGTGAAGACACTGATTACAATTGGAGGGCTACCTGACCCAGAGACAGTGTTTGAAATTT
TCTTTCAGCTTGTCAATTACTTCATGGGAGTCCTCATCTTCTCTATCATGATCGGCCAGATGAGGGATG
TGGTGGGTGCAGCTACTGCAGGACAGACTTACTATCGAACCTGTATGGATAACACTGTGAGATACATG
AACTTGTACAAAATTCCTCGAGGTGTCCAGAACCGGGTGCGGAAGTGGTATGAATTTACCTGGGAGTC
ACAAGGAATGCTGGATGAAACCGAGCTATTGGTACAGCTCCCTGACAAAATGAGACTGGACATTGCCA
TTGACGTCAATTACAGCATTGTCAGTAAAGTCGCACTCTTCCAGGGCTGTGACAGGCAGATGGTTTAC
GACATGCTGAAGCGACTCAAGTCAGTTGTGTATCTGCCTGGGGACTACGTTTGTAAGAAGGGAGAGAT
TGGGAGAGAAATGTACATCATTAAAGCTGGAGAGGTCCAGGTTGTTGGTGGCCCTGATGATAAGACTG
TGTTCGTGACTCTGCGAGCAGGCTCCGTGTTTGGTGAGATCAGTTTGCTGTCAGTGGGAGGCGGGAAT
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CGGAGGACTGCAAATGTTGTCGCTCATGGATTTGCAAATCTTTTCATCCTCGACAAGAAAGACTTGAAT
GACATTCTCATCCATTATCCGGATTCTCAGAAACTGCTCCGAAAGAAAGCTAAAAAACTTCTTTCTAAA
GATGGTGGAAAAGCAGTAAAGCCAGCACCAAAAGGATTCCAGCACATCATCCCACCCAGACCTGAGA
CTCCTAAATTATTTCTCGCAGCCCTCTCAGTAGCAGGGAAGTATGGAATCAAAGGAACATTCTCTCTTA
TTAAGAAGAAACTTATGGAATCTGCCAGCTTGCAGCCTATCCCACAACCTCCTCCCTCTCCTGTTCATC
GCCGGTCACCTGTTTCGGTAAAAAAGCTGGAGGACGTTGATGATGATGATGATGAGGTTATTTCAGAA
ACAGTGGATTCCTCTGTCATGATCAAGATGTCTCCTTCACACGATGGGTTAAAAGAACAAATTCTGTCC
GTGGAGGTTCCAGACGTAGAAGAAAAGTCAGAAAAGTGA

>KT749731 CNGB1 Bamboo shark 41853-1-3
ATGTTTACCTGGATAGCAAAAGTTGCCCCACAACCACCTCAGCCAGTCAAGCATCTGGAGATCACACC
TGAAGTTAAGAGTACCTCTCAACCTGCAGAGGAACTACAAGAAGAGAAAACAGAGAACTTTACAGAA
AATACAGAACAAGCCTCCTTACCTAAAAATGAAACAGACATCCCTTCTAACCCAGGAGAAACACAGG
CTGAACCTGACCAGGTGCCAGTACCTAGCTCAGAAACAAGTGCTGGAGGTGGGGTCCTAGTCTGGATT
GCGCAGAATCTAAGCAGACTCATTCCACAACATCTTGGTAGCCCCACACTGCCAAAAGCTGCACCAGC
TGAATCTGAAAAGGAAATAGAGATTAAGGAAGAAGAACCAATCACAGTTCCAGATCCAACACCAGCT
CCAGATCCGGCTCCAGTTCTAGATCCAGCTCTGGTTCCGGAAAGTGTTCCAGCTCCAGATGACCAACC
ACTAAATCGGGCAACTCCTATTGCAGAAAACCCATCGATCCAGGACCAACGGGATGGAGGTCGAAGT
GGTGGAGTGTTCAGGTGGTTTGTACAAGGGCTGGAAAAAGTGTTACCACAACCAGAAGGAAAATCTA
GACCAACCAATGTCAGTGTGGTGGCAGCTGAGGTGTCCACTGCTCCCCAGGAGGAAACTGCAAAAGC
ACAGACAGAACAATCCACTGCTGAAACAATGCCTGAGCCTGTGGTTAAACCTGAACCTGAACCTGAAC
CTGAGCCTGAGCCTGAGCCTGAGCTGAAAGTAGAAGTTGCTGTGGTACCTGAGACTCCTAAAGAGGCT
ACTGTCCAGCAGGCAGAACTCCCTACAGATACTGGTTCCATTGTCAGTGTTATTGAAATGCCTCAGTCG
TCAGCTAGTGGCAGCAGTATGTTTGGTTGGGTGACACAAAGCCTGGGAAAGGTGATCCCTCAGCCTGT
AGGGAGCTCTGTGCCTGTAACTGCCAAAGTGAAAATGGAGCCAGCACCCCAAGAGTATGAGGTCCCA
GTGGAGGAGAAGGAACCACAACTGAATGTGACTAATGTTAATGAGGAAGTGCCCAAAGCTGTCACCA
TTATAGAAGTTGTTCCAGCTGATCCAACCCCAGAACCGATAGTGAAGGATGAGAATCAGCCAGCAGGA
GAGCCAGTCACTAAAACAAGCAATGAGGAAGCTAAAAGTGTCTTCAGTTGGCTAACAAAAGGTCTTG
GGAATGTTGTGCCACAGCCAGTCATCAAATCCCAATTAACAAAGGAGGATGACAGGACTATAACTGCA
TGCCATGCAGAGGAAATTCCAGTTTGTATTCCAAAGGAGATGGAGTTGGAAGATATTGAATCTGACTG
GAATGAAGAGGTTCAATACCTTGATGCTGAAACTCAAACAAGCGAGTGTGAGGCATTGGCACAGGTC
AAAACACAAACCACAGCCACAGATGTAACAGTGGTGAAGCAGAGTGATGAGATTCCAGAGGAAGATG
AAGAAAGGCAGTTATGGAGTATCACTGAGGAGCAGGAGGTAGAAGCAGAAATTGTGAAAGTGTGTGA
AGGATCTGAGAGCAGTGAAGATCTACCCAGTGAAGAGGCAGAGACGGTATGCGAAGGGACCAAGAGC
AGCGAGGATCAATCACCAACAGATTTGGTGCAGATTTGTGAAGAAGCCAAGACAGATGATAATCTACC
AGCAGCAGTTAACCTGACTGCCATCTGCTCAGAGGAGAGTGACCAGACTGTGCCACCAAAGCTTGATG
AAGAAGCCTCTGAAGATCAAGTCCTGGCAACAGTTGAGAACAGCCCCTCTCAACAGGAAGAGGAGAT
TTTGAAGAGTGAGTTGGATCAAGGAGATCCTCACACAACACTGTGGCCCTCAGTCAACATTGAAGATG
TAGATTCTGAAGGTGTTACTTTAACACCTGAGAATGGCCAGTTGCCACCAACTAAAGTGCCCTCTTCAC
CATACAAGAGTCGGACACTTACAGTGCCAGGTGTCCCCATGTCAGCACGAAGAAGTAAGTCCTCCTAT
CATGAAAACGTGGATGAACCCTCCGAGGAGTTACCAGTGCAAGCTTGGAATAGCCAGACCAACCTCCA
GGTTGATGATAGTTTCAGAGATAAACAGGGCTCAACAACAAGTATTACTAGTGCTATTGTGAATGAGC
GCCTCCAAGAACTGGTGAGAAGCTTTAAAGAACGAACAGAACTGGTAAAGGAAAAGCTTATTGACCC
CGATGCATCTGAAGATGAAGCAAGTCCAACTGCATCACCAACCAAGAAGGCTGTGGAAGCCCCTGCTC
CACCTCCTCCCCCAGAGGAAGAAAAGGAAGAGGACGAAGAACACTACTGTGAAATGATGTGCTGCCG
GTTTAAAACTCAACCTTGGATCAGACGGATTAGAGGACTGGGGTTTCCATCCAGCGTTGATCCCTTCAG
CAATCCAATGTATGTGCTGTGGTTATCCATTGTGGTCTTCGCCTGGAATTGGAATGTCTGGTTAATCCC
TGTGCGTTGTACTTTTCCTTATCAAACACCTGATAATGTCCACCTGTGGCTGTTGATGGATTATTTCTGT
GATCTGATTTACGTGATAGATATGGCTTTTTTCCAGTCTCGTCTTCAGTTTGTTCAAGGAGGAGACATT
ATAACAGCAATAAAGCCTATGAGAGAAAATTACATGAAAACACCTAAATTCAAGATGGATTTAGTTTC
GCTTTTGCCGCTGGACATTTTGTACATTAAGTTAGGTTTCAGACCTGTATTAAGGTTCCCGCGCCTCAT
GAAGTACATGACCTTCCTAGAATTCAATGACCGGCTGGAGGCTATAATGAGCAAGGCCTATATATATA
GAGTTATAAGGACCACAATATATCTGTTGTACAGCCTCCATATAAATGCCTGTCTATATTACTGGGCAT
CTGACTATGAGGGAATTGGAGCCACAAAGTGGGTCTATGATGGTGAGGGGAACAGTTACATGAGGTG
CTACTACTGGGCTGTGAAGACTCTGATTACAATTGGAGGGCTACCGGACCCGCAGACAGTATTTGAAA
TCCTCTTTCAACTTGTCAATTATTTCACAGGAGTCTTTATCTTCTCAATTATGATTGGTCAGATGAGAGA
TGTGGTGGGTGCAGCCACTGCTGGACAGACCTATTTTCGAAACTGCATGGATAACACTGTGAGATATA
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TGAATTCTTACAGAATTCCTCGATTCGTTCAGAACAGAGTGCGCAAGTGGTATGAATTCACTTGGGAAT
CACAAGGAATGCTGGATGAGACGGAGCTGTTGGTGCAACTTCCTGACAAGATGAGACTGGACATTGCC
ATTGATGTTAACTATAGCATCGTCAGTAAAGTGGCACTGTTTCAGGGCTGTGACAGACAGATGATTTAT
GACATGCTGAAACGACTGAAGTCAGTGGTGTACCTGCCTGGAGACTACGTGTGCAAGAAGGGAGAGA
TTGGAAGAGAAATGTACATCATTAAAGCTGGAGAGGTCCAGGTTGTTGGTGGCCCTGATGGAAAGACT
GTGTTTGTGACTCTACGAGCAGGTTCTGTATTTGGCGAGATCAGTTTACTTTCGGTTGGAGGAGGGAAT
CGACGGACCGCAAATGTCGTTGCTCATGGATTTGCAAACCTCTTCATTCTTGACAAGAAAGACTTGAAT
GACATTCTAACCCACTATCCAGATTCTCAGAAACTGCTGCGAAAGAAAGCTAAGAAACTCCTCTCTAA
AGATGATGGAAAAGATGTAAAGCCACAACCAAAAGGAATACAGCATATCATCCCTCCAAGACCAGAG
ACTCCCAAATTATTCTTGGCAGCCCTCTCAATAACCGACAAATTTGGAATCAAGGGAACATTCTCGCTT
ATTAAACAGAAACTCAGGGAATCTGCCAAAATGAAGCCTCATCCGATGCCTCCTGCCTCTCCTGTCCAT
CGCCGATCACCTGTTCCAGTAGAAAAGGTGGAGGATGATTATGATGATGAAGTAGTTTCCGAATCTTC
GGATTACTCTGTAGTGATCAGAATGAGCCCCTCACACCGCAAGGATAAGGAACAAATCTTATCTGTAG
AAGTTCCAGCTGAAGAAGAAGAGGATTCTGAAAAATGA

>KT749732_CNGBL_Florida_gar 28066-1-2
ATGCCCCTAGAGGAGACCCCCGCTCTGCAGGAGGCCAGCCAGGAGCCCCCCACCCACCCCCGGATCCT
AGCCATGCAGCAGGAGGACGCAGAGACGCAGACGGAGCGCTGGACGCCTCTTCTGCAAGCCATCCAG
CAGGAGGCAGAGGCTGCCGCCAGGGCGGCGCTAGAGGACAGACTCAGACAAGAAAAAATGGCGACA
GAAAAGACCACAGAGGAGCTGGGTGAAAGGGCCGAACAATCAGTGGGAGAGCTGGACGATGGGGAA
CAGCGCCTCCTAGTGGACGTGTGTCCTGCAGGCGGCTTCCCTAGCGCCCTCCACACCGAGCTGGGCGA
GGACGGGACTCCCGCAGCGTCGGAGGGAAGCCCAGCTCCGCCCGAGGCCGCTACAGAACCGGAGGAA
GAGCCCGTGAGGGAGGGGTCCCCAGGGAAGCAACAGTCCCCGGTAGGAGAGGCATGTGCCGTACAAG
AGCCTGAACCAGAACCCGAACCAGAACCCGAACCCGAACCCCAACCGGAACCAGAGCCCGAACCAGA
ACCGGGACCGGAACCAGAACACGAGCCAGAGACTGGACCCGAACTGGAACCCGAACCAGAACACGA
ACCAGAGACTGGACCAGAACCGGAACCAGAGCCCGAACCTGAACACGAACCAGAGCCTGGACCAGAA
CCAGAGCCCGAACCAGAACCAGAAGCAGAACCTGAAGCAGGGGAAGGGGGCTCACCAGCACAGCAG
CCTCAGCGGGTGCAGGAGTCCCCCGTGAGGGAGGTGCCGCCTGCAGAGGACCTGAGGGAAGAAGAAG
CGCAAGAGGCAGAGCCTGTGACACAGCAGCCCGACACAACAGAGGCGCTGGAGCCCCCTGCTGGTGC
CCACCAGGAGGAGGAGTCCCAGGCTGTTGAAGAAGAGTGTGGCGAGAGCTCCAGGCTGAGCATTCAC
CCTTCTGTCAATGTGGAAGATGTGGATTCTGACGGAGATGCGAGTGGGGGTCACCAGAAAACGTCTCC
TGTCATTCTCCCCTCATCCCCGTACACCAGCAAGACCCTCACGGTCCCAGGGGTGCCCGTGGCAGCTCG
AAGCTCATCTCCAGATAAAGAAAAGAAGCTGTACTCCCAGGAGGAGAGCATGGAGGACGCAGAGACC
ACAGTGAAAGCCTGGCCCAGCCAGACCAGCCTGCTGTCAGAGGATGAGATGAGGGAGAGGCCCGCGT
CAGCCGCCAGTCAGACCAGCACCATCGTGAACGAGCGCCTGCAGGAGCTGGTGAAGATGTTCAAGGA
ACGGACGGAGCGCGTGAAGGAGAAACTCATCGATCCCGACGAATCCGACAAAGACAGCCCTTCCGCC
ACTCCAGAGAAGAAACTCCCACCTCCTCCCCCTCCCCCGGAGGAGAAGAAAGAGGAGCCAGCGCCTA
AGAAGGAGGGCGAGGAGCACTACTGCGAGATGCTGTGCTGCAAGTTCAAGACCATGCCCTGGATGAC
ACGGCTGAAGGAATACCGCTTTCCCCAGAGCATCGACCCCTTCACCAATCTGATCTACGTGCTGTGGCT
CTTCTTTGTCACGGCGGCTTGGAACTGGAACGTGTGGCTGATCCCGGTGCGCTGGGCCTTTCCCTACCA
GACCCCTGACAACATCCATCTCTGGCTGCTCATGGACTACCTGTGCGACACCATCTACATCCTCGACAT
CCTGGTCTTCCAGCCTCGTCTGGAGTTCGTCCGAGGTGGAGATATTGTGTGTGACAGAAAGGATATGA
GAGAAAACTACATGAAATCCCATCGCTTCAAGATGGATCTCATAGCTCTTTTCCCTCTGGATTTGTTGT
ATTTAAAAGTTGGAGTTAACTCTTTGCTGCGATTTCCTCGTTTACTGAAGTACATGGCTTTCTTTGAATT
CAATGACCGCCTGGAAGCAATCATGAGCAAAGCTTACATCTACAGAGTCATCAGGACCACTGCCTACC
TGCTCTACTCCCTGCACTGCAATTCCTGTCTCTTCTACTGGGCGTCTGACTACGAGGGCCTCGGGTCCA
CCAAATGGGTCTATGACGGAATCGGGAACAGCTACATCCGCTGCTACTACTTTGCAGTGAAGACTCTG
ATCACCATCGGGGGGCTTCCAGACCCCACGACCCTCTTTGAAATCATCTTCCAGCTGATCAATTACTTT
GTTGGGGTCTTCGCCTTCTCCATCATGATTGGGCAGATGAGAGATGTGGTGGGAGCTGCCACAGCTGG
CCAGACGTATTACCGCGCCTGCATGGACAACACCATCAAGTACATGACCTCCTACCGCATTCCCCGTG
ACGTGCAGAACCGCGTCAAGACCTGGTACGACTACACCTGGCAGTCCCAGGGCATGCTGGATGAGCA
AGAGTTGCTGATCCAGCTCCCAGATAAAATGAGGCTGGATATTGCTGTGGATGTCAATTATTCCATCGT
CAGCAAGGTGGCGCTATTTCAGGGCTGTGACAGACAAATGATCTATGACATGCTGAAGAGGCTAAAGT
CTGTAGTTTATCTACCTGGAGATTATGTCTGCAAGAAGGGTGAGATCGGGAGGGAGATGTACATTATC
AAGGCAGGAGAGGTGCAGGTGCTGGGTGGTCCAGATGGGAAAACGGTCTTTGTGACTCTCCGAGCAG
GTTCTGTGTTTGGAGAGATCAGCCTGCTGGCAGTGGGAGGGGGCAACCGGCGCACAGCCAATGTGGTG
GCCCATGGGTTCGCCAACCTGTTCATCCTGGACAAGAAGGACCTGGCCGAGATCCTTGTGCACTATCC
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CGAGTCCCAGAAGCTGCTGCGGAAGAAGGCCAAGAAAATGCTGACCAAAGACAAGAAACCCACGGAC
GAGAAGGCAGAGCAGAAGACAGGCAAGAAGGCTATCCCCCTGCAGCCAGAGACACCCAAGCTGTTCC
AGGCCGCGCTGGAGGTCACGGAAAAGTCAGGGATCAAGGGCACTTTCTCCAAGCTGAAGCAGAAGTG
GCACAAGTCCAGCTCTGTGGAGCCCTCCAGCTCTGTGCCCGTGCCTCCCGGGTCCCCAGTGCACCGLCCG
TTCCCCCATCCCACGCGAACTGCCAGAGGTGGAGGAAGAGGACATAGTGTCCCAGGCCTCGGACAGCT
CCATGCTGATCCGGATGAGCCCCGGGCACCACGGCCGCGAGCAAGTCCTGACGGTGGAGGTGTCCCCG
AAAGAGGAAGGAGAGCCCACGGGGGAGGCAGCACCCGCAGCAGAAGGGGATCCCAAGGGAGAGGGG
GAGTCCAAGAAGTAG

>KT749733_CNGBL1_Bowfin_24179-1-3+23872-1-1
ATGATCTTGGAGGAAGTGGAGTCAGACTGGGAGAATGAGCCAGGGGCCCAGGCTGAGACTCTGGAGA
TGCTCCCTGCCCCACGGGAGCCCCCTTCCCACCCTCGGCTCCGCGCCGTGCTGCTGGAGGACGCAGAG
ACCCAGACAGAGCGCTGGACACCCATTCTACACCTGACTCCACCAGAGACAGACGGAGTCAGGCAAG
ATCCAAAGGCAGTCGAAGAGCCAGTGCAAGAAACAGCGGAGGAGCCACTTGAGGAAGTGACAGAAA
ACCTGGATGATGGAGAAGAATTGCACAATATCCAGGAGGAAGAGAATGAAGAAGATCCAGAGTTACG
ATTGATACAGGAAGAAAGTGAGGAGGCGGAGGAGGAGGAGAATAAGTTCACCGAGTGCCTTGTGGAC
GTGTGTCCTGCAGGGGGCTTCCCCAGCCCCCCCCCGCCTGAGTCAGTAGAGGAGGAGAAAGCTGCAGC
AGGAGAACAGACCCACCCACAGCTGGGACCAGAGGCACGGGTGGAGGGGGATCCAGACGGAGGAGT
GCAGAAGACAGGAGAGGTGAGCCCAGAGCAAGGGCAGTCAGCAGTCAAAGAGGATTCACCTGTCAGG
GTGTCCGAAGCAGCGAAACAACCGTCGCCTGTGGAGGAGGAGCCACAGGAAGTCAAGCAAGAGTCCC
CAGTGAAAGAGCCATCCCCTGGCCAGGATCCTGAACCACAACCACAGCCAGAACCAGAACCAGTTCA
GGATGCAGAAGCAGTCAAGGAACTTGTGCCAGTGAGAGAGGAGTCCCCAGTGAAGGAGGTGCAACCC
ACACCGGCCCAGAAAGGCGTGGCAGCTTGTGAGCCACAGCCTGTCACACAGCAGCCAAAGAGATCAG
AGGAGGTGTCGCCCACTGCGTCTGTCAACCAGGAGGAGGAGACTGAAGCGGTTGAAGAAAATTGCGG
AGAAGGTTCCAGAGTGAATGTACACCCTGCTGTCAATGTGGAAGATGTGGATTCAGACAAAGATTCCA
GCGACAGTCCCAGGAAACTGCCTCTCGTCCTGCCCCCTCAGTCCCCCTACACCAGCAAGACCCTAACT
GTGCCAGGGGTGTCTGTGGCATCCCGGAGCCGATCCCTGGAACTAGAAAAGAAGCTGTACAACCAGG
AGGACAGTGTGGAGGAGACTGAGACCACAGTCAGGGCCTGGCCCAGTCAGAGCAGTCTGCTTATGGA
GGATGGGGGGAGAGAGAGGCCGGCCTCAGTCACCAGCCAGACCAGCGCCATTGTGAATGAACGGCTG
CAGGAGCTTGTGAAGATGTTTAAGGCACGGACAGAGCGAGTGAAGGAGAAGCTCGTCGACCCAGATG
ACTCTGATGAAGAGAGCGCCACCTCCTCCCCAGTAAAGAAAGCCGCACCCCCTCCC
CCTCCCCCTCCCCCAGAGGAGAAAGCTGAGCCTGAGAAGAAAGAGGAGGAGGAGCACTACTGCGACA
TGCTGTGCTGCAAGTTCAAAACCATGCCCTGGATGAGGCAGCTGAAGCGGTACCACTTCCCAAAGAGC
ATCGACCCCTTCACCAATCTGATCTACGTGCTGTGGCTGTTCTTCGTCACCCTGGCTTGGAACTGGAAT
GTGTGGCTGATCCCGGTGCGCTGGGCCTTCCCCTACCAGACCCCTGACAACATTCACCTCTGGCTGCTC
ACTGACTACCTGTGTGACACCATCTACATCCTGGACATCCTGGTCTTTCAGCCCCGTCTGCAGTTTGTC
CGAGGCGGGGACATCGTGTGCGACAAAAAGGATATGAGAGAAAACTATATGAAAACTCTGCGCTTCA
AGATGGACCTCATTAGCCTTTTCCCTCTGGATTTGCTGTACATAAAAGTTGGTGTGAATTCCCTCCTGA
GATTCCCTCGTTTATTGAAGTACATGTCTTTCTTTGAATTCAATGAACGTCTGGAAGCAATCCTGAGCA
AAGCCTACATCTACAGAGTCATCAGAACAACAGCTTACCTGCTCTACTCCCTACACTGCAACTCCTGCC
TCTTCTACTGGGCGTCTGACTATGAAGGACTCGGTTCCACAAAATGGGTGTATGATGGCATCGGCAAC
AGTTATATCCGCTGCTACTACTTTGCAGTGAAGACCCTCATCACCATTGGGGGGCTGCCAGACCCTACC
ACCCTGTTCGAAATTATCTTCCAGCTGGTCAACTACTTTGTGGGAGTCTTTGCCTTCTCCATCATGATCG
GGCAGATGAGAGATGTTGTGGGAGCCGCCACTGCGGGCCAGACATACTACCGGGCCTGCATGGATAG
CACCATCAAGTACATGACTTCCTATCGCATCCCCCGCGACGTCCAGAACCGAGTTAAGACCTGGTACG
ACTATACCTGGCAGTCTCAGGGCATGTTGGATGAGCAGGAGTTGCTGGTCCAGCTCCCAGATAAGATG
AGACTTGACATTGCTGTGGATGTCAATTACTCCATTGTCAGCAAGGTGGCACTCTTTGAAGGCTGTGAT
AGACAGATGATTTATGACATGCTGAAGAGGCTGAAATCTGTGGTGTACCTGCCAGGGGATTACGTCTG
TAAAAAGGGGGAGATAGGGCGGGAGATGTACATTATTAAGGCTGGGGAGGTTCAGGTGCTGGGCGGT
CCTGACGGGAAGACTGTCTTTGTGACGCTGCGAGCTGGGTCTGTCTTTGGGGAAATCAGCCTTCTGGCC
GTGGGAGGAGGGAACCGACGCACAGCCAACGTGGTGGCTCACGGGTTTGCCAACCTCTTCATTCTGGA
CAAGAAGGACCTGTCTGAGATCCTGGTGCACTACCCCGAGTCCCAGAAACTGCTACGCAAGAAGGCCA
AGAAAATGCTGAGCAAAGACAAGAAGCCCCAAGGTGAGAAGCCGACCAGCACACAGGTCATCCCTCC
GCGCCCAGGGACACCCAAGCTGTTCCAGGCAGCCCTGCAGGCCACAGAGAAGTCGGGCATGAAGGGA
ACCTTCTCCACACTGAAGCAGATGGCGCACACGTCCAGCTCAGATGAGCCCTCCAGCTCCATGCCCAT
TCCTCCCGGCTCCCCAGTGCACCGCCGTTCCCCAGTCCCACGTGAGCTGCCGGAGGAGGACGAGGAGG
AGGATGTGGTGTCTGAGGCCTCTGACAGCTCCATGCTAATCCGCATGACCCCCGCCCATGACGGCCAT
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GAAGAGCTCCTGTCCGTAGAGATGCCCCATACAGAGGAGGAGGAGCCCAAGGAGTAA

>KT749734_AMICA_c24179 gl i3
ATGATCTTGGAGGAAGTGGAGTCAGACTGGGAGAATGAGCCAGGGGCCCAGGCTGAGACTCTGGAGA
TGCTCCCTGCCCCACGGGAGCCCCCTTCCCACCCTCGGCTCCGCGCCGTGCTGCTGGAGGACGCAGAG
ACCCAGACAGAGCGCTGGACACCCATTCTACACCTGACTCCACCAGAGACAGACGGAGTCAGGCAAG
ATCCAAAGGCAGTCGAAGAGCCAGTGCAAGAAACAGCGGAGGAGCCACTTGAGGAAGTGACAGAAA
ACCTGGATGATGGAGAAGAATTGCACAATATCCAGGAGGAAGAGAATGAAGAAGATCCAGAGTTACG
ATTGATACAGGAAGAAAGTGAGGAGGCGGAGGAGGAGGAGAATAAGTTCACCGAGTGCCTTGTGGAC
GTGTGTCCTGCAGGGGGCTTCCCCAGCCCCCCCCCGCCTGAGTCAGTAGAGGAGGAGAAAGCTGCAGC
AGGAGAACAGACCCACCCACAGCTGGGACCAGAGGCACGGGTGGAGGGGGATCCAGACGGAGGAGT
GCAGAAGACAGGAGAGGTGAGCCCAGAGCAAGGGCAGTCAGCAGTCAAAGAGGATTCACCTGTCAGG
GTGTCCGAAGCAGCGAAACAACCGTCGCCTGTGGAGGAGGAGCCACAGGAAGTCAAGCAAGAGTCCC
CAGTGAAAGAGCCATCCCCTGGCCAGGATCCTGAACCACAACCACAGCCAGAACCAGAACCAGTTCA
GGATGCAGAAGCAGTCAAGGAACTTGTGCCAGTGAGAGAGGAGTCCCCAGTGAAGGAGGTGCAACCC
ACACCGGCCCAGAAAGGCGTGGCAGCTTGTGAGCCACAGCCTGTCACACAGCAGCCAAAGAGATCAG
AGGAGGTGTCGCCCACTGCGTCTGTCAACCAGGAGGAGGAGACTGAAGCGGTTGAAGAAAATTGCGG
AGAAGGTTCCAGAGTGAATGTACACCCTGCTGTCAATGTGGAAGATGTGGATTCAGACAAAGATTCCA
GCGACAGTCCCAGGAAACTGCCTCTCGTCCTGCCCCCTCAGTCCCCCTACACCAGCAAGACCCTAACT
GTGCCAGGGGTGTCTGTGGCATCCCGGAGCCGATCCCTGGAACTAGAAAAGAAGCTGTACAACCAGG
AGGACAGTGTGGAGGAGACTGAGACCACAGTCAGGGCCTGGCCCAGTCAGAGCAGTCTGCTTATGGA
GGATGGGGGGAGAGAGAGGCCGGCCTCAGTCACCAGCCAGACCAGCGCCATTGTGAATGAACGGCTG
CAGGAGCTTGTGAAGATGTTTAAGGCACGGACAGAGCGAGTGAAGGAGAAGCTCGTCGACCCAGATG
ACTCTGATGAAGAGAGCGCCACCTCCTCCCCAGTAAAGAAAGCCGCACCCCCTCCCCCTCCCCCTCCC

>KT749735 AMICA_c23872 gl il
CCTCCCCCTCCCCCAGAGGAGAAAGCTGAGCCTGAGAAGAAAGAGGAGGAGGAGCACTACTGCGACA
TGCTGTGCTGCAAGTTCAAAACCATGCCCTGGATGAGGCAGCTGAAGCGGTACCACTTCCCAAAGAGC
ATCGACCCCTTCACCAATCTGATCTACGTGCTGTGGCTGTTCTTCGTCACCCTGGCTTGGAACTGGAAT
GTGTGGCTGATCCCGGTGCGCTGGGCCTTCCCCTACCAGACCCCTGACAACATTCACCTCTGGCTGCTC
ACTGACTACCTGTGTGACACCATCTACATCCTGGACATCCTGGTCTTTCAGCCCCGTCTGCAGTTTGTC
CGAGGCGGGGACATCGTGTGCGACAAAAAGGATATGAGAGAAAACTATATGAAAACTCTGCGCTTCA
AGATGGACCTCATTAGCCTTTTCCCTCTGGATTTGCTGTACATAAAAGTTGGTGTGAATTCCCTCCTGA
GATTCCCTCGTTTATTGAAGTACATGTCTTTCTTTGAATTCAATGAACGTCTGGAAGCAATCCTGAGCA
AAGCCTACATCTACAGAGTCATCAGAACAACAGCTTACCTGCTCTACTCCCTACACTGCAACTCCTGCC
TCTTCTACTGGGCGTCTGACTATGAAGGACTCGGTTCCACAAAATGGGTGTATGATGGCATCGGCAAC
AGTTATATCCGCTGCTACTACTTTGCAGTGAAGACCCTCATCACCATTGGGGGGCTGCCAGACCCTACC
ACCCTGTTCGAAATTATCTTCCAGCTGGTCAACTACTTTGTGGGAGTCTTTGCCTTCTCCATCATGATCG
GGCAGATGAGAGATGTTGTGGGAGCCGCCACTGCGGGCCAGACATACTACCGGGCCTGCATGGATAG
CACCATCAAGTACATGACTTCCTATCGCATCCCCCGCGACGTCCAGAACCGAGTTAAGACCTGGTACG
ACTATACCTGGCAGTCTCAGGGCATGTTGGATGAGCAGGAGTTGCTGGTCCAGCTCCCAGATAAGATG
AGACTTGACATTGCTGTGGATGTCAATTACTCCATTGTCAGCAAGGTGGCACTCTTTGAAGGCTGTGAT
AGACAGATGATTTATGACATGCTGAAGAGGCTGAAATCTGTGGTGTACCTGCCAGGGGATTACGTCTG
TAAAAAGGGGGAGATAGGGCGGGAGATGTACATTATTAAGGCTGGGGAGGTTCAGGTGCTGGGCGGT
CCTGACGGGAAGACTGTCTTTGTGACGCTGCGAGCTGGGTCTGTCTTTGGGGAAATCAGCCTTCTGGCC
GTGGGAGGAGGGAACCGACGCACAGCCAACGTGGTGGCTCACGGGTTTGCCAACCTCTTCATTCTGGA
CAAGAAGGACCTGTCTGAGATCCTGGTGCACTACCCCGAGTCCCAGAAACTGCTACGCAAGAAGGCCA
AGAAAATGCTGAGCAAAGACAAGAAGCCCCAAGGTGAGAAGCCGACCAGCACACAGGTCATCCCTCC
GCGCCCAGGGACACCCAAGCTGTTCCAGGCAGCCCTGCAGGCCACAGAGAAGTCGGGCATGAAGGGA
ACCTTCTCCACACTGAAGCAGATGGCGCACACGTCCAGCTCAGATGAGCCCTCCAGCTCCATGCCCAT
TCCTCCCGGCTCCCCAGTGCACCGCCGTTCCCCAGTCCCACGTGAGCTGCCGGAGGAGGACGAGGAGG
AGGATGTGGTGTCTGAGGCCTCTGACAGCTCCATGCTAATCCGCATGACCCCCGCCCATGACGGCCAT
GAAGAGCTCCTGTCCGTAGAGATGCCCCATACAGAGGAGGAGGAGCCCAAGGAGTAA

>KT749736_CNGB3_Bluespot_ray 35987-1-2

ATGTTTCATAAACTCGGGTTTGGATTCAGAAAAGTGACACCAAAGCAGCCAGAGCCAAAAACTGTTGA
AATTCCAGAGGTCGGCCAGCAATCAACAGAACAGGAATCTGAAACAGCTAAAAATGAATCCAGGAAG
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ACTGAAGAAGAAGTAATGGTAGTCAAAATAGCACCAACAAACACTGAACAAGCAGTAACTTCTGAGA
CTTCTCTTTGGAAAAATGCAACAAAGGTAACACCTTCAACTGAAGAAGCCAAGTCGCAGGAAAGAAG
TGAAGCTATCCCTAACTTGTTACTTCGGAAGCATGAATCAAAGGACAAAGAAACTGGATTTAACAATT
CTCTCAGTAATGAGCGTGAGCCACAAGCAACTGTACTTAACAGTGATTATGCAGACGCACAGATGCAG
AGTTTGGTGCAACGTATGCGGGAAAGGACATCTCTATACAAAGAAAAGTTGTTTGAACAGGATAGCAC
TTCCTCAGATCAAACTCTACCACCCACACCAGTCAAAAAGCCACCTCCAGCAAAGGAAGTCAACGATA
AAATGCCACCTCCGCCAGACAAAGATAAAAAGGATGAGGAGAAACCAGAGAAAGAAAAAGATGAAG
CCAAACTTGAAGAGGAACTTGGCTGTGACATCCTTGGTTGTAAATTCAAGAGGCATTCAATCAAGAAA
TTTGTACAGCAGCTAAAAATACCTGAAAGTATTGACACATTTTCAGATCTGCATTACATGGTATGGATC
AGTTTTGTGGTACTTGCTTGGAACTGGAACTGTTGGTTCATTCCCATGCGCTGGGCTTTCAATTATCAG
GATCCACAGTTTCTCTCCATCTGGTTAACTATAGATTATCTCTGTGATTTCATCTATCTGCTGGATATGT
TGGTGTTCCAGGTCCGCTTGCAGTTTGTGAAACAGGGAGACATAATAAGTGATAAAATAGAAATGAGA
AAACATTATATGAAATCATTAAAATTTAAGCTTGACCTTGCATCAATAATCCCATTTGATTTGTTATAT
TTGCTACTTGATTATAATCCCTTGTTTCGACTAAATCGCCTACTTAAGTATTCAATCTTCTTTGAATTCA
ATAATCAATTGGAGTCTGTAATGAAGAAAGCTTACATTTACAGGATTGCCCGGACAGTAGGGTATCTG
CTTTTCCTCCTGCATGTAAATGCTTGCTTGTATTACTGGGCTTCAGATTTTGAAGGTATAGGCAGCAAT
AAATGGGTCTACAATGGCAGAGGAAACAGGTACCTGAGGTGTTACTATTGGGCAGTCCGGACTTTGAT
TACAATTGGTGGTATTCCTGAACCAGTCACTCTCTTTGAACTAGTCTTTCAGGGGTGCAATTATTTCAC
AGGTGTCTTTGTGTTCTCCAGCTTACTTGGTCAGATGCGTGACATTATTGGGGCAGCTACTGCAGGCCA
ATCATACTACCAAACATCTTTGGATAACACAGTAGCATATATGAATACATACTCAGTTTCAAGATATGT
ACAGAATCGTGTACGTAAATGGTATGAATATATTTGGGAATCACAAGGCCAGTTGGATGTATCTGAGA
TGATGGAAGGTATGCCAGTAAAGATGCAACTGGCCATTGCAATTGATCAAAACTATGAGATAGTCAGC
AAAGTTGATCTGTTTAAGGAATGTGACCAGCAGATGATATATGATATGCTGCTCAGGCTGAAATCCGT
TGTCTATTTGCCTGGTGATTTTGTATGCAAGAAGGGAGATATAGGAAAAGAAATGTTCATCATCAAGT
CGGGACAGGTTCAAGTGCTCGGAGGACCAGACGGTAAAACAATTCTGGTGACCTTGAAGGCTGGATC
AGTATTTGGAGAAATCAGTCTTCTAGCTGCTGGTGGAGGCAATCGACGCACTGCCAACGTGGTTTCCA
GTGGATTCACAAACTTATTTATTTTAAACAAAATAACACTGAATGAAATTCTGGTGTACTATCCAGATT
CCCAGAAGATCCTTAAAAAAAAGGCCAAAAAATTGTTTGCAGGAGATAAAGCCAAGAAAGCTGATGT
CCACCAACCTGCCAACAATGGACTGTTGTTCCTATTTCGACAAAGACCAGATACTCCAAAATTTTACCA
TATCATGCTAGCTGCAATAAAAGAGAAAGGTTTAGATCTTCTAAGTAAATTTAAGGAAACTGAAACCA
AGTTAAAGGTACATAACCAAATGAAGCTGGATGCAACCACTGTTGGAACTAAAAATATAAAGAAATTT
TCTCCCACTGATAACGAGAGATTGGAAGGCAATGAATGTTCAAAAACTGAAGAAAAGGCCAGAACAT
GTGAATAA

>KT749737_CNGB3_Bamboo_shark_40333-1-5
ATGTTTTCTAAACTATGGGTTCAAAAAGTAACACCAAAACAGGAAGTGCTGGAAGGCATTCAAAAGGT
TACATCTCAGCAAAAAGACCAAAAATCAAAGGAACAGGAAACTAAAGTAAGAGAAAATGAGTCCTTG
AAGGCTGAGGAAAAAGACACAGAGTTCAAGTCAGTTTCTACGAACACTCAAGCAATGTCCCAGTCTCC
TCCGTGCTGGAATCGTACTAAAGAACCAAAGTCTCAAACAACAAATGCAACTGTCTCCAAACAGGGAG
TTGAATCAAGCTTACACATAGAACCTGCATCAATGGAAGAAGAAGTTGGACTTCACAACACCTCCTCT
AGTGAATGCGAGCAAGAGCAACGAGTATTTCTCAGTGATAGAGCTGATGCACAGCTTCACAGCTTAGT
GTTACGTGTGCGGGAAAGGACATCATTATACAAAGAAAAGTTGATTAGTGAGGATGGTTCTTCATCAG
ATGAAACTCCACCAGCTTCTCCAAGCAAAAAGGCTCCTGCACCAAAAGATGATGAAGAAAAACAACA
ACAAGAAATAAGTCATGATGAGACCAAAACCGAAGAGGCATATTACTGTGACATGGTTTGCTTTGAAT
TCAAGAGACTTTCAATTAAAAAGATCATTCACAAGTTAAGAATCCCTGAAAGCATTGAAAACTCAGAT
TGGCGCTACGTGTTGTGGTTGTTTTTGGTGGCACTTGCATGGAACTGGAGTTGCTGGTTTATTCCTGTGC
GCTGGGCGTTCAACTTTCAGACACCAGACACTCTTCCCTATTGGTTAACCATGGATTATATCTGTGATT
TCATCTATCTACTCGATATGTTAGTATTCCAGACCCGACTACAGTTCATTAAACAAGGTGACATAATAA
ATAATAAAGAAGAAATGAAAAAATATTACATGCAATCATTGAAATTCAAGCTTGATCTGGCATCAGTA
ATTCCATTTGATTTATTCTACTTGGTGTTTGATTGCAATCCCCTGTTTCGACTGAATCGTTTACTTAAGT
ATTTAGCATTCTTTGAATTTAATTATCGATTGGAGGCGATAATGGAAAAAGCCTATATATACAGAATTG
TACGAACAACAGGATACCTGCTTTACCTCTTGCATATAAATGCTTGCATTTATTACTGGGCATCAGTGT
ATGAAGGTATTAGCAGCACTAAATGGGTCTACAATGGCAAAGGAAATAGGTACCTGAGATGTTATTAT
TGGGCAGTCCGCTCTTTGATCACTATTGGTGGTATTTCCGAACCAGTCACCCTCTTTGAAATAATCTTTC
AGGGGTGCAATTATTTCATAGGTGTCTTTGTTTTCTCCAGCTTACTTGGACAGATGCGCGATATCATTG
GCAAAGCCACTACGGAATTTAGTTATTACCAAAGTTCAATTGACAACACAATGAATTACATGAATGCA
TATTCAGTTTCAAAATGTGTGCAAAATCGTGTGCGTAAGTGGTATGAATACACTTGGGAATCACAAGG
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CCTGCTGGCATCATCTGAGCTATTGGAAAATTTGCCAGTAAAGATGCAACTATCAATTGCTATTGATCA
AAACTATGCAATAGTCAGCAAAGTTGACCTGTTTAAGGAGTGTGACAAACAAATGACATATGACATGC
TGCTCAAGCTAAAATCAGTTGTGTATTTGCCTGGTGATTTTGTATGTAAGAAGGGAGATGTAGGCAAG
GAAATGTATATCATCAAGACAGGACAAGTCCAGGTGCTTGGTGGACCTGATGACAAAGAAGTTTTGGT
TACCTTGAAGGCGGGATCTGTATTTGGAGAAATCAGTCTTCTGGCTGGAGTTGGAGGGAATCGGCGAA
CTGCTAATGTGATTGCAAGTGGATTTACAAATTTATTTATTTTGGACAAGAAGACTCTGAATGAAATTC
TTATGAATTATCCAGATTCACAAAAGGTTCTTAAAAGGAAGGCCAGAAAATTATTCCCAGTCGAAAAA
GACAAGTCTAAAAGCAAATGTAATCCTGCTAATACGTCAATATTCCTAATAAGGCCTAAGCAAGACAC
TCCAAAATTGTTTAATATACTGTTGCTTGCAGTAAAATCCAAAGGATTGACTCTACTCAGGAGATTCTT
GAAAATGGAAACAAAGGTTATATGA

>KT749738 CNGB3-Partial_Florida_gar 26657-2-1
ATGTTCAATAAACTAAAATCAGGCCTTGGAAAAGTAATTCCGCAGAAGTCTGAAGTCACAAAGAACCC
AGAAGACTTGACTCAACCTGCTGCCTCTGTAGCCCCAGCACCTCCATCCACAGCAAATGCCAAGCCAG
AAGCCCAGGAGCAGAAGCCCAAAGAAAAACAAAATGCTGCCACAAAAGAGGCGGACCCCAAGTCAG
CTCCCTGTGCCCCAGCTCCAGCCCCACAGGCCCCACCTTCTGAGCCCCCCCAAAAAGCCAAAGATGTC
CTGAATTCGGAAAGGAAGGCAGAAGATCTTGCCGACAGCCCAGGCGATCCAGCTTGTCAGGAAGAGG
TTGGTCCTGCCTCGGTTCCCATCATCATCAACAAGTACACCGACGATCATCTCCGTGACCTGGTGAAAC
GGCTGAAGGAAAGAACAGCACTGTACAGGGAGAAAATCACAGATAAGAACGCCTCCTCTCCTGAACC
CAGTCCCCCTCCCTCTCCACTCAAAAAGCCTCCTCCGAAAAAGGAGGAAAAGAAGGATGAAAAGAAA
GACGAGAAGAAGGAAGAGGCTCAAGTGGAAGAAGCCAAGCCAGATGAGGAGCACTACTGCAACATG
CTGTGCTGTAAATTCAAAACCAAGGCCCTGAAGGACAAGCTGAAGAAGTGTAAGCTGCCAGAGAGTTT
GGATGAGTTCACAGACCGCAGGTACATCTTTTGGCTGTTTATAGTGAGCTTGGCATTCAACTACAACTG
CTGGTTCATCCCAGCTCGTATGGCCTTCCCCTGCCACACAGCAAAGAGCATCCCCTACTGGATCTTCTT
CGACACGCTGTCTGACATAATTTACATCGTGGACACGCTGGTGTTCCAGACGCGCATACAATTTGTCCG
AGGTGGTGATATCATTTATGATAGAAAGGAAATCAAGAAGCATTACAGAGAGTCTGCAAGATATAGA
ATTGACCTTATCAGTGTGTTGCCCATTGACCTGCTGTGCTTTCGTTTTGGATTTAAGTCAGTATTTAGAA
TAAATCGTTTCATGAAGCGTGAGTCATTCTTTGACTTTAATGATCGCTTGGAAGGTATCATGAGTAAAG
CCTATATTTACAGAGTGATACGCACCACAGGCTACCTGCTCTACATCCTGCACCTTAATGCCTGTTTAT
ACTACTATGCTTCAGACTATGAAGGTATTGGATCCACCAAGTGGGTTTACGATGGCGAAGGCAATGCG
TACCTGCGCTGTTACTATTGGGCAGTGCGTACCCTCATCACCATTGGGGGCCTACCGGAGCCAGTCACA
GTATTTGAGATCGTGTTTCAGTTGTTGAACTATTTCACAGGTGTCTTTGTGTTCTCCAGCTTGATTGGGC
AGATGAGAGATGTCATTGGAGCTGCCACAGCAGGTCATACATATTTCCGAGCCTCTATGGATAGCACT
GTGGCCTATATGAACACCTACAATATTCCCAAGCTGGTTCAGAACAGAGTTCGCACCTGGTACAACTA
CACTTGGGCATCCCAGGGCATGCTGGATGAGTCGGAGTTGCTGGAGCAGATGCCGATGACAATGAGG
ACAGCTATTGCCGTAGATGTGAACTTCAACAGCGTCAGCAAGATCGAGCTTTTCAAGGGATGTGATAA
CCAGATGATTGTGGACATGCTACTCCGGCTGAAATCCATTGTGTATTTACCAGGAGACTATGTCTGCAA
AAAGGGAGAAATCGGCCGGGAGATGTATATCATCAAGCAGGGGGAGGTCCAGGTGTTGGGGGGCCCA
GATGGCACCAAAGTCCTGGTCACACTGAGGGCCGGGGCTGTGTTTGGAGAGATCAGCCTG

>KT749739_CNGB3_Bowfin_26035-1-1
ATGTTCAGTAAACTAAAGTGGGGCCTTGGTAAAATACTTCCACAGCCAGATGATGGAAGAAAACCTGA
GGATCCAACACCTCCAGCTGCAGAAGACCCCAAGCCAAAAGCACAGGAAGAAAAACCTAAAGAAAA
AGAGAATGAGACAAAACAAGAGGCAAATGCACAACCACCCACCTCAGCTCACGATGCTGATCCCAAC
AAGGAGGCCCCCAAATCTGATGAGAAACCAGCTGAACCTGCCAACAACGAGCAAGGAGCTCCATCTG
GCCCAGAAGATGCTGCCCCTGCCCCAGCTCCAGCTCCTATCATCATCAATACGTTCTCAGACACCCAAC
TGCGCATGCTGGTCCAGCGCCTCAGGCAAAGGACAGCTCAGTTCAGAGAGAAACTTATAGATAAAGAT
GCCTCTTCTCCTGAACCCAGTCCACCTACTACTCCCATCAAAAAGCCCCCAGAGAAAAAAGAAGAGAA
AAAAGAAGAGAAGAAAGATGAGAAGAAAGATGAGAAGAAGGATGAGAAGAAAGATGATGCCAAAG
TGGAAGAAGTCAAACCAGAGGAAGAACACTATTGCAATATGCTCTGCTGTAAATTTAAAACCAAGCCA
CTGAAGGACAAATTTAAGCAATACCAGCTGCCAGACAGTTTAGATGAATTTACAGACCGCAGGTATAT
CTTTTGGCTGTTCGTGGTGACACTGGCATTCAACTACAACTGCTGGTTTGTTCCGATCCGCATGGTCTTC
CCCTACCACACGGACAGAAGCATCCCCATCTGGATCTTCTTTGATTTACTTGCTGACGTCATTTACATT
GTGGATATCCTGGTGTTTCAGACTCGCTTGCAATTCATCCGAGGTGGTGATATCATTTACGATAAAGAA
GAAATTAAGAAGCATTACAGATCATCTCTTAAATTTACGAATGATATTCTCAGTGTCCTGCCATTTGAC
TTACTATACCTAAAATTTGGATTTAAATCGGTGTTTCGAGTAAATCGCTTCTTAAAGCATGAGTCATTC
TTTGACTTCAATGATCGGCTGGAAAGTATAATGTCCAAAGCCTATATTTACAGAGTTATCCGTACCACA
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GGCTATCTGCTCTACATCCTGCACCTCAATGCATGTTTATACTATGCGGCCTCTTTCTATGAGGGCATTG
GCTCCACCAAATGGGTTTATGACGGCGATGGCAACGAGTACCTGCGCTGTTACTATTGGGCAGTGCGT
ACGCTCATCACCATTGGTGGTCTTCCGGAGCCAGTGACAGTTTTTGAGATTGTGTTTCAGTTGTTGAAC
TATTTCACGGGTGTCTTTGTCTTCTCCAGCTTGATTGGGCAGATGAGAGATGTTATTGGGGCGGCTACA
GCAGGTCAGACATACTTCCGGGCCTCTATGGATAACACAGTGTCTTACATGAACACTTACAAGATACC
AAGACAGGTCCAGAACAGAGTGCGCACTTGGTACAACTATACTTGGGATTCCCAGGGCATGCTAGATG
AGTCCGAGTTGCTGGAGCAGATGCCAACCGTTATGCGAACAGCAATCGCCGTAGATGTGAACTTCAGC
ACTGTCAGCAAGATTGAGCTTTTCAAGGGGTGTGACAACCAGATGCTTGTCGACATGCTGCTGAGGCT
CAAATCCATTGTGTATTTACCAGGAGACTATGTCTGCAAAAAGGGGGAAATTGGCAGGGAGATGTACA
TCATCAAGCAAGGCGAAGTCCAGGTGCTTGGAGGGCCAGATGGGACTAAAGTGTTAGTCACACTGAG
GACCGGGGCTGTCTTTGGAGAGATCAGTCTGCTGGCCGCCAGCGGTGGAAACAGAAGGACAGCAAAT
GTTGTGGCCCATGGTTTCGCCAACCTGTTCATCCTGGACAAGAAGGACCTCAATGATATCCTAGTGCAC
TATCCAGACTCTCAGAAAGTGCTGTCACGGAAGGGCAGAAAACTAATGAAAGACAAGGGTAAAAAGG
CCGGCCCCGTGGAGGAACGACAGAAAGGAAATGCCCTGTTCACCACCAGGCCCCCGACCCCGAAGCT
TTTCCGCACACTACTGAATGCCAGAGGAAAAGGCGTTTTTGGAAACTTCAAGGGTGCATCTTAG

>KT749740 CNGBX_G. australis_58615-1-2
ATGTTTCGTCGTCTCCGTGGCAGCCTTTGCAGGGTTGCTCCACTCCTTACACCTGATGGGGACTCCTCA
CCCACCCAAGCCAATGGCAAGGATGATCAAAACCCACCGAACTCGAATGCAAGTCCTACGCCTGAATC
AAAGGCTTGTGGCCAGCCCAGTGATGCTCAGGCCCAGTCAAAGACATCACCTGAGGGAGCCGGGGCC
AAGGAGGCTCCTATCCCCAACCAGCCGCTGCCTTCCAGTACAGCCACTCCAGGATGTGCTCAAGAGCA
GATCAACGATGAAAGGGAGGACAAGGAGGTGGCTGAGAAGAGCCTGGCAGATCCCTTGATGATGGAA
CTCGATGCAGAGAGGCAGGCGCATATCCGGGACCTGGTGGAGCGTTTTCGCTTGCGCATGGAAACCAT
GAAGGAGCACATCATGGACCCAGACGCCTCCTCGCCGGAGCCAAGCCCTGAGCCGTCACCTATAAAG
AAGGCTCCAGCCCAAGCACCACCACCTCCACCAGTGAAGGAAGAGGAGAAGAAGGAAGAAACCGCTC
CAGAGGTCACTCCTGACCAACAGGAATGTGAAATGCTTTGCTGCCGGTTCAAGCAGAGGCCTTGGATG
GAGAAGTTTAAGAAACTAAAGATCCCACAAACCATTGACGCATGCTCAGACAAGATATACTTGATGTG
GCTGATGCTGGTGACACTAGCATTTCACTGGAGCTGCTGGCTCCTGCCACTCAGGCTGTCGTTTCCGGT
GCACACACCAAACACCATGTTTTTCTGGTACATCGGCGACTACACATGCGACGCCATCTACCTGTTCGA
TATCCTGGTCATGCAGAGAAGACTCCAGTTCGTCAACCGTGGAGACATTATCAAAGACCAGAAAGAAA
CATCAAAACACTATTACCATTCAGAAAAATTCAAGTCGGACCTTGTGTCTCTGCTGCCTCTGGACATTT
TGTACCTCAAGTTCGGTCCTTCTGCATTGTTCCGTCTGCCTCGCTTGGTCAAGTACAATGCATTCTTTGA
GTTCAACGATCGCTTGGAGGCTAATCTGGACAAGGCCTACATTTACAGAGTGATCCGCACTACCGGGT
ACCTGCTCTACAGTTTACACCTCAACGCCTGCCTTTACTACTTTGTCTCTGATATGGAGGGACTTGGCA
GCACTCGTTGGGTGTACGATGGCAAGGGCAACAGGTATGTCCGCTGCTATTACTGGGCTGTGAAAACC
CTCATCACCATCGGGGGCCTGCCCGAGCCCAGCAACATACTAGAGATCGTCTTCCAGTTGTGTAACTA
CTTCTTGGGCGTCTTTGTCTTCTCCATTATGATTGGACAGATGCGAGACGTAATTGGCGCGGCGACAGC
GGGGCAGAATTACTACCGCGCGTGCATGGACAACACGCTGGGCTACATGGGCATGAACAACATCCCG
CGCGCCATACAGAACCGCGTGCGCATGTGGTACGAGTACACCTGGGCCTCCCAGGGCATGCTGGATGA
GTCGGAGCTCCTGGACAAACTGCCCACCAAGATGAGGCTGGAGATCGCTATTGACGTCAACTACACTA
TAGTCAGCAAGGTGGACCTATTCAAGGGCTGTGACCGGCAGATGATATACGACATGTTGCTCAGGCTC
AAGTCTGTCGTCTACTTGCCTGGAGATTTTGTCTGTAAAAAGGGCGAGCTTGGGAGAGAGATGTACAT
CATCAAGGCAGGAGAGGTGCAGGTGGTTGGAGGCCCCGACAACAAGATCGTGTTTGTCACACTGAAG
GCCGGCGCTGTGTTCGGGGAAATCAGCCTTCTGGCGGTTGGAGGTGGGAACCGCCGCACGGCCAACGT
GATGGCGCACGGTTTCGCAAACCTCTTCATCCTGGATAAGAGGGACTTAACCGAAATCTTACGCATCT
ATCCTGAGTCCGAGAAGCTGCTTCGCAAGAAAGCCAAGAAACTGCTGTCGAAAGACAAGAACAAGGC
TACTGGGGATGCAGCACCTGTGGTCAGGGGTTTTGCAAGCATATTCCCGGAGAAGCCACCAACACCCA
AATTTCTGCGTCTGATTCAAATGGCTTCTCGAAATGCAGCAAAAAACAAACAAATGTAA

>KT749741 CNGBX_M._mordax_39552-1-3
ATGTTTCGTCGTCTGCGTGGCAGCCTTAGCAAGGTTGCTCCGATCCTCACCCCAGATGAGGACTCCTCG
TCCACCGAGGCCAACGGCAAGGATGGAAACTCACCCAACTCAAGCACAAGTCCCACGCCCGAATCGA
AGGCTTGTGACCAGCCCAGTGATGCTCAGGCCCAGCCCAGTGATGCTCAGGCCCAGTCGAAGACATCA
TCTGAGAGTTCAGGTGGTGCGGCTGAGGAGGACCCTGACACCTGTGTTCCGCTGCCTCCCAGTGCAGC
CACTGCTCGATCTGCTCGTGAGCAGACCCACGATGAAAGGGAGGACAAGGAGGTGGATGAGGAGGGC
CCGGCAGATCCCTCGAATCTGAAACTCAATCCAGAGGTGGAGCAGCACATCCGGAACCTGTTGGAGCG
ATTTCGCACACGCACGGAAATTATGAGGGAGCACATCATGGACCCAGACGCCTCGTCGCCAGAGTGCA

file://ID|/File_1_NT_CDS_sequences_fasta.txt[30/06/16 14:48:16]



GCCCCGAGACGTCACCTAAAAAGAAGACTCCAAGCAAGGCGCCACCACCTCCACAAGTGAAGGAAGA
GGCGAAGAAGGAAGAAGTAGCTCCAGAGGCCACCACTGAACAACATGAATGTAAAATGCTTTGCTGT
CGGTTCAAGCGGAGGCCCTGGATGGAGAAGCTCAATAAACTCCGTCTCCCACAGACCATTGATCCATG
TGCAGACAGGATATACTTGATATGGATGATGTTGGTGACACTCGCATTTCAATGGAACTGCTGGATCCT
GCCACTCAGGCTGTCGTTTCCGATGCACACACCTGACGCCATGTTCTTCTGGTACACCGTCGACTACAC
ATGCGACGCCATCTATCTGCTGGATATCCTGATCATGAAGCGCAGACTCCAGCTCGTCCATAAAGGAG
ACATTATCACAGATCCGAAAGAGACAGCAAAGTTCTACTACCGTTCAAAAACGTTTAAGTGGGACCTT
CTAGCTCTGCTGCCTCTGGACATTTTGTACTTCAAGTTTGGGCCTTCTGCAATGTTCCGTCTCTTTCGCT
TAATCAAGTACCACTCATTCCTTGAATTCAACGCTCGCTTGGAGGCTACTATGGGCAAGCCCTACATTT
ACAGAGTGATCCGGACTACCGGGTACCTCCTCTTCAGTTTACACATAAACGCCTGCCTTTACTACTTCG
TGTCCGATATGGAGGGACTGGGCAGCACCCGTTGGGTATACGATGGCAAGGGCTGGAGGTATACCCGC
TGCTATTACTGGGCAGTGAAAACCCTCATCACCATCGGGGGTCTGCCTGAGCCCAGCAACGTGTTTGA
GATCATCTTCCAGTTGTGTAACTACTTCTTGGGCGTCTTTGTCTTCTCCATTATGATTGGACAGATGCGA
GACGTAATTGGCTCGGCGACAGCGGGGCAGAATCACTACCGCGCGTGCATGGACAGCACAATGCAGT
ACATGATCACGAACAAAATCCCACGCGCCGTGCAGAACCGCGTGCGCATGTGGTACGAGTACACCTGG
ACCGCCCAGGGCATGCTGGATGAGTCCGAGCTCCTGGACAAACTGCCCACCAAGATGAGGCTGGATAT
CGCTATTGACGTGAACTACGACATCGTCAGCAAGGTGGACCTCTTCAAGGGCTGTGACCGGCAAATGA
TATACGAGATGCTGCTGAGGCTCAAGTCTGTCGTCTACTTGCCCGGAGATTTTGTCTGTAAAAAGGGCG
AGCTTGGGAGAGAGATGTACATCATCAAGGAAGGAGAGGTGCAGGTGGTTGGAGGCCCCAACAACAA
GATAGTGTTCGTCACACTGAAGGCTGGCTCCGTGTTTGGGGAAATCAGCCTTCTGGCAGCTGGAGGTG
GGAACCGCCGCACGGCGAACGTGATGGCACATGGTTTCACAAACCTCTTTATCCTGGACAAGAGGGAC
TTGACCGAAATCCTGCGCGCCTATCCCGAGTCCCAGAAGCTGCTCCGCAAGAAAGCCAAGAAACTGCT
GGCGAAAGACAAGGTCAAGAATACTGGGAATGCAGCCCCTGTGGCCAAGGGTTTTGCAAACATCTTTG
CAAGGAAGTCAGAGACACCCAAACTACTGCGTCTGGTTAGAATGATGAAACTCAATGAGCAAAAGTA
G

>KT749742_CNGBY _E._cirrhatus_138315-3-2
ATGGCACGCACAACACCAACAGCGGCATCGGCACGCACTACACCAAAAGCTGCATCGGCACGCACTA
CACCAACACCTGCAGCAGCACACACTATATCAACAGCTGCATCAACACGCACTAAACGGGCAACTGCA
TCAAAACTTACTAAGTTACCAGCCGGATCAACCCACACTACACTGCCAGTCATATCAACCAGAATCAA
GGTGGCTGCTGCACCTACCGGAATGAAAGAATTAACACGTACTACACCACAAGCTTCATCAATTCTTA
ATTCCCCACCTTCTGAATCAACCCGTACCACTCTCCAGGTCCCATCAACCCACACCACTCTCCCTCCAA
AATCAATCTTACCTCTACCACTCGCCACTTCAACATACTCTGCACAATCTCTCGCATCACCTGGCACTC
TTCAACCACCTCCTGCTTTTTCCCGGTCCATCCATCTGCCACCTGGAAGTTCTCAGGATGGATTCTTTAA
TCCAGCCTTTTCGCCAGACTCTCCTGTCCAGCAAGTCACCATCGTCGAACAGCCCTCTGCGAGTGTGAA
GAGTGTGGACTCAGAGGGTGAGGTTGGTGCTGATGCTGAATCAGATGGTGCTCTAAATCTGATTCATG
CTTCACAGGGCTCCCACACTGCTCGGCACAGTCTCACAGTGCCAAGCCAGACCCCACAGGCAAACAGT
CTGCAGGAATCAGAAGCTTCAATGAATAACAGCGAATCAAATGAAAACTCATCATTCCGCAGTGCAAC
TCCAGCACAGGTCACCAAGCAATTGAGCAAATTGACCCAGCGGCTACGATCTCGCACAGCTACAGTGA
AGCAGAGAATCTTCCACTCAGATGAATCGTCCACCGAGAGCAGTGACAGCGACAGTACTGTGAAGAA
GATAAAACCAGTGATTAAGGAAGAACCGCCAACCAAACAAGCTCCTCAGGTTCCCACAGCCCCCAGC
CTTGAAGATCCAGGGATAGATGGGGGCTCCACAAGAAGAACCTGGCACTTTCATCGACCTCACATACC
AGCCTCTATTGATCCTTACACAGACCACATATATGTGCTCTGGCTGTTTCTCGTGACCCTGGCATTCAA
CTGGAACATGTGGATGGTGCCTATGCGTGCGGCCTTTCCACTGGGTCAGAATGGGCCCTGGGCCCTCT
GGTTCACAGGAGACTATGTGAGCGATGCACTGTACTTGGGGGACATTCTGCTTCTCCAGCCACGTTTGC
AGTTCGTACATTACGGGGATATCATTACAGACAAAAAAGAAATGAAAAAAAATTATCTGCATTCACTC
CGCTTCAAGTTTGATGTTGTATCACTATTACCTCTTGATCTGCTCTACTTTGTTGTTGGGTTCAACCCCC
TTCTCAGGATCCCTCGTTTTTTAAAGTTCTGGACTTTCTTCGAGTTCAACGACCGGTTGGAAGCTATTCT
TAGTAAGGCTTTTATCTACCGGGTAATTCGTACCACATGCTATCTGCTGTACACCCTCCACCTTAATGC
ATGCCTCTACTACTGGGCCTCCAACTACGAGGAAAATAAAGCTTCTGTTTGGACATATGATGGAGAAG
GCAACCACTACATCCGCTGCTACTATTTTGCGGTGAAGTCTCTACTGACCATTGGTGGCCTTCCAGATC
CCACATCTCTTTTTGAGATCTCATTCCAACTGCTCAACTACTTCCTGGGTGTCTTTGCTTTTTCTGTCATC
ATTGGACAGATGCGGGATGTTATAGGAGCAGCAACAGCTGCCAAAACTCACTACCGTACTAGTATGGA
TGGAGCATTGGCATACATGGCATCCTACAGTATCCCACGTGCTGTGCAGAACCGCGTGCGCTCCTGGT
ACGAGTACACCTGGGCTTCGCAAGGCATGCTGGATGAAATGGAATTGCTGGAACAAATTCCAGCAAA
GATGCAACTGGATATCGCCATTGATGTTAACTTTGATATTGTAAGCAACGTGGAACTCTTCAAGGGCTG
TGATACTCAGATGATTTATGACATGCTTGTACGCCTGCGATCTGTGGTCTATCTCCCTGGTGACTTTGTC
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TGCAAGAAGGGAGAGATAGGCCGGGAGATGTACATCATCAAATCAGGATCAGTGCAGGTGCTCGGTG
GTCCAGACGGGCGACTCGTGCTGGTGACTCTTCGAACAGGATGCGTCTTTGGAGAAATCAGCCTGTTG
GCAGTGGGTGGTGGGAACCGACGTACGGCAGATGTTGTAGCCCATGGTTTTACAAACCTGTTTATTCT
GGAGAAGAAAGACCTGCACTCCATCTTGCACTATTACCCTGACTCACAGCGCCTCCTGCGAAAGAAAG
CCAAGCGTCTCCTTTCAAAGGGCACAAAGGGACCCAAGAAGAAAGCAAAGAAGCGACCAGAACCAAT
CATCCCCCCACGGCCTCCAACCCCAGTGCTCTTTCGTGTCATGATGTCTGTGGCGAACCATTCTGGCCT
CCTGGGTCGTCTTATGCAGCGAGCAAAGCGTGGAGAACCAGTAGCACCTGAGGTTCCTATGGAGCCCA
CCAAACCTCTTCATTCACAATCTCCACCACCATCCCCAGTTCATCAGCATTCGCCCAGTCATCGTCGAC
TTGAGCCACCACATGGGAACAGCGACGAGGAAGTGGTGTCCAACATGTCCGACCAATCCCTAACGATA
CATGTGGCACACAGTTCCTCTGGGGATGATGACCAGCTCACAGTGGGTACTGGTGATGAAGGTGGACC
AAATAAGGCCAAGGGGCCTGGTGATTAG

>KT749743 CNGBY_G. australis_55649-1-1
ATGGTGAATCCCGTGGACCACGCTGGAGACTCGGGCCCTTCCGCGTGGCTGGCTGGGCCCCGTGGGCLT
CGCGGCCCGCCTCGTGTGGACGCTGCTGCGACGCGGCCGCGTGGGTCCGACGGCGGACGTGTCGCCGC
GAAGCCCGCAGCCAGAGGGCCTCGCTCAGGGAGCAATCAAGAGTGCTTCTTCTGAAGATGACCGGTCC
GCCATCGGTACCGTCAGCACTGCACAGGAACGTCAGAGCGGGGCTGGGCCTTCGCGGCCTTCGGTCCG
CGTGGGTCACGTTGCCTGCGATGACCACGATGGGCCCCCGGGGCCCGTGGCCATGCCGGGACTGGCCT
TCAGCACCCTTCCTCCGGCCGCATCCCCTCAACCCCAGGCCGGTGGCAGCCAGCCGTCACACACCCTC
GCGGTGCCCACCGCTTCATCCAGACGCAAGTTCTCCAGTCCCACGAGCAGCGTGGACGAGGCGTCTCA
GCACACGGGCGACGAGCAGGTGGACTTCCAGCCCAGTCCCAGCCACAGCCGCGCGCGAGCCGACTCG
CTGACGAGCCAGTGCAGCGTGTCGGTGACGGAGCGCCTGCACGAGATCTCCCGCCAGTTCCGTTCGCG
AACCCAGGAGGTCAAGGAGCGTATCATCGACCCCGACGAATCGCTCTCCGACACCAGCcceeeacececT
CTCCGGCTAAGGTCGCGCCTGTGACCCCGACACCCGCGGAAGGGGAGGCCAAGGGGGAAGCGGGGGG
TCAGCCGGACGGGCAGCAGCAACAGCAGGAGGATCTGGGATACGCGTGTCACATGCTCTGCTGCAAA
CTCAAGCGGAGGCCCTGGATGCGCCGCTTGCGCATTCCCAAAAGCATCGATCCCTACACAGACCACTT
CTACGTGCTGTGGCTGCTGCTGGTGGCGCTGGCGTTCCACTGGAACTGCTGGCTGATTCCGGTGCGCTG
CACGTTCCCCTACGTGACGGCGGGCAATCTGGCCGCCTGGCTCGCCGCCGACTACGCCTGCGACGCGG
TCTACGTCGTGGACATGGCCTTCTTTCAGACGCGCCTGCAGTTCATCAGCAACGGCGACATCATCACGG
ACCCCAAAGAGATGAGGAAAAACTACATGAAGTCTCAAAGGTTTAAGATGGACATGCTGTCGCTCATC
CCACTGGACCTGCTGTACCTCCAGTTTGGGTTCAATCCCCTGTTCCGGCTCCCGCGATGCCTGAGGTAC
ATGGCGTTCTTCGAATTTAACGACAGGCTGGAAGCCATCCTCACTAAGGCGTTCATCTACCGGGTTATC
CGCACGACAGGGTACCTGCTCTACAGCCTGCACCTGAACGCGTGTCTCTACTATTGGGCGTCGGACTAT
GAGGGCATTGCGTCCACCAAATGGGTCTACAACGGCCTGGGCAACCACTACATCCGCTGCTACTTCTG
GGCCATCAAGACGCTCATTACCATCGGTGGCCTTCCAGACCCCGAGAACCTCTTCGAGATCATCTTCCA
AGGATGCAATTACTTCACCGGCGTCTTCGCATTCTCCGTTCTCATCGGTCAGATGCGCGACGTGATCGG
AGCGGCGACCGCCTCCAAGACTCGCTACCGCGACTGCGTGGACAGTACGGTGGCGTACATGAACGCCA
ACCGCATCCCCAAGTACGTGCAGAACCGCGTGCGGACCTGGTACCAGTACACCTGGCAGGCGCTCGGC
ATGCTGGATGAGTCGGAACTCCTGGATCAGATGCCAGCGAAGATGCGTCTGGACATCGCGGTGGACGT
CAATTACCAGATCATCACCAACGTGCAGCTGTTCAAGGGCTGTGACAAGCAGCTGCTTCAGGATATGC
TGGTGCGTCTCAAGTCTGTGGTCTACCTGCCTGGAGACTACGTCTGCAAGAAGGGAGAGATCGGCAAG
GAGATGTACATCATCAAGTCTGGAGAGGTGCAGGTGCTGGGCGGCCCTAACGGCATGACGGTGCTGGT
CACCCTCAAGGCTGGCGCCGTCTTTGGCGAGATCAGCCTGCTGTCGGTTGGCGGCGGCAACCGCCGCA
CCGCCAACGTGGTGGCGCACGGCTTTGCCAACCTGTTCATCCTCAACAAGCAGGACCTGAACGAGATC
CTGATCCACTACCCCGAGTCACAGCGACTGCTCCGCAAGAAGGCCAAGAAACTCATGTCGAGCAACAA
GGAGAAGAAGGCCCCTCCGCCGAGGAAGCCGCACACGAGGCCGCTGCTGCAGGCCAAGCAGGAGACG
CCCAAGATCATCCGCACCATCCTGGCGGCCGCCAGGAACTCCGGACTCAGGGGAACCTTCGAGAGGCT
GCGCAACCACATGAACAAGCCCAGCACGCAGCCCGACGTGCTCCCTGCATCACTGGCTGCCAGCCCGG
CGGCTTCTCCCGCTCCGTCTCGGGCCGCGTCCCCCCCGGACTCCCCGCCCCCCCAAGAGGGGTCGGGA
CCACGGCACCCCACAACCACCGTAGAGGAAGACGAGGAGGATCTGTCCGAGTGGTCAGATCAGTCCA
CGTCCAGGCCCGTGGTCCACAGGCCGGCGGAGGAGGCGTCCACACCGAGGGCCCGATCGGGGGLLCCG
CGGCCGCGAGGCGGGGGATTAG

>KT749744 PDE6G _E. cirrhatus_60367-1-1
ATGAGCGGTGGTGGTGGAATACTGGCTCCCACTAAAGTGACTGGTGGCCCAGTAACGCCACGCAAGG
GGCCATGCAAGTTCAAGCAGCGACAGACACGTCAATTCAAGAGCAAGCCACCAAAAAAGGGAATTCA
AGGGTTTGGCGATGACATCCCCGGAATGGAAGGTCTTGGCACAGACATCACGGTGATTTGTCCTTGGG
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AAGCTTTCAGCCACCTGGAACTCCACGAGCTTGCTCAGTTTGGAATTGTCTGA

>KT749745_PDE6G_G._australis_31619-1-1
ATGCTCACACCGACGGCGGTGACCGACCCAACGTCACACCGGCAGCATCATCAGCTAGCATCATCATC
AGCGGCGTCTTCAACAGCATCAGCATCATCACAAAAAAAGGGATCGCGACGTGAACGCTTGAAGGGG
GTCAAAAAGGGGACCCGCGTTGGAGACATGAACTTGGCGGCTGCCAACACCTCTGGGGCGCTGATGG
CCCCCACCAAGGTGAGTGGGGGGCCCGCCACCCCACGCCGGGGCCCCCCAAAATTCAAGCAGCGCCA
GACGCGGCAGTTCAAGAGCAAACCGCCCAAGAAGGGGATACAGGGGTTCGGAGACGACATTCCTGGC
ATGGAGGGTCTGGGCACCGACATCACCGTGATCTGCCCGTGGGAGGCGTTCAACCACCTGGAGCTTCA
CGAGCTGGCGCAGTACGGCATCATCTGA

>KT749746_PDE6G_Bluespot_ray_30603-2-1
ATGGCAGCCAACCCCTTGGAAATTCAACCAAACCTGAAAGCACAAGAGATGGCTCTGACCCTAGAACC
ACCGAAACCAGCGGGAGAAATTAAATCAGCAACACGAGTAACTGGAGGACCAGCAACTCCTAGGAAA
GGACCACCAAAGTTCAAGCAGAGGCAAACAAGACAGTTTAAGAGCAAGCCACCAAAGAAAGGAGTA
CAAGGGTTTGGTGATGACATTCCTGGAATGGAAGGTTTAGGCACAGACATCACTGTCATCTGCCCCTG
GGAGGCCTTCAGTCACCTGGAACTACACGAACTTGCACAATACGGTATCATCTGA

>KT749747_PDE6G_Bamboo_shark_28892-1-1
ATGGCAGCAAACCCCCTGGAAATTCAACCAAACTTGAAAGCACAAGAGATGGCTCTCTCTTTAGAACC
ACCGAAACCTTTGGGGGAAATTAAATCAGCCACAAGAGTAACTGGAGGACCAGCAACTCCTAGGAAA
GGACCACCAAAGTTCAAACAAAGACAGACAAGACAGTTTAAGAGCAAGCCACCAAAGAAAGGAGTA
CAAGGGTTTGGTGATGACATTCCTGGAATGGAAGGATTAGGCACAGATATCACCGTCATATGCCCCTG
GGAGGCCTTCAATCATCTGGAATTACACGAACTAGCACAATATGGTATCATCTGA

>KT749748 PDE6G_Reef shark 36679-1-1
ATGGCAGCAAACCCTCTGGAAATTCAACCTAACTTGAAAGCACAAGAGATGGCTCTCTCCCTAGAACC
ACCGAAACCCGCGGGAGAAATTAAGTCAGCCACAAGGGTAACTGGAGGACCAGCAACTCCTAGGAAA
GGACCACCAAAGTTCAAACAAAGGCAAACAAGACAGTTTAAGAGCAAACCGCCAAAGAAAGGAGTA
CAAGGGTTTGGTGATGACATTCCTGGAATGGAAGGATTAGGCACAGATATCACTGTCATCTGCCCCTG
GGAGGCCTTCAATCATCTGGAACTACACGAACTGGCGCAATATGGTATCATCTGA

>KT749749 PDE6G_Florida_gar_30259-1-3
ATGAACCTCGAGCCCCCCAAGCCAGAGATCAAGTCCGCCACCCGGGTGAGTGGCGGCCCAGCTACACC
ACGCAAGGGACCCCCCAAATTCAAGCAGAGGCAGACTCGTCAGTTCAAAAGCAAGCCACCAAAGAAA
GGAATCCAGGGATTCGGAGATGATATTCCTGGAATGGAAGGTTTGGGCACAGACATCACTGTCATCTG
CCCCTGGGAGGCCTTCAGTCACCTGGAGCTGCACGAGCTGGCCCAGTTCGGCATCGTCTAG

>KT749750_PDE6G_Florida_gar_30259-2-2
ATGAACCTCGAGCCCCCCAAGCCAGAGATCAAGTCCGCCACCCGGGTGAGTGGCGGCCCAGCTACACC
ACGCAAGGGACCCCCCAAATTCAAGCAGAGGCAGACTCGTCAGTTCAAAAGCAAGCCACCAAAGAAA
GGAATCCAGGGATTCGGAGATGATATTCCTGGAATGGAAGGTTTGGGCACAGACATCACTGTCATCTG
CCCCTGGGAGGCCTTCAGTCACCTGGAACTCCACGAACTGGCACAGTACGGCATCATCTGA

>KT749751_PDE6G_Bowfin_23402-2-1
ATGAACCTGGAGCCCCCCAAGTCCGAGGTCAAGTCAGCCACCCGAGTGACTGGTGGACCAGCCACACC
CCGCAAGGGACCCCCCAAGTTCAAGCAGAGGCAGACCCGCCAATTCAAAAGCAAGCCCCCAAAGAAA
GGTGTTCAGGGATTCGGAGATGACATTCCTGGAATGGAAGGTTTGGGCACAGACATCACTGTCATCTG
CCCCTGGGAGGCCTTCAGTCACCTGGAGCTCCATGAACTGGCACAGTATGGCATCATCTGA

>KT749752_PDE6H_G._australis_57194-6-2
ATGAGTGAGACCCCCAACACGCTAGCCGCTCCAGAGAGTCACGTGGGCCCCACCACACCCAAGAAGG
GCCCCCCGAAATTCAAGCAGCGAGCCACGCGACAGTTTAAGAGCAAGCCTCCCAAACCTGGCGCCAA
AGGGTTTGGGGACGATATTCCAGGAATGGAAGGCTTGGGAACAGACATCACCGTCATCTGCCCCTGGG
AGGCCTTCAGCCACTTGGAACTGCACGAACTGGCGCAGTACGGGATCGTGTGA

>KT749753 PDE6H_M. mordax_36958-1-1
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ATGAGTGCGAACACCTCGAACTCCCTCGCGGCTCCGGTCAGCCACGTGGGGCCCACCACCCCCAAGAA
GGGTCCTCCCAAGTTCAAGCAGCGAGCCACGCGGCAGTTTAAGAGCAAGCCTCCCAAACCTGGCGCCA
AAGGGTTTGGGGATGATATTCCAGGAATGGAAGGCTTGGGAACAGACATCACGGTCATTTGCCCCTGG
GAGGCTTTCAGCCACTTGGAACTCCACGAACTGGCGCAGTACGGCATCGTGTGA

>KT749754 PDE6H_Bluespot_ray 36371-5-1
ATGAACGCCATCAGCGCGCCAACCAAAACAGCTGGAGGCCCCACCTCCCCTAGGAAAGGCCCACCAA
AGTTCAAACAACGAGCAACCCGACAGTTCAAGAGCAAACCCCCAAAGGCAGGCGTGAAAGGGTTTGG
CGATGATATTCCCGGGATGGAGGGACTCGGCACAGATATTACTGTGATTTGCCCCTGGGAAGCTTTCA
GCCACTTGGAGCTTCACGAGCTGGCTCAATATGGGATCGTCTGA

>KT749755_PDE6H_Bamboo_shark 56213-1-1
ATGAATATTTCACCAACCAATATTTCTGGAGGTGCCATGTCCCCAAGGAAGGGGCCACCAAAGTTCAA
GCAAAGAGCGACTCGACAGTTCAAGAGCAAACCCCCCAAAGCAGGCGTGAAAGGGTTTGGAGATGAT
ATTCCTGGAATGGAGGGGCTTGGCACAGATATCACTGTGATCTGTCCTTGGGAGGCATTCAGCCACTT
GGAGCTGCATGAACTGGCTCAGTATGGTATCGTTTGA

>KT749756_PDE6H_Reef shark 2117-1-1
ATGAGTGCAATCACTCCACCAACCAACACATCCAGAGGTCCCATCTCTCCGAGAAAGGCACCACCAAA
GTTCAAACAAAGAGCAACTCGACAGTTCAAGAGTAAGCCTCCAAAGGCTGGAGTGAAAGGGTTTGGA
GATGATATCCCGGGAATGGAGGGTCTCGGCACAGATATCACTGTGATCTGTCCTTGGGAGGCATTTAG
CCACTTGGAGCTGCACGAGCTGGCCCAGTACGGTATTGTCTGA

>KT749757_PDE6H1_Bowfin_22156-1-1
ATGAACATCACTACAAACACCTCCAACCCCACCACCCCCACCCATGTCACCGGGGGGGCCACAACTCC
AAGGAAGGGACCTCCCAAATTCAAGCAAAGGCAGACCCGACAGTTCAAGAGCAAGCCCCCAAAGAAA
GGAATTAAGGGATTTGGTGATGACATTCCTGGAATGGAGGGTCTGGGAACAGATATTACGGTCATCTG
CCCCTGGGAAGCATTCAGCCATTTGGAGCTACATGAGCTGGCACAGTTTGGAATCATCTGA

>KT749758_PDE6H2_Bowfin_598-1-1
ATGAACGCCCAGCCCCCAGCAGGCAGCGCCCTGTCTGCCCCTGCCCCCATTGAAGCTGGGGCCACCCC
CAAGAAGGGCCCCCCAAAATTCAAACAAAGGCAGACCAGGCAGTTCAAGAGCAAGCCCCCCAAGAAG
GGCATCAAGGGATTTGGGGATGACATTCCAGGAATGGAGGGTCTTGGCACAGACATCACTGTGATCTG
CCCCTGGGAGGCGTTCAGCCACCTGGAGCTGCACGAGCTGGCTCAGTTCGGCATCGTCTAA

>KT749759_PDE6I_Florida_gar_30259-1-1
ATGAACATTTCTGTCAACCCCACTACCCCCACCAAGGTGACCGGGGGACCCACCACTCCCCGGAAAGG
CCCCCCCAAGTTCAAGCAGAGGCAGACGCGGCAGTTCAAGAGCAAGCCCCCCAAGAAGGGAGTAAAA
GGGTTCGGAGATGACATCCCGGGAATGGAGGGCCTGGGAACAGACATCACGGTCATCTGCCCCTGGG
AGGCCTTCAGTCACCTGGAGCTGCACGAGCTGGCCCAGTTCGGCATCGTCTAG

>KT749760_PDES6I_Florida_gar_30259-1-4
ATGAACATTTCTGTCAACCCCACTACCCCCACCAAGGTGACCGGGGGACCCACCACTCCCCGGAAAGG
CCCCCCCAAGTTCAAGCAGAGGCAGACGCGGCAGTTCAAGAGCAAGCCCCCCAAGAAAGGAGTGAAG
GGCTTTGGTGATGATATTCCTGGGATGGAGGGACTGGGAACTGATATCACGGTCATCTGCCCCTGGGA
GGCATTCAGCCATCTGGAGCTGCACGAGCTGGCGCAATTCGGCATCATCTGA

>KU748578_HSP90_G. australis_53735-1-1
ATGCCTGGAGAAACAACTGGCCCGACCATGGATGAAGAGACCGAGACCTTTGCCTTCCAGGCGGAAA
TCGCCCAGTTGATGTCCCTAATCATTAACACCTTCTACTCTAACAAGGAAATCTTCCTTAGGGAGCTCA
TCTCCAACAGCTCTGATGCTCTCGATAAGATCCGCTATGAGAGTCTGACAGACCCGAGCAAAATGGAC
TCTGGCAAGGAGCTCAAGATCGACGTGATCCCCAACAGAAATGAGCGCACACTCACCATCAACGACA
CGGGCATTGGTATGACCAAGGCTGATCTCATCAACAACCTGGGCACCATCGCCAAGTCGGGCACCAAG
GCCTTCATGGAGGCACTGCAAGCGGGGGCCGACATCTCCATGATTGGCCAGTTTGGTGTGGGCTTCTA
CTCGGCCTACCTGGTCGCCGAACGGGTGTCTGTCGTCACCAAACACAACGATGACGAGCAGTACCTGT
GGGAGTCGTCCGCGGGGGGCTCCTTCACGGTGCGCCTTGACAGTGGTGAAAGCATTGGCAGGGGCACT
AAGATCGTGCTGCACCTGAAGGAGGACCAGTCTGAATACCTGGAGGAGAAGCGCATCAAAGACATCG
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TCAAGAAGCACTCTCAGTTCATCGGGTATCCCATCACCCTCTTCGTGGAGAAGGAACGTGACAAGGAG
GTGAGTGACGATGAGGCTGAGGAGGAGAAGGAAGAAAAGAAAGAGGAAGAAAAGGAGGCCGAGAC
GGAGGATGACAAGCCCAAGATTGAGGACGTTGGCTCCGATGACGAGGCTGACAAGGAGGGTGAGAAG
GACAAGAAGAAGAAAAAGAAGATCAAGGAGAAGTACGTCGACAAGGAGGAGCTCAACAAGACCAAG
CCCCTGTGGACGCGCAACCCAGACGACATCACGCAGGAGGAGTACGGAGAGTTCTACAAGAGTCTCA
CTAACGATTGGGAGGATCACTTGGCCGTCAAGCACTTCTCCGTGGAGGGCCAGCTCGAGTTCCGGGCC
CTGCTGTTTGTGCCACGTCGTGCGCCCTTCGACCTCTTCGAGAACAAGAAAAAAAAGAACAACATCAA
GTTGTACGTGCGCCGTGTCTTCATCATGGACAACTGCGAAGACCTCATCCCGGAGTACCTCAACTTCAT
CAAAGGTGTGGTGGACTCAGAAGACCTCCCCCTGAACATCTCGCGAGAGATGCTCCAGCAGAGCAAG
ATCCTCAAGGTCATCCGCAAGAACATCGTGAAGAAGTGCATGGAGCTGTTTACAGGCCTTGCCGAAGA
CAAAGAAAATTACAAGAAGTTCTACGAGCAGTTCTCCAAGAACATGAAGCTGGGAATCCATGAGGAC
TCGCAGAATCGCAAGCGTCTGTCTGAAATGCTCCGGTACCACACGTCGGTGACGGGCGAGGATGTGTG
CTCCCTCAAGGAGTACGTGTCTCGCATGAAGGAGAACCAGAAGCACATCTACTACATCACTGGTGAGT
CCAAAGAACAGGTGTCGAACTCTGCGTTTGTGGAGCGTGTGCGGAAGCGGGGCCTCGAGGTGGTCTAC
ATGACTGAGCCCATCGACGAGTACTGCGTGCAGCAGCTCAAGGAGTTTGACGGCAAAACGCTCGTCTC
GGTCACCAAGGAGGGGCTGGAGCTGCCTGAGGATGAGGACGATAAGAAAAAGCAGGAAGAGGCCAA
AGCAAAATATGAAAACCTGTGCAAGGTGGTCAAGGAGATCCTGGACAAGAAGGTGGAGAAGGTGACC
GTTTCCAACCGGCTGGTGGCGTCTCCATGCTGCATCGTGACCAGCACCTACGGCTGGACGGCCAACAT
GGAGCGAATCATGAAGGCGCAGGCTCTTCGTGACTCCTCCACCATGGGCTACATGGCCGCCAAGAAGC
ACCTAGAGATCAATCCCGAACACCCCATAGTGGAGACTCTGCGCCAGAAGGCGGAGGCGGACAAGAA
TGACAAGTCTGTCAAGGACCTCATCATCCTGCTCTTCGAGACGGCGCTGCTGTCTTCGGGCTTCTCGCT
CGATGACCCTCAGACGCACTCCAACCGCATCTACCGCATGATCAAGCTGGGGCTTGGTATTGATGATG
ACGAACCCATACCAGATGAGACCACGCCATCTGTCGCCGAGGAGATGCCACCACTGGAAGGAGATGA
TGCTACCCGGATGGAAGAGGTTGATTAA

>KU748579 EMC7_G. australis 51617-1-1
CTGGCGGGCGCCGTCGCCTCGTCCTCATCCGTCGCGTCCTCCTCGTCCGTCTCCTTCATCGAGGCGGAG
GACGCGAATGGGGAGCGATTCAAGATCGAGGGCCGCGTGTCCGTGCTCGGGCTCAAGGTGCCGGAGT
GGGTGTCGGGCGCGCAGGTGCTGGTGGAGGGCGGCGAGTACTCGGGGCTGCTCAGAACGGATGGAAG
CTTCACCGTGCACAATGTCCCCTCCGGCTCCTACGTTGTAGAGGTGGCTTCCCCCTCTTTCAAGTTTGAT
CCTGTACGAGTTGACATCACTTCGAAGGGAAAAATCAGGGCACGGAAACTAAATTACATCAAGAGCTC
CGAGGTGGTGCCGCTGCCTTATCCACTGCGGGTGCGATCCTTGGGATCGCCCAACTACTTCATGAAAC
GCGAGACGTGGAAATGGACTGACTTCCTCTTCAACCCAATGGTGCTCATGATGGCTCTGCCTTTGCTCA
TTGTATTCCTCCTGCCCAAAGTTATGAACACCAATGACCCGGAAATGCGAAAGGAAATGGAGCAATCT
ATGAACATGCTGACACCAAACAAAGATCTTCCCGATGTGTCCGAACTTATGACGCGCATATTTACCAC
GAAGAAGCCTGTTAAGAGCAGCAGCAGTACAAAAGTCAGTAAGCCGGGGCCGGTTAAGAGGAGATAG

>KU748580 G6PI_G. australis 43341-1-1
ATGGCCGGGCTGACGAGCGACCCTGCGTGGAAGCGACTGGGCGAGTGGCACGGTAAACACTCGGCCT
CTCTCAAGATGAGGCAGCTATTCGACAAGGACCCGGAACGTTTCGCCAAATTCAGCCTGCTGCTCAAT
ACCGATGGCGGAGAGCTGCTGCTGGACTACTCAAAGAACCTCATCACGCCGGAGGTCATGGGCCTGCT
GCTCGACCTGGCACGTTCCCGTGGAATTGAAAAGGCCCGAGACCGCATGTTCAGCGGGGAGAAGATTA
ACTTCACCGAGAACCGCGCGGTGCTGCACGTGGCTCTGCGCAACCGCTCCAACAAGCCCATGGTGGTG
GACGGCAAGGACGTGATGCCCGACGTCAACGCTGTGCTGGACAAGATGCGTGGTTTCTGCGAGAGGGT
GCGGAGTGGACAGTGGAAGGGCTACTCGGGCAAGGCCATCACCGACGTGGTGAACATCGGCATCGGC
GGCTCCGACCTGGGCCCCCTGATGGTGACCGAGGCGTTGAAGCCGTACTCGAAGGGCGGCCCCAACTC
GTGGTTCGTGTCGAACATCGACGGCACGCACATGGCCAAGACGCTCGCCGTCCTCGACCCTGAGACGA
CGCTCTTCATCATCGCGTCAAAGACGTTCACGACCCAGGAAACGATCACCAACGCAGAGTCGGCCAAA
GAGTGGTTCCTGAAGAAAGCCGGAGACCCTGCGGCAGTTGCGAAGCACTTTGTGGCGCTCTCCACAAA
CGGGGCAAAAGTGAAAGCTTTTGGCATCGACACCAACAACATGTTCGAGTTCTGGGATTGGGTTGGAG
GTCGATACTCACTGTGGTCGGCGATCGGCCTCTCCATCGCCCTGCACATTGGCTTTGACAACTTTGAGC
AGCTGCTCAGTGGAGCTCACTGGATGGACAACCACTTCTGCAGCGCGCCGCTGGAGAAGAACGCGCCCT
GTTCTCCTGGCGCTGCTGGGCGTGTGGTACGGAAACTTCTACAACGCCGAGACGCACGCGLCTGLTGCC
CTACGACCAGTACATGCACCGCTTCGCCGCCTACTTCCAGCAGGGTGACATGGAGTCCAACGGGAAGT
ACATCACGAGCTCGGGCCGTCGCGTCGACTACAGCACGGGCCCCATCGTGTGGGGCGAGCCGGGCACC
AACGGGCAGCACGCCTTCTACCAGCTCATCCACCAAGGAACCCGCATGATCCCGGCGGACTTCCTCAT
CCCGGCGCAAACCCAGCACCCCATCCGCGACGGGCTGCACCACACGATTTTGCTGGCGAACTTCCTGG
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CGCAGACGGAGGCGCTGATGAAGGGGAAGACGACGGAGGAGGCGCGCGGCGAGCTGCAGGLCLGLELG
GCCTCAAGGGCGACGCGCTCGACAAGCTGCTCCCTCACAAGGTGTTCGAGGGGAACCGCCCGACAAAT
TCGATCGTCTTCGACAAGCTCACGCCCTTCATGCTGGGGGCCCTGATAGCCATGTACGAGCACAAGAT
CTTCATCCAGGGCGTCATCTGGGAAGTGAACAGCTACGACCAGTGGGGGGTGGAGTTGGGCAAGCAG
CTGGCCAAGGCCATCGAGCCGGAGCTCAGCTCGTCGGGAGAGGTGACCTCGCACGACTCCTCCACCAA
CGGGCTCATCGGCTTCATCAAGCAGCACCGGCAGTGA

>KU748581_SNRPD3_G._australis_90835-1-1
ATGTCGATCGGCGTGCCCATCAAGGTTCTTCACGAGGCCGAGGGCCACATCGTGACCTGCGAGACGAA
CACGGGCGAGGTGTACCGCGGCAAGCTGGTGGAGGCCGAGGACAACATGAACTGTCAGATCTCAAAC

GTGACTGTGACGTTCCGGGATGGGCGCGTGGCCCAGCTTGAGCACGTGTACATTCGCGGCAGCAAAAT
CCGCTTCCTCATATTACCAGACATGCTCAAGAACGCGCCCATGTTAAAGTCTGTCAAAAACAAAAACC

CTTCAGCAGGAGCCGGACGTGGAAAGGCAGCTATCCTCAAAGCACAAGTGGCACGAGGCCGAGGTCG

TGGTGGCTTCAGTCGTGGAAACATCTTCCAGAAACGACGATAG
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