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Clean everything

clc; clear all; close all;

Load classifications

C.reactor, C.pH, C.tan, C.power,C.biogas, C.vfa, C.olr, C.srt, C.temp , C.fa, C.biogasPerOlr

C = LoadClassification();

Taxonomy Data

1. Read taxonomy data

[tax_matrix_original, TaxMatrixPlusDescription] = ReadTaxFiles();
% Sort by taxonomy profile

% 2. Remove root entry
for root = 1: size(tax_matrix_original, 1)
if (strcmp(tax_matrix_original(root,1), “root"))
tax_matrix_original(root,:) = [];
break
end
end
clearvars root;

% 3. Contracting the length of the sample names
for entry = 2: size(tax_matrix_original, 2)
str = cell2mat(tax_matrix_original(1, entry));
tax_matrix_original (1, entry) = {regexprep(str,“RH_Tax Order_UniRef50_allSpecies_Gent",""
end
clearvars str, entry;

% Remove "‘Unknown"-entry
for unknown = 1: size(tax_matrix_original, 1)
if (strecmp(tax_matrix_original (unknown,1), “unknown®))
tax_matrix_original (unknown,:) = [];
break; % “UNKNOWN"™ is only once in the dataset
end
end

clearvars unknown;
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end
clearvars unknown;

% 4. Filtering and normalizing of the "tax _matrix_original™ with at least

% one entry, were the taxonomy represents at least 1% of the spectra

[tax_matrix_Ffiltered, specAverageBgp] = FilterAndNormalize(tax_matrix_original, 0.01);

% 4b. Sort after the taxTree

tax_matrix_Ffiltered_desc = cell(size(tax_matrix_filtered,1), size(tax_matrix_Tfiltered,2)+5);

tax_matrix_Ffiltered_desc(:,1) = tax_matrix_filtered(:,1);

tax_matrix_Ffiltered_desc(:,7:end) = tax_matrix_Ffiltered(:,2:end);

% Add description to the taxonomy matrix

for tax = 1: size(tax_matrix_Ffiltered,1)

for entries = 1 : size(TaxMatrixPlusDescription, 1)
if (isequal(tax_matrix_filtered(tax,1l), TaxMatrixPlusDescription(entries,1l)) )
tax_matrix_Filtered_desc(tax,2) = TaxMatrixPlusDescription(entries,2); % Superkinc
tax_matrix_Filtered_desc(tax,3) = TaxMatrixPlusDescription(entries,3); % Kingdom
tax_matrix_Filtered_desc(tax,4) = TaxMatrixPlusDescription(entries,4); % Phylum
tax_matrix_Filtered_desc(tax,5) = TaxMatrixPlusDescription(entries,5); % Class
tax_matrix_Filtered_desc(tax,6) = TaxMatrixPlusDescription(entries,6); % Order
end
end
end
clearvars tax entries;

[tax_average_matrix_filtered]= AverageMatrix(tax_matrix_Ffiltered);

% 5. Create the correlation matrix

[tax_correlationMatrix2, pValues] = CalculateCorrelation_V2(tax_average_matrix_filtered, tax_
% Add description to the correlation matrix

tax_correlationMatrix_desc = cell(size(tax_correlationMatrix2,1), size(tax_correlationMatrix:
tax_correlationMatrix_desc(:,1:6) = tax_matrix_Ffiltered_desc(:,1:6);
tax_correlationMatrix_desc(:,7:end) = tax_correlationMatrix2(:,2:end);

% 6. Perform PCA
[coeff,Scores, latent] =PerformPCA(tax_matrix_Ffiltered, tax _matrix_filtered(1, 2:end),"Tax");
PerformPCA(tax_average matrix_Ffiltered, tax_average matrix_Ffiltered(1, 2:end), "Tax Norm®");

IMPORTED: RH_Tax_Order_UniRef50_allSpecies_GentOla
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent01lb
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_GentOlc
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent02a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent02b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent02c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent03a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent03b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent03c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent04a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent04b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent04c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent0O5a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent05b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent05c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent06a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent06b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent06c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent0O7a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent07b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent07c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent08a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent08b
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent08c
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent09a
IMPORTED: RH_Tax_Order_UniRef50_allSpecies_Gent09b

EAMDPDADTCEN = DL TAavyw NedAas llhwmwasDPDAFCN ALl ChAAARA~S OCAnme+NO A~

2 von 24 21.07.2016 14:37



Main class for investigation of metaproteome data

3von 24

BV VIV .

IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:

IANMDADTCN =

INI_1TUA_ VI ULl _ VITENUIUU_ U IUPLULELOD_ ULliLuuy

RH_Tax_Order_UniRef50_allSpecies_Gent09a
RH_Tax_Order_UniRef50_allSpecies_Gent09b
RH_Tax_Order_UniRef50_allSpecies_Gent09c
RH_Tax_Order_UniRef50_allSpecies_Gentl0a
RH_Tax_Order_UniRef50_allSpecies_Gentl0b
RH_Tax_Order_UniRef50_allSpecies_Gentl0c
RH_Tax_Order_UniRef50_allSpecies_Gentlla
RH_Tax_Order_UniRef50_allSpecies_Gentllb
RH_Tax_Order_UniRef50_allSpecies_Gentllc
RH_Tax_Order_UniRef50_allSpecies_Gentl2a
RH_Tax_Order_UniRef50_allSpecies_Gentl2b
RH_Tax_Order_UniRef50_allSpecies_Gentl2c
RH_Tax_Order_UniRef50_allSpecies_Gentl3a
RH_Tax_Order_UniRef50_allSpecies_Gentl3b
RH_Tax_Order_UniRef50_allSpecies_Gentl3c
RH_Tax_Order_UniRef50_allSpecies_Gentl4a
RH_Tax_Order_UniRef50_allSpecies_Gentl4b
RH_Tax_Order_UniRef50_allSpecies_Gentl4c
RH_Tax_Order_UniRef50_allSpecies_Gentl5a
RH_Tax_Order_UniRef50_allSpecies_Gentl5b
RH_Tax_Order_UniRef50_allSpecies_Gentl5c
RH_Tax_Order_UniRef50_allSpecies_Gentl6a
RH_Tax_Order_UniRef50_allSpecies_Gentl6b
RH_Tax_Order_UniRef50_allSpecies_Gentl6c
RH_Tax_Order_UniRef50_allSpecies_Gentl7a
RH_Tax_Order_UniRef50_allSpecies_Gentl7b
RH_Tax_Order_UniRef50_allSpecies_Gentl7c
RH_Tax_Order_UniRef50_allSpecies_Gentl8a
RH_Tax_Order_UniRef50_allSpecies_Gentl8b
RH_Tax_Order_UniRef50_allSpecies_Gentl8c
RH_Tax_Order_UniRef50_allSpecies_Gentl9a
RH_Tax_Order_UniRef50_allSpecies_Gentl19b
RH_Tax_Order_UniRef50_allSpecies_Gentl9c
RH_Tax_Order_UniRef50_allSpecies_Gent20a
RH_Tax_Order_UniRef50_allSpecies_Gent20b
RH_Tax_Order_UniRef50_allSpecies_Gent20c
RH_Tax_Order_UniRef50_allSpecies_Gent2la
RH_Tax_Order_UniRef50_allSpecies_Gent2lc
RH_Tax_Order_UniRef50_allSpecies_Gent21ld
RH_Tax_Order_UniRef50_allSpecies_Gent22a
RH_Tax_Order_UniRef50_allSpecies_Gent22b
RH_Tax_Order_UniRef50_allSpecies_Gent22c
RH_Tax_Order_UniRef50_allSpecies_Gent23a
RH_Tax_Order_UniRef50_allSpecies_Gent23b
RH_Tax_Order_UniRef50_allSpecies_Gent23c
RH_Tax_Order_UniRef50_allSpecies_Gent24a
RH_Tax_Order_UniRef50_allSpecies_Gent24b
RH_Tax_Order_UniRef50_allSpecies_Gent24c
RH_Tax_Order_UniRef50_allSpecies_Gent25a
RH_Tax_Order_UniRef50_allSpecies_Gent25b
RH_Tax_Order_UniRef50_allSpecies_Gent25c
RH_Tax_Order_UniRef50_allSpecies_Gent26a
RH_Tax_Order_UniRef50_allSpecies_Gent26b
RH_Tax_Order_UniRef50_allSpecies_Gent26¢c
RH_Tax_Order_UniRef50_allSpecies_Gent27a
RH_Tax_Order_UniRef50_allSpecies_Gent27b
RH_Tax_Order_UniRef50_allSpecies_Gent27c
RH_Tax_Order_UniRef50_allSpecies_Gent28a
RH_Tax_Order_UniRef50_allSpecies_Gent28b
RH_Tax_Order_UniRef50_allSpecies_Gent28c
RH_Tax_Order_UniRef50_allSpecies_Gent29a
RH_Tax_Order_UniRef50_allSpecies_Gent29b
RH_Tax_Order_UniRef50_allSpecies_Gent29c

DL TaAawv NerdAdAasr llneDAFEN ALICHhAA~AERAce CAand+DONA

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

21.07.2016 14:37



Main class for investigation of metaproteome data

4 von 24

LI N e AV

IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:

U vr U vireny CEUV_umsuUpLUURLU Uulitevu

RH_Tax_Order_UniRef50_allSpecies_Gent29b
RH_Tax_Order_UniRef50_allSpecies_Gent29c
RH_Tax_Order_UniRef50_allSpecies_Gent30a
RH_Tax_Order_UniRef50_allSpecies_Gent30b
RH_Tax_Order_UniRef50_allSpecies_Gent30c
RH_Tax_Order_UniRef50_allSpecies_Gent3la
RH_Tax_Order_UniRef50_allSpecies_Gent31lb
RH_Tax_Order_UniRef50_allSpecies_Gent3lc
RH_Tax_Order_UniRef50_allSpecies_Gent32a
RH_Tax_Order_UniRef50_allSpecies_Gent32b
RH_Tax_Order_UniRef50_allSpecies_Gent32c
RH_Tax_Order_UniRef50_allSpecies_Gent33a
RH_Tax_Order_UniRef50_allSpecies_Gent33b
RH_Tax_Order_UniRef50_allSpecies_Gent33c
RH_Tax_Order_UniRef50_allSpecies_Gent34a
RH_Tax_Order_UniRef50_allSpecies_Gent34b
RH_Tax_Order_UniRef50_allSpecies_Gent34c
RH_Tax_Order_UniRef50_allSpecies_Gent35a
RH_Tax_Order_UniRef50_allSpecies_Gent35b
RH_Tax_Order_UniRef50_allSpecies_Gent35c
RH_Tax_Order_UniRef50_allSpecies_Gent36a
RH_Tax_Order_UniRef50_allSpecies_Gent36b
RH_Tax_Order_UniRef50_allSpecies_Gent36¢c
RH_Tax_Order_UniRef50_allSpecies_Gent37a
RH_Tax_Order_UniRef50_allSpecies_Gent37b
RH_Tax_Order_UniRef50_allSpecies_Gent37c
RH_Tax_Order_UniRef50_allSpecies_Gent38a
RH_Tax_Order_UniRef50_allSpecies_Gent38b
RH_Tax_Order_UniRef50_allSpecies_Gent38c
RH_Tax_Order_UniRef50_allSpecies_Gent39a
RH_Tax_Order_UniRef50_allSpecies_Gent39b
RH_Tax_Order_UniRef50_allSpecies_Gent39c
RH_Tax_Order_UniRef50_allSpecies_Gent40a
RH_Tax_Order_UniRef50_allSpecies_Gent40b
RH_Tax_Order_UniRef50_allSpecies_Gent40c

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:

DECEAD -

RH_Tax_Order_UniRef50_allSpecies_GentOla
RH_Tax_Order_UniRef50_allSpecies_GentOlb
RH_Tax_Order_UniRef50_allSpecies_GentOlc
RH_Tax_Order_UniRef50_allSpecies_Gent02a
RH_Tax_Order_UniRef50_allSpecies_Gent02b
RH_Tax_Order_UniRef50_allSpecies_Gent02c
RH_Tax_Order_UniRef50_allSpecies_Gent03a
RH_Tax_Order_UniRef50_allSpecies_Gent03b
RH_Tax_Order_UniRef50_allSpecies_Gent03c
RH_Tax_Order_UniRef50_allSpecies_Gent0O4a
RH_Tax_Order_UniRef50_allSpecies_Gent04b
RH_Tax_Order_UniRef50_allSpecies_Gent0O4c
RH_Tax_Order_UniRef50_allSpecies_Gent05a
RH_Tax_Order_UniRef50_allSpecies_Gent05b
RH_Tax_Order_UniRef50_allSpecies_Gent05c
RH_Tax_Order_UniRef50_allSpecies_Gent06a
RH_Tax_Order_UniRef50_allSpecies_Gent06b
RH_Tax_Order_UniRef50_allSpecies_Gent06¢c
RH_Tax_Order_UniRef50_allSpecies_Gent0O7a
RH_Tax_Order_UniRef50_allSpecies_Gent07b
RH_Tax_Order_UniRef50_allSpecies_Gent07c
RH_Tax_Order_UniRef50_allSpecies_Gent08a
RH_Tax_Order_UniRef50_allSpecies_Gent08b
RH_Tax_Order_UniRef50_allSpecies_Gent08c
RH_Tax_Order_UniRef50_allSpecies_Gent09a
RH_Tax_Order_UniRef50_allSpecies_Gent09b
RH_Tax_Order_UniRef50_allSpecies_Gent09c
RH_Tax_Order_UniRef50_allSpecies_GentlOa

DL Tav NrAdar |llneDafFE=EN Al ICrnarmrsionce PCant1nNnh

21.07.2016 14:37



Main class for investigation of metaproteome data

5von 24

READ.
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:
READ:

PEAD -

R N R R R I e R L IR CICT R SV

RH Tax Order_UniRef50_allSpecies_Gent09c
RH_Tax_Order_UniRef50_allSpecies_GentlOa
RH_Tax_Order_UniRef50_allSpecies_Gentl0b
RH_Tax_Order_UniRef50_allSpecies_GentlOc
RH_Tax_Order_UniRef50_allSpecies_Gentlla
RH_Tax_Order_UniRef50_allSpecies_Gentllb
RH_Tax_Order_UniRef50_allSpecies_Gentllc
RH_Tax_Order_UniRef50_allSpecies_Gentl2a
RH_Tax_Order_UniRef50_allSpecies_Gentl2b
RH_Tax_Order_UniRef50_allSpecies_Gentl2c
RH_Tax_Order_UniRef50_allSpecies_Gentl3a
RH_Tax_Order_UniRef50_allSpecies_Gentl3b
RH_Tax_Order_UniRef50_allSpecies_Gentl3c
RH_Tax_Order_UniRef50_allSpecies_Gentl4da
RH_Tax_Order_UniRef50_allSpecies_Gentl4b
RH_Tax_Order_UniRef50_allSpecies_Gentl4c
RH_Tax_Order_UniRef50_allSpecies_Gentl5a
RH_Tax_Order_UniRef50_allSpecies_Gentl5b
RH_Tax_Order_UniRef50_allSpecies_Gentl5c
RH_Tax_Order_UniRef50_allSpecies_Gentl6a
RH_Tax_Order_UniRef50_allSpecies_Gentl6b
RH_Tax_Order_UniRef50_allSpecies_Gentl6c
RH_Tax_Order_UniRef50_allSpecies_Gentl7a
RH_Tax_Order_UniRef50_allSpecies_Gentl7b
RH_Tax_Order_UniRef50_allSpecies_Gentl7c
RH_Tax_Order_UniRef50_allSpecies_Gentl8a
RH_Tax_Order_UniRef50_allSpecies_Gentl8b
RH_Tax_Order_UniRef50_allSpecies_Gentl8c
RH_Tax_Order_UniRef50_allSpecies_Gentl9a
RH_Tax_Order_UniRef50_allSpecies_Gentl9b
RH_Tax_Order_UniRef50_allSpecies_Gentl9c
RH_Tax_Order_UniRef50_allSpecies_Gent20a
RH_Tax_Order_UniRef50_allSpecies_Gent20b
RH_Tax_Order_UniRef50_allSpecies_Gent20c
RH_Tax_Order_UniRef50_allSpecies_Gent2la
RH_Tax_Order_UniRef50_allSpecies_Gent2lc
RH_Tax_Order_UniRef50_allSpecies_Gent21ld
RH_Tax_Order_UniRef50_allSpecies_Gent22a
RH_Tax_Order_UniRef50_allSpecies_Gent22b
RH_Tax_Order_UniRef50_allSpecies_Gent22c
RH_Tax_Order_UniRef50_allSpecies_Gent23a
RH_Tax_Order_UniRef50_allSpecies_Gent23b
RH_Tax_Order_UniRef50_allSpecies_Gent23c
RH_Tax_Order_UniRef50_allSpecies_Gent24a
RH_Tax_Order_UniRef50_allSpecies_Gent24b
RH_Tax_Order_UniRef50_allSpecies_Gent24c
RH_Tax_Order_UniRef50_allSpecies_Gent25a
RH_Tax_Order_UniRef50_allSpecies_Gent25b
RH_Tax_Order_UniRef50_allSpecies_Gent25c
RH_Tax_Order_UniRef50_allSpecies_Gent26a
RH_Tax_Order_UniRef50_allSpecies_Gent26b
RH_Tax_Order_UniRef50_allSpecies_Gent26c¢c
RH_Tax_Order_UniRef50_allSpecies_Gent27a
RH_Tax_Order_UniRef50_allSpecies_Gent27b
RH_Tax_Order_UniRef50_allSpecies_Gent27c
RH_Tax_Order_UniRef50_allSpecies_Gent28a
RH_Tax_Order_UniRef50_allSpecies_Gent28b
RH_Tax_Order_UniRef50_allSpecies_Gent28c
RH_Tax_Order_UniRef50_allSpecies_Gent29a
RH_Tax_Order_UniRef50_allSpecies_Gent29b
RH_Tax_Order_UniRef50_allSpecies_Gent29c
RH_Tax_Order_UniRef50_allSpecies_Gent30a
RH_Tax_Order_UniRef50_allSpecies_Gent30b

PH Tav Nrdar | InsRPafF=EN allICnrnarsaoce Cant2N-~

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

21.07.2016 14:37



Main class for investigation of metaproteome data file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

e = e v mmies _ erimiav e e e mim e e e v e et

READ: RH_Tax_Order_UniRef50_allSpecies_Gent30a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent30b
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent30c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent3la
READ: RH_Tax_Order_UniRef50_allSpecies_Gent31lb
READ: RH_Tax_Order_UniRef50_allSpecies_Gent3lc
READ: RH_Tax_Order_UniRef50_allSpecies_Gent32a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent32b
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent32c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent33a
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent33b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent33c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent34a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent34b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent34c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent35a
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent35b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent35c
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent36a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent36b
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent36¢c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent37a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent37b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent37c
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent38a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent38b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent38c
READ: RH_Tax_Order_UniRef50_allSpecies_Gent39a
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent39b
READ: RH_Tax_Order_UniRef50_allSpecies_Gent39c
READ: RH_Tax_Order_UniRef50_al ISpecies_Gent40a
READ: RH_Tax_Order_UniRef50_allSpecies_Gent40b
READ: RH_Tax_Order_UniRef50_al lSpecies_Gent40c
Taxonomy files successfully read:

Matrix was normalized and filtered by threshold 0.01 successfully
CrossCorrelation with Spearman matrix successfully calculated

2nd Principal Cormponent
=

_E 1 1 1 1 1 1 1 |
B -4 -2 a 2 4 ) g 10

15t Principal Component
6 von 24 21.07.2016 14:37




Main class for investigation of metaproteome data file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

-2 -4 -Z u] £ 4 ] u] 1
1st Principal Component

40 F —191%
J5F —80%
30+ ~65%
¢ 157 Y
201 —45%
151 —34%
10F 123%
] 1411%

Rhizobiales

|:|3 ...... ............ ......... Sp.lrl:lthaet.a S ................................... ......
: : Sl apinng ales, ThErmutngaIaa
: Al = Demncsurellales
: : Inexales :
02k - L Thetmoane aateral e T S
: : ; + : Enternhactenales
Latohdkillalps ; D JAlteromonadales
: : | fikholderigles . ‘v":b el
Ot - WStk % L thrionales
: : LSRRG : : :

E i-u gt 0N

SIEIES

= e S eferales

Ml Eﬁlr‘?@myceteles

Component 2
[

g psomonadales :
O ki e h'sihi:u'c'tuj:' Sl -.E=. N pylobacterales 5
» LS ‘ annlg%égqa Methanuaarcinfales
] S - .e.tha.nu ..... hrohastegldbales . TR
: acterl:u a e‘a
O3k ......................................................
| | | 1 | |
0.3 0.2 0.1 1] 0.1 0.2 0.3
Component 1
5
g
4+ & &
ga
T &
7 von 24 W al v i N 21.07.2016 14:37




Main class for investigation of metaproteome data

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

Sk
& =
g7 T &
= 4l = &
g dﬁ ,:55‘3
% (s dza dﬂa (ﬂﬁl:ﬁza(ﬂm ':F
= P s
E 1t .ﬁﬁﬁ . A
: S &
&2t e
d’m
Gt a
e ¥ s
A 1 1 |
A 1] 5 10
15t Principal Component
40 191 %

Component 2

: *ﬁ?'l aT z
............ Fanociy d|l l A

nu:umn d4
*

sl

8 von 24

+* —

i L

A\

a0%

B2 %

a7 %

455%

3%

23%

1%

0%

THermntu

Deinocs ﬁggetgurellale;

EntErDhacterlales
Alternmunadales

gL IIIL,-GIH:H:-

R odobacterales

Hacter
ﬁc?mnmycetales
it SnmnnadalES

*

-.Da



Main class for investigation of metaproteome data

[ : i =
N 1 T SR .ﬁuﬂﬁfﬁa_/ = i |I...
. r‘n:lr‘n n
'féthannha_leqﬁles
_|:|:2 ............................ {'C aeugl,eh
LFFre R LR R R REEEE
I i |

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

T LU L ELQIE D

: s_nml:unadales

Component 1

Process data

1. Read process data rows Variables, cols: BGPs (original matrix is transposed)

[meta_matrix] ReadMetaData();
% 3. Calculate Cross Correlations

[meta_correlationMatrix]

= CalculateCorrelation_V2(meta_matrix, meta_matrix);

CrossCorrelation with Spearman matrix successfully calculated

Biological function Ontology

% 1. Read biological functions
[onto_matrix_original]

ReadBiolFunctFiles();

% 2. Shorten the entry in the type list

for entry =
str cell2mat(onto_matrix_original
onto_matrix_original(1, entry)

end

clearvars str, entry;

2: size(onto_matrix_original,

2)
(1, entry));

= {regexprep(str, "Gent_Onto_BiolFunction_UniRef50_allSpeci

% 3. Fillter and normalize the onto matrix

[onto_matrix_filtered]

% 4. Create average matrix

FilterAndNormalize(onto_matrix_original,

0.01);

[onto_average_matrix_filtered]= AverageMatrix(onto_matrix_Ffiltered);

% 5. The correlation matrix
[ onto_correlationMatrix2 ]

% 6. Perform PCA

[coeff,Scores, latent]= PerformPCA(onto_|
PerformPCA(onto_average_matrix_Tfiltered,

IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:
IMPORTED:

9 von 24 IMPORTED:

= CalculateCorrelation_V2(onto_average_matrix_Ffiltered, onto_aver

matrix_filtered, onto_matrix_filtered(1l, 2:end), "Onto_

onto_average_matrix_Ffiltered(1, 2:end), "Onto_Norm®);

Gent_Onto_BiolFunction_UniRef50_allSpecies_GentOla
Gent_Onto_BiolFunction_UniRef50_allSpecies_GentOlb
Gent_Onto_BiolFunction_UniRef50_allSpecies_GentOlc
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent02a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent02b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent02c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent03a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent03b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent03c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent0O4a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent04b
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Gent_unto_BrolFuNcTiIon_unikeTbu_allspecies_Lentusc
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent0O4a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent04b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent0O4c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent0O5a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent05b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent05c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent06a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent06b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent06¢c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent0O7a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent07b
Gent_Onto_BiolFunction_UniRef50_allSpecies_GentO7c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent08a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent08b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent08c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent09a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent09b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent09c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl0a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl0b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl0c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentlla
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentllb
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentllc
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl2a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl2b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl2c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl3a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl3b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl3c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl4a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl4b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl4c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl5a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl5b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl5c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl6a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl6b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl6c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl7a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl7b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl7c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl8a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl8b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl8c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl9a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl9b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gentl9c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent20a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent20b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent20c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent2la
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent2lc
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent21d
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent22a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent22b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent22c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent23a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent23b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent23c
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent24a
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent24b
Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent24c
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IMPUKIEU: GENT_UNTO_BIOIFUNCTION_UNIKETHU_alispecies_uentz4a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent24b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent24c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent25a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent25b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent25c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent26a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent26b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent26¢c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent27a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent27b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent27c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent28a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent28b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent28c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent29a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent29b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent29c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent30a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent30b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent30c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent3la
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent3lb
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent3lc
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent32a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent32b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent32c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent33a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent33b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent33c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent34a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent34b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent34c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent35a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent35b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent35c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent36a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent36b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent36¢c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent37a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent37b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent37c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent38a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent38b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent38c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent39a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent39b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent39c
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent40a
IMPORTED: Gent_Onto_BiolFunction_UniRef50_ allSpecies_Gent40b
IMPORTED: Gent_Onto_BiolFunction_UniRef50_allSpecies_Gent40c

Ontology files successfully read:

Matrix was normalized and Ffiltered by threshold 0.01 successfully
CrossCorrelation with Spearman matrix successfully calculated
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Component 1

Metaprotein Data

% 1. Read metaprotein data
[mp_matrix_original, MatrixPlusDescription] = ReadMetaProteinFiles();

% 2.

Shorten the entry in the type list and shorten the identifier

for entry = 2: size(mp_matrix_original, 2)

end

str = cell2mat(mp_matrix_original (1, entry));
mp_matrix_original (1, entry) = {regexprep(str,“Gent _MP_UniRef50_allSpecies_Gent","")} ;

clearvars str entry;

% 3.

for

end

Remove "Unknown™"-entry
unknown = 1: size(MatrixPlusDescription, 1)
it (strecmp(MatrixPlusDescription(unknown,1), “UNKNOWN®))
mp_matrix_original (unknown,:) = [1;
MatrixPlusDescription(unknown,:) = [];
break; % “UNKNOWN™ is only once in the dataset
end

clearvars unknown;

% 4.

Remove "Keratin'-entries and shorten the identifier

remove = [];

for

end
14 von 24

filtered = 2: size(MatrixPlusDescription, 1)

if (isempty(strfind(cell2mat(MatrixPlusDescription(filtered,2)), "Keratin®)) == false);
remove(end+1,1) = Filtered;

end

% Shorten the identifer by removing UniRef50

str = cell2mat(MatrixPlusDescription(filtered,1));

MatrixPlusDescription(filtered,1l) = {regexprep(str, UniRef50_","")};

mp_matrix_original(Filtered,1l) = {regexprep(str,“UniRef50_","")};

remove = sort(remove, “"descend); 21.07.2016 14:37



Main class for investigation of metaproteome data

15 von 24

mp_matrix_original(Filtered,1l) = {regexprep(str,“UniRef50_","")};

end

remove = sort(remove, “"descend®);

for r = 1 :length(remove)
mp_matrix_original(remove(r),:) = [1;
MatrixPlusDescription(remove(r),:) = [1;

end

clearvars unknown r remove filtered;

% 5. Fillter and normalize the mp_matrix

[mp_matrix_Ffiltered] = FilterAndNormalize(mp_matrix_original, 0.01);
mp_matrix_Ffiltered_desc = cell(size(mp_matrix_filtered,1), size(mp_matrix_TFfiltered,2)+14);
mp_matrix_Filtered_desc(:,1) = mp_matrix_Ffiltered(:,1);

mp_matrix_Ffiltered_desc(:,16:end) = mp_matrix_filtered(:,2:end);

% 6. Create average matrix

[mp_average_matrix_Ffiltered]= AverageMatrix(mp_matrix_filtered);

% Add description to the mp_average matrix

file:///C:/Users/Biogas01/Desktop/Additional files 22/html/Start.html

mp_average_matrix_filtered_desc = cell(size(mp_average_matrix_Ffiltered,1), size(mp_average_me
mp_average_matrix_filtered_desc(:,1) = mp_average_matrix_filtered(:,1);
mp_average_matrix_filtered_desc(:,16:end) = mp_average_matrix_filtered(:,2:end);

% % Add Metainformation
for mp = 2: size(mp_average_matrix_filtered,1)

for entries = 2 : size(MatrixPlusDescription, 1)
if (isequal(mp_average_matrix_filtered_desc(mp,1l), MatrixPlusDescription(entries,1)) )

mp_average_matrix_filtered_desc(mp,2)
mp_average_matrix_filtered_desc(mp,3)
mp_average_matrix_filtered_desc(mp,4)
mp_average_matrix_filtered_desc(mp,5)
mp_average_matrix_filtered_desc(mp,6)
mp_average_matrix_filtered_desc(mp,7)
mp_average_matrix_filtered_desc(mp,8)
mp_average_matrix_filtered_desc(mp,9)
mp_average_matrix_filtered_desc(mp,10)
mp_average_matrix_filtered_desc(mp,11)
mp_average_matrix_filtered_desc(mp,12)
mp_average_matrix_filtered_desc(mp,13)
mp_average_matrix_filtered_desc(mp,14)
mp_average_matrix_filtered_desc(mp,15)
end
end
end
clearvars mp entries;

% 7. The correlation matrix

MatrixPlusDescription(entries,2); %
MatrixPlusDescription(entries,3); %
MatrixPlusDescription(entries,4); %
MatrixPlusDescription(entries,5); %
MatrixPlusDescription(entries,6); %
MatrixPlusDescription(entries,7); %
MatrixPlusDescription(entries,8); %
MatrixPlusDescription(entries,9); %
MatrixPlusDescription(entries,10);
MatrixPlusDescription(entries,11);
MatrixPlusDescription(entries,12);
MatrixPlusDescription(entries,13);
MatrixPlusDescription(entries,14);
MatrixPlusDescription(entries,15);

Descri
Taxonc
Superk
Kingdc
Phylun
Class
Order
Famili
% Gent
% Spec
% UniF
% UniF
% KO

% EC

[ mp_correlationMatrix2 ] = CalculateCorrelation_V2(mp_average matrix_Ffiltered, mp_average n

% Add description to the correlation matrix

mp_correlationMatrix2_desc = cell(size(mp_correlationMatrix2,1), size(mp_correlationMatrix2,z
mp_correlationMatrix2_desc(:,1:15) = mp_average_matrix_filtered_desc(:,1:15);
mp_correlationMatrix2_desc(:,16:end) = mp_correlationMatrix2(:,2:end);

% 8. Perform PCA

[coeff,Scores, latent]=PerformPCA(mp_matrix_filtered, mp_matrix_filtered(1, 2:end),"MP_");
PerformPCA(mp_average_matrix_filtered, mp_average_matrix_filtered(1l, 2:end), "MP_Norm®);

% Perform Clustergram
figure("Name®, "MP:Clustergram®);

clustergram(zscore(cell2Zmat(mp_matrix_filtered(2:end, 2:end))), “RowLabels®, mp_matr

IMPORTED: Gent_MP_UniRef50_allSpecies_GentOla
IMPORTED: Gent_MP_UniRef50_allSpecies_GentOlb
IMPORTED: Gent_MP_UniRef50_allSpecies_GentOlc
IMPORTED: Gent MP UniRef50 allSpecies GentO2a

ix_filt
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Gent_MP_UniRef50_allSpecies_GentOlb
Gent_MP_UniRef50_allSpecies_GentOlc
Gent_MP_UniRef50_allSpecies_Gent02a
Gent_MP_UniRef50_allSpecies_Gent02b
Gent_MP_UniRef50_allSpecies_Gent02c
Gent_MP_UniRef50_allSpecies_Gent03a
Gent_MP_UniRef50_allSpecies_Gent03b
Gent_MP_UniRef50_allSpecies_Gent03c
Gent_MP_UniRef50_allSpecies_Gent0O4a
Gent_MP_UniRef50_allSpecies_Gent04b
Gent_MP_UniRef50_allSpecies_Gent0O4c
Gent_MP_UniRef50_allSpecies_Gent0O5a
Gent_MP_UniRef50_allSpecies_GentO5b
Gent_MP_UniRef50_allSpecies_Gent0O5c
Gent_MP_UniRef50_allSpecies_Gent06a
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Basisdaten Bioen

E- x

Perform mixed correlations necessary that both matrixes has the same number of entries

Metadata

[meta_taxo_correlationMatrix ] = CalculateCorrelation_V2(meta_matrix, tax_average_matrix_fil1
[meta_onto_correlationMatrix ] = CalculateCorrelation_V2(meta_matrix, onto_average matrix_fil
[meta_mp_correlationMatrix ] = CalculateCorrelation_V2(meta_matrix, mp_average_matrix_filtere
% Taxodata

[taxo_meta_correlationMatrix ] = CalculateCorrelation_V2(tax_average matrix_filtered, meta_me
[taxo_onto_correlationMatrix ] = CalculateCorrelation_V2(tax_average_matrix_filtered, onto_a\
[taxo_mp_correlationMatrix ] = CalculateCorrelation_V2(tax_average _matrix_Ffiltered, mp_averac

% Ontodata
[onto_meta_correlationMatrix] = CalculateCorrelation_V2(onto_average matrix_filtered,meta_mal
[onto_taxo_correlationMatrix ] = CalculateCorrelation_V2(onto_average matrix_Ffiltered,tax_ave

[onto_mp_correlationMatrix ]

% MPdata

[mp_meta_correlationMatrix ]
[mp_taxo_correlationMatrix ]
[mp_onto_correlationMatrix ]

= CalculateCorrelation_V2(onto_average_matrix_filtered, mp_avere

= CalculateCorrelation_V2(mp_average matrix_Ffiltered,meta_matri>
= CalculateCorrelation_V2(mp_average_matrix_Ffiltered,tax_average
= CalculateCorrelation_V2(mp_average matrix_Ffiltered, onto_avere
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