Table S2 Primer sets used in this study”

Target gene  Comment for product Primer sets Primer sequence (5'-3")
Construction of gene cassettes
ripAY Native form, for expression P1002 5'-GCTCTAGAATGGAAAGAATCTCGACAAATG-3'

inpYC2/CT P1003 5'-GGACTAGTTCAGTCGGGTTTGGGCTGCGTG-3'
ripAY N-terminal His-tagged form, P3063 5'-GCATATGGGCAGCAGCCATCACCATCATCACCAC

for expression in pET24b AGCCAGATGGAAAGAATCTCGACAAATGC-3'

P3037 5'-GGACTAGTTCACTCGGTCGTCCGGATCAAG-3'

ripAY N-terminal HA-tagged form, P3211 5'-ATTCGGTACCACTAGATGTACCCATACGATGTTC

for expression in CA-3'

pEI2Q-MCS, In-Fusion  P3236 5'-ATTCGAGCTCACTAGTCAGTCGGGTTTGGGCTG-3'

cloning
ripAY GFP fusion, for expression P3237 5'-ATGGACGAGCTGTACATGGAAAGAATCTCGACA

in pEI2Q-gfp, In-Fusion AA-3'

cloning P3238 5'-CCGCTTTACTTGTACTCAGTCGGGTTTGGGCTGCG

-3

YERI163c Native form, for expression P3042 5'-GACTAGTATGACTAATGACAACAGTGGTAT-3'

inpYC2/CT P3043 5'-GACTAGTTCACCTGTATTTATTTACAGTC-3'
YERI63c N-terminal His-tagged form, P3064 5'-GCATATGGGCAGCAGCCATCACCATCATCACCAC

for expression in pET24b AGCCAGATGACTAATGACAACAGTGGTAT-3'

P3040 5'-GGCGGCCGCCCTGTATTTATTTACAGTCTC-3'

RTC3 Native form, for expression P3078 5'-GGCATATGTCTACTGTAACCAAATACT-3'

in pET24b P3079 5'-GGGAATTCTCAATTGTAGGCTTTGGTTCCG-3'
TRX2 Native form, for expression P3084 5'-GGCATATGGTCACTCAATTAAAATCCG-3'

in pET24b P3085 5'-GGGAATTCCTATACGTTGGAAGCAATAGCT-3'
RsTrxA Native form, for expression P3098 5'-GGCATATGAGCGAACAGATCAAGTATG-3'

in pET24b P3099 5'-GGGAATTCTTAGAGGTGGCTGTCCAGGAAG-3'
AtTRX-h1 Native form, for expression P3102 5'-GGCATATGGCTTCGGAAGAAGGACAAG-3'

in pET24b P3103 5'-GGGAATTCTTAAGCCAAGTGTTTGGCAATG-3'
AtTRX-h2 Native form, for expression P3104 5'-GGCATATGGGAGGAGCTTTATCAACTG-3'

in pET24b P3105 5'-GGGAATTCTTATGCTCTGAGTTTGCTAACT-3'
AtTRX-h3 Native form, for expression P3106 5'-GGCATATGGCCGCAGAAGGAGAAGTTA-3'

in pET24b P3107 5'-GGGAATTCTCAAGCAGCAGCAACAACTGTC-3'
AtTRX-h4 Native form, for expression P3108 5'-GGCATATGGCGGCAGAAGAGGGTCAAG-3'

in pET24b P3109 5'-GGGAATTCTTACGCAGTTGTAACACCAGTA-3'
AtTRX-h5 Native form, for expression P3110 5'-GGCATATGGCCGGTGAAGGAGAAGTGA-3'

in pET24b P3111 5'-GGGCGGCCGCTCAAGCAGAAGCTACAAGACC-3'
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5'-GGCATATGGGTTCCAATGTTTCATCTG-3'
5'-GGGAATTCTTAAACCCTATGTTGTTCAATC-3'
5'-GGCATATGGGTGCTAACGTTTCTACTC-3'
5'-GGGAATTCTCAGAAGAAGGATTGTGTGTAT-3'
5'-GGCATATGGGTAGCTGCGTCTCTAAGG-3'
5'-GGGAATTCTCAAGGCCGTTGAGGACTTTCA-3'
5'-GGCATATGGACACTGCTACAGGAATTCCAG-3'
5'-GGGCGGCCGCTTACAAGAATTTGTTGATGCTG-3'
5'-GGCATATGGTTGGTCAGGTGACGGAGGTCG-3'
5-GGGAATTCTCATCCGGAAGCAGCAGACCTC-3'
5'-GGCATATGGGCGGAATCAAAGAGATTGGAG-3'
5'-GGGCGGCCGCTTAAGCAACAGATATTGAGT-3'
5'-GGCATATGGAAGCCAAGAAGCAGACATTTG-3'
5'-GGGCGGCCGCCTATGGCTTCACTTTTAGAG-3'
5'-GGCATATGGGCAAGTTTGTCAGAGAAGATT-3'
5'-GGGAATTCTCACATCTCGTTGTCAATGATA-3'
5'-GGCATATGGAAAATGGTGTTGTTCTAGTGA-3'
5'-GGGCGGCCGCTCACTTGTAGAGCTGTTCCA-3'

5'-CGTGTCATCCGCCGGCAACTACTGGACGAG-3'
5'-CTCGTCCAGTAGTTGCCGGCGGATGACACG-3'
5'-CGCTTTGTCGAATCCAGCGAAACAGCCAAG-3'
5-CTTGGCTGTTTCGCTGGATTCGACAAAGCG-3'
5'-"TGCAACATGGAGCCCACCTAGCCGTTTCATTG-3'
5'-CAATGAAACGGCTAGGTGGGCTCCATGTTGCA-3'
5-AGCATCATGGTCTCCACCTAGCCGTTTCATTG-3'
5'-CAATGAAACGGCTAGGTGGAGACCATGATGCT-3'

5'-GGGGATCCTCGCCAACAAGGTGGCCGATG-3'
5'-GGGGATCCCGCTCGGACAGCAGTTGCGCC-3
5'-GGGAATTCCGGCCCGCCATGCGG-3'
5'-GGGGATCCGGCTGGCACCGTCGATCGGGA-3
5'-GGGGATCCCGCCACTCGCCATTCTCTCGC-3'
5'-GGAAGCTTAGCCGATGCCGATAATGTCC-3



NbACREI32 NbACREI32  5'- CAAACGGCGGCACAAGAC -3'
-qQRT-FW
NbACREI32  5'- GATAACCGCCAGCGAAATTG -3'
-qRT-RV

NbEFIa NbEF10-qRT  5'- CCTCAAGAAGGTTGGATACAAC -3'
FW
NbEF10-qRT  5'- TCTTGGGCTCATTAATCTGGTC -3'
RV

NbPti5 NbPti5-qRT-  5'- CCTCCAAGTTTGAGCTCGGATAGT -3'
FW
NbPti5-qRT-  5'- CCAAGAAATTCTCCATGCACTCTGTC -3'
RV

NbWRKY22 NbWrky22  5'- CAAGGCATAAAGCAGACACAACA -3'
-qRT-FW
NbWrky22  5'- GCTTCTGACCACCGCATGT -3'

-qRT-RV

* The restriction sites used for cloning are underlined.



