Explanations for the Supplementary Files

DATASET S1. XLS File. Accession of LRRs in Yersinia.
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Fig. S1 . PDF File. The LRR1 loci in different Yersinia chromosomes. Each
Yersinia chromosome was represented as a circle with the dnaA as the reference
replicate orgin, which was considered to be conserved among bacteria. The dnaA
locus was indicated and used as the reference, apart from which LRR locus (in
red) could be measured by the included angle. The angles included by each LRR

locus and dnaA are nearly identical, indicating the conservation of the LRR loci.
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Fig. S2 . PDF File. The diagram of evolutionary history of Yersinia LRR1
genes. Genes of different subgroups were shown in different color.

Pseudo-genes were marked with X’s.
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Fig. S3 . PDF File. The tertiary structure of representative Yersinia LRR2
proteins. The structure was shown in cartoon (upper) and surface mode

(lower).
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Fig. S4 .PDF File. The tertiary structure of representative Yersinia LRR1
proteins. The structure was shown in cartoon (upper) and surface mode

(lower).



