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Supplemental Figures 

Fig.S1 EGFP expression shows the successful lentiviral transduction for mouse VSMCs. (a). 

is the mode chart of lentiviral vector harboring mrjp1 gene. (b). is the EGFP expression observed 

in both control and MRJP1 expressing VSMCs after lentiviral transduction. 

Fig.S2 Primers for PCR amplification and real time RT-PCR analysis. (a). shows the forword 

and revered primers for PCR amplification of mrjp1. (b). displays the forword and revered primers 

for real time RT-PCR analysis of mrjp1 RNA. 

Fig.S3 Immunofluenscent analysis shows reduced αSMA expression by MRJP1 in VSMCs. 

Immunofluenscent analysis of α SMA expression between control and MRJP1 expressed VSMCs. 

The expression level is shown as α SMA /DAPI from three independent experiments (n=3, mean 

±S.D.) and * indicates p < 0.05.  

Fig.S4 Differentially expressed proteins visulized in the enriched pathway of RNA transport. 

Green labeled boxes represent the proteins annotated in the significantly enriched pathway of 

RNA transport. Highlighted pink boxes indicate the differentially expressed proteins mapped into 

the pathway. 

Fig.S5 Differentially expressed proteins visulized in the enriched pathway of Splicesome. 

Proteins in green labeled boxes are the proteins invovled in the significantly enriched pathway of 

Splicesome. Proteins in highlighted pink boxes are the differentially expressed ones mapped into 

the pathway. 

Fig.S6 Differentially expressed proteins visulized in the enriched pathway of Citrate cycle. 

Green labeled boxes represent the protein references annotated in the significantly enriched 

pathway of Citrate cycle. The highlighted pink boxes are the entries of differentially expressed 

proteins mapped into the pathway. 



 

Fig.S1 

 

Fig.S2 

 

 

Fig.S3 



 

Fig.S4 

 

Fig.S5 



 

Fig.S6 


