
Proteobacteria 4010

Treponema 8

Treponema berlinense, 7CPL208 l[T] r[T] s[
Treponema pectinovorum, ATCC 33768 l[T] r[T]

Treponema saccharophilum, ATCC 43261 l[T] r[T]
Treponema brennaborense DSM 12168, DSM 12168 e[G] s[T] 
Treponema brennaborense, l[T] r[T] s[T]

OTU_1139645_BGP.2.1.AMP_294549
Treponema lecithinolyticum, l[T] r[T] s[T]

Treponema maltophilum, l[T] r[T] s[T]
uncultured bacterium, ASBR reactor treating swine waste

Treponema 5

Treponema 5

Spirochaeta 8

Sphaerochaeta 3

Spirochaeta sp. MO−SPC2, MO−SPC2 l[T], subseafloor sediments
Spirochaeta thermophila, type strain: DSM 657

Spirochaeta bajacaliforniensis, type strain DSM 1605
Spirochaeta smaragdinae, SEBR 4228; DSM 11293

Borrelia 15

Spirochaeta aurantia subsp. aurantia, type strain: DSM 190

Spirochaeta 5

Spirochaetaceae

Exilispira thermophila, type sp., RASEN l[T] r[T] s[T]

Brachyspiraceae 7

OTU_575765_BGP.3.1.AMP_467821
OTU_543067_BGP.2.1.AMP_203908

uncultured bacterium, mesophilic anaerobic digester, municipal wastewater
Candidatus Cloacimonas acidaminovorans s, e[G] e[G], Evry mesophilic anaerobic digester

Brevinema andersonii, type sp., ATCC 43811 l[T] r[T]

Leptospiraceae 24

Spirochaetes

Fusobacterium 14

Fusobacterium varium ATCC 27725, ATCC 27725 s[C] s[C]
Fusobacterium varium, ATCC 8501 l[T] r[T] 
Fusobacterium ulcerans, NCTC 12111T l[T] r[T

Fusobacterium 3

Fusobacterium perfoetens, ATCC 29250 l[T] r[T]
Cetobacterium somerae, WAL 14325 l[T] r[T] 
Cetobacterium ceti, type sp., M−3333; NCFB 3026 l[

Fusobacteriacecae

Ilyobacter insuetus, DSM 6831 T l[T] r[T]
Propionigenium modestum, type sp., l[T] r[T] s[T]
Ilyobacter polytropus DSM 2926, type sp., DSM 2926 e[G] l[T] r, marine mud

Propionigenium maris, 10succ1 l[T] r[T] s[
Ilyobacter tartaricus, DSM 2382 T l[T] r[T]

Psychrilyobacter atlanticus, type sp., HAW−EB21 l[T] r[T] s

Fusobacteriaceae

Leptotrichiaceae 11

Fusobacteria

uncultured bacterium, ASBR reactor treating swine waste
OTU_4357841_BGP.3.1.AMP_467744
uncultured Fusobacterium sp., sediment

Elusimicrobia 6

Armatimonadetes 3

Deferribacteres 11

Chrysiogenetes 4

Acidobacteria 25

Campylobacterales 100

Nitratiruptor tergarcus, type sp., MI55−1 l[T] r[T] s[T, deep−sea hydrothermal vent chimney

Nautiliaceae 10

Epsilonproteobacteria

Desulfurellaceae 7

Desulfovibrionales 95

Deferrisoma camini, type sp., S3R1 l[T] s[T], deep−sea hydrothermal vent

Deltaproteobacteria 189

Bacteroidetes 1240

Chlorobi 13

Verrucomicrobia 34

Puniceicoccaceae and Opitutaceae 9

Lentisphaerae 4

Chlamydiae 13

Planctomycetes 23

Fibrobacteres 4

Deinococcus−Thermus 84

Nitrospiraceae 7

Actinobacteria 2897

Chloroflexi 33

Firmicutes and Tenericutes 2425

Aquificae 28

Thermodesulfobacteria 8

Synergistetes 23

Thermodesulfobiaceae 3

Thermotogaceae and Fervidobacteraceae 22

Petrotogaceae 6

OTU_777316_BGP.4.1.AMP_700282
Defluviitoga tunisiensis, SulfLac1 l[T] s[T] l, sludge from an anaerobic reactor
uncultured bacterium, mesophilic anaerobic digester, municipal wastewater
Defluviitoga tunisiensis L3
Geotoga petraea, type sp., l[T] r[T] s[T]

Geotoga subterranea, CC−1 l[T] r[T] s[T]
Oceanotoga teriensis, type sp., OCT74 l[T] r[T] s[T], oil production wells

Marinitoga 5

Kosmotogaceae 2

Thermotogae

Bacteria

Archaea 449
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