GENE SET NAME ES | NES [ NOM p-val | FDR g-val | FWER p-val
SCGGAAGY_V$ELK1_02 -0.37 [ -1.57 0.029 0.048 0.012
GGGTGGRR_V$PAX4_03 0.40 | 1.43 0.040 0.84 0.60

KOKKINAKIS_METHIONINE_DEPRIVATION_48HR_UP | -0.36 | -1.57 0.019 0.22 0.09
ENK_UV_RESPONSE_KERATINOCYTE_UP 0.50 | 1.65 0.004 0.77 0.54
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Enrichment plot: GGGTGGRR_V$PAX4_03

TR

‘na_pos {positively correlated)

Zero cross at

‘nalneg’inegatvely correlated)

0 25 50 75 100 125 150 175 200
Rank in Ordered Dataset

== Enrichment profile — Hits Ranking metric scores

D

Enrichment plot:

KOKKINAKIS_METHIONINE_DEPRIVATION_48HR_UP

-0,2
-0,2
-0,3
-0,3

Enrichment score (ES)

Ranked list metric (PreRanked)

05

0.4

03

02

01

Enrichment score (ES)

00

-0,1

Ranked list metric (PreRanked)

0,10

005 AN
0,00 1 [N N |

'y Y | N

-0,05 \N‘

-0,10
-0,15

o
5
o
5

il

0 |'na_pos' (positively correlated)

o Zero crogs al

na e’ ineaativey corre ated)

1] 25 50 75 100 125 150 175 200
Rank in Ordered Dataset

~— Enrichment profile — Hits Ranking metric scores

Enrichment plot:
ENK_UV_RESPONSE_KERATINOCYTE_UP

Zero cross at

‘na_pos' [positively correlatedy

Tnallneg] inegative ly correlate dy

o 25 50 75 100 alely 150 175 200
Rank in Ordered Dataset

== Enrichment profile — Hits Ranking metric scores




