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Supplementary Figure S1 Sodium dodecyl sulfate polyacrylamide gel
electrophoresis (SDS-PAGE) profile of recombinant bmGSTu2 and its mutants

Purified recombinant proteins were applied to SDS-PAGE as described in the Methods section. M,

protein molecular size markers; lane 1, WT; lane 2, [54A; lane 3, E66A; lane 4, S67A; lane 5,

N68A.
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Supplementary Figure S2 Analysis of diazinon metabolites of bmGSTu2 by
Liquid-chromatography (LC)

LC analysis after incubation of diazinon with bmGSTu2 and glutathione (GSH).
Conditions were described in the Methods section. Diazinon and its metabolite are

indicated with arrow.
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Supplementary Figure S3 Analysis of diazinon metabolites of bmGSTu2 by

Mass-spectrometry (MS)/MS

MS/MS analysis of the diazinon metabolite was carried out. The ion peaks at m/z 169

and 313 correspond to the molecular ions of GSH-conjugated diazinon.
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Supplementary Figure S4 Analysis of 1-chloro-2,4-dinitrobenzene (CDNB)
metabolites of bmGSTu2 by LC
LC analysis after incubation of CDNB with bmGSTu2 and GSH. Conditions were

described in the Methods section. CDNB and its metabolite are indicated with arrow.
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Supplementary Figure S5 Analysis of 1-chloro-2,4-dinitrobenzene (CDNB)
metabolites of bmGSTu2 by MS/MS
MS/MS analysis of the CDNB conjugate was performed. The ion peaks at m/z 345

correspond to the molecular ions of GSH-conjugated CDNB.



