1000

Raw read depth

° O R A1 i R R I
Chrl Chrll

(W | 0 VRO A0 60 00 O OOONE Y
AR AT O RO O RO O NV R
00800000 AN 0 0 0 0O A O

NN N Y ) S [ N N N N N —
524900 1049800  [1574700  [2099600 2624500  [3149400 3674300  [4199200

1 00NN N CONOT O ACCRU OO AN T O R B KOO

000000 0 R 00 0 000 T OO O |
Y 00T O UNU O O N0 O N (A ORI O NN (RO O OO

= Protein-coding genes m Pseudogenes ~ RNA genes

L. interrogans serovar Hardjo
strain Norma

Figure S1. Mapping of the reads from L. interrogans serovar Hardjo strain Hardjoprajitno to
the genome of L. interrogans serovar Hardjo strain Norma. Raw read depth plotted in light blue was
averaged over a window of 500 bp. Vertical red bars below the coverage plot indicate SNPs located
within predicted protein-coding genes.



