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Supplementary Table. 1. Primers used to amplify HBV transcriptional 

regulatory elements and restriction sites used for cloning of PCR products. 

 

Regulatory 

elements 
 Primer Sequence (5'-3')*  Position Restrition site 

ENI+ENII 

 S1-a TCGATC TCGAGCTTCATGGGATATGTAATTGGGGGTTG 876-898 

XhoI  S1-b TCGATC TCGAGCTTCATGGGATATGTAATTGGAAG 876-898 

 S1-c TCGATC TCGAGCTTCATGGGATATGTAATTGGGAG 876-898 

AS1 CACCCAAGGCACAGCTTGGG AGCTCGAACAGT 1857-1886 SacI 

 ENI+ENII+CP 

 S2-a TCGATGAGCT CCTTCATGGGATATGTAATTGGGGGTTG 873-899 

SacI  S2-b TCGATGAGCT CCTTCATGGGATATGTAATTGGAAG 873-896 

 S2-c TCGATGAGCT CCTTCATGGGATATGTAATTGGGAG 873-896 

 AS2 CACCCAAGGCACAGCTTGGA AGCTTGAACAGT 1871-1886 HindIII 

 ENI 

 S3-a TCGATA GATCTCTTCATGGGATATGTAATTGGGGGTTG 873-899 

BglII  S3-b TCGATA GATCTCTTCATGGGATATGTAATTGGAAG 873-896 

 S3-c TCGATA GATCTCTTCATGGGATATGTAATTGGGAG 873-896 

 AS3 TATTGAGCT CGCAGTATGGATCGGCAGAGGAG 1276-1253 SacI 

 ENII 
 S4 CACTC TCGAGCCTCTGCACGTCGCATGGA 1584-1612 XhoI 

 AS4 GACCAATTTATGCCTGGTAC CTCC 1798-1776 KpnI 

 ENII+CP 
 S5 GAAACCACCGTGAGCT CCCACC 1611-1632  SacI 

 AS5 CAAGGCACAGCTTGGA AGCTTGAAC 1886-1862  HindIII 

*underlined sequences are HBV specific. Restriction sites are in bold.  

 
  

 


