
 
Fab8337 
 
AACGCCAACCAGCACAAACACATTCGAATAAGACTCACTCACACAGTGGCAAGCTGTGCAAGGCATTTGTGTTGGTGAGCAAGCG
AAGAGTTCCATTCTCTGCTTCGAAGTACGAAGAGAGAAAGAGTACTTTAAATTTCCACATTCCCGCCTTGCAGCGCCACCTGGCCT
TGGTAATGTAGAACTAGGAAGGAAAGCACCAACACAAGATGTCGCTCTCCGACAGTGGACATGTCGCGTAAAAAATGTTCGATAAC
TTTCAATGGTTCGATTGAACAGACAATAAGTGTATTTAAGACACCAGTTCTTATATTCAAAAATCCTAACAACTCACATT 
 
Fab-8CTCF Dir-Dir 
 
AACGCCAACCAGCACAAACACATTCGAATAAGACTCACTCACACAGTGGCAAGCTGTGCAAGGCATTTGTGTTGGTGAGCAAGCG
AAGAGTTCCATTCTCTGCTTCGAAGTACGAAGAGAGAAAGAGTACTTTAAATTTCCACATTCCCGCCTTGCAGCTTACCAAGGCCA
GGTGGCGCTGCAATAATGTAGAACTAGGAAGGAAAGCACCAACACAAGATGTCGCTCTCCGACAGTGGACATGTCGCGTAAAAAA
TGTTCGATAACTTTCAATGGTTCGATTGAACAGACAATAAGTGTATTTAAGACACCAGTTCTTATATTCAAAAATCCTAACAACTCAC
ATT  
 
Fab-8CTCF Dir-Rev  
 
AACGCCAACCAGCACAAACACATTCGAATAAGACTCACTCACACAGTGGCAAGCTGTGCAAGGCATTTGTGTTGGTGAGCAAGCG
AAGAGTTCCATTCTCTGCTTCGAAGTACGAAGAGAGAAAGAGTACTTTAAATTTCCACATTCCCGCCTTGCAGCTTACCAAGGCCA
GGTGGCGCTGCAATAATGTAGAACTAGGAAGGAAAGCACCAAGTCGGAGAGCGACATCTTGTGTTCGACAGTGGACATGTCGCGT
AAAAAATGTTCGATAACTTTCAATGGTTCGATTGAACAGACAATAAGTGTATTTAAGACACCAGTTCTTATATTCAAAAATCCTAACAA
CTCACATT  
 

Designations: PTS; Elba bs; GAF bs; CTCF bs; inverted sequence 


