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Supplementary Table 1. Clinical data of three patients groups in colon cancer 

 
 Group 1 (n = 

110) Group 2 (n = 76) Group 3 (n = 
109) 

Race Asian 4 5 2 

 Black or African 
American 

32 10 14 

 White 57 80 75 

Age (yr) ≥ 60 73 80 50 

 < 60 27 18 50 

Gender Male 50 56 55 

 Female 50 43 45 

Tumor stage I 16 24 7 

 II 35 46 39 

 III 32 25 30 

 IV 18 4 18 

Tumor size T1 2 3 3 

 T2 15 24 7 

 T3 64 66 77 

 T4 18 7 13 

Microsatellite 
instability 

Yes 0.9 12 0.9 

 No 23 24 32 

Metastasis Yes 16 4 18 

 No 65 74 63 

Vital status Alive 85 84 86 

 dead 14 15 14 

Residual tumor R0 71 55 69 

 R1 2 1 0 

 R2 2 0 3 

New tumor event 
after initial 
treatment 

Yes 5 0 4 

 No 17 7 6 

Anatomic 
neoplasm 
subdivision 

Ascending colon 16 29 14 



 Cecum 29 42 11 

 Descending colon 5 3 6 

 Hepatic flexure 7 8 4 

 Sigmoid colon 32 4 46 

 Transverse colon 7 7 13 

 


