Probe ID GeneSymbol GeneName log2FC FC P-value  Adj p-value PrimaryAcce:RefSeqA i D D
A_55_P2459897 A2m alpha-2-macroglobulin 1,05 2,07 2,22E-06 150E-04 NM_175628 NM_175628 NM_175628 Mm.30151 232345 ENSMUST0000003220:
A_55_P2052056 A3galt2 alpha 1,3-gall 2 i ide s 0,85 1,80 2,13E-05 5,72E-04  NM_00100981NM_00100981NM_00100981Mm.300900 215493 ENSMUST00000030585
A_51_P453043  Aacs acetoacetyl-CoA synthetase 0,83 1,77 246E-06  1,59E-04 NM_030210 NM_030210 NM_030210 Mm.431573 78894 ENSMUST00000031445
A_55_P2015495  Abat 4-aminobutyrate aminotransferase 0,82 1,77 1,37€-05 441E-04 NM_172961 NM_172961 NM_172961 Mm.259315 268860 ENSMUST00000065987
A_52_P665675  Abcaf ATP-binding cassette, sub-family A (ABC1), member 1 1,15 222 1,53E-05 4,70E-04 NM_013454 NM_013454 NM_013454 Mm.277376 11303 ENSMUST00000030010
A_52_P519653  Abca5 ATP-binding cassette, sub-family A (ABC1), member 5 1,28 244 8,35E-07 9,30E-05 NM_147219 NM_147219 NM_147219 Mm.41942 217265 ENSMUST00000043961
A_51_P363556  Abi2 abl-interactor 2 0,95 194 205605  559E-04 NM_198127 NM_198127 NM_198127 Mm.212066 329165 ENSMUST00000052332
A_51_P155196  Abtb2 ankyrin repeat and BTB (POZ) domain containing 2 1,00 2,00 1,48E-05 4,62E-04 NM_178890 NM_178890 NM_178890 Mm.35850 99382 ENSMUST00000076212
A_55_P2082914  Acly ATP citrate lyase 1,30 2,46 1,28E-06 1,12E-04 NM_134037 NM_134037 NM_134037 Mm.282039 104112 ENSMUST00000107385
A_55_P2096043  Acot11 acyl-CoA thioesterase 11 0,82 1,76 3,81E-05 8,05E-04 NM_025590 NM_025590 NM_025590 Mm.222956 329910 ENSMUST00000102762
A_51_P414305  Acot12 acyl-CoA thioesterase 12 1,06 2,08 123E-06  4,11E-04 NM_028790 NM_028790 NM_028790 Mm.275963 74156 ENSMUST00000022120
A_55_P2186615 Acp1 acid phosphatase 1, soluble 0,95 1,93 1,07E-05 3,81E-04 NM_00111023NM_00111023NM_00111023 Mm.359831 11431 ENSMUST00000062740
A_52_P496956  Acsbg1 acyl-CoA synthetase bubblegum family member 1 0,90 1,87 1,16E-05 3,98E-04 NM_053178 NM_053178 NM_053178 Mm.20592 94180 ENSMUST00000034822
A_55_P1985984 Actg? actin, gamma, cytoplasmic 1 0,90 1,87 2,86E-05 6,77E-04 NM_009609 NM_009609 NM_009609 Mm.426706 11465 ENSMUST00000131103
A_51_P347862  Actn1 actinin, alpha 1 1,84 3,59 1,39E-07 4,10E-05 NM_134156 NM_134156 NM_134156 Mm.253564 109711 ENSMUST00000167327
A_51_P108266  Actn2 actinin alpha 2 242 5,35 7,82E-09 9,66E-06 NM_033268 NM_033268 NM_033268 Mm.37638 11472 ENSMUST00000168193
A_51_P394788  Actn4 actinin alpha 4 1,80 3,49 4,32E-08 2,20E-05 NM_021895 NM_021895 NM_021895 Mm.81144 60595 ENSMUST00000068045
A_51_P378825  Actr8 ARP8 actin-related protein 8 0,54 1,45 1,39E-04 1,88E-03 NM_027493 NM_027493 NM_027493 Mm.215110 56249 ENSMUST00000016115
A_55_P2025760 Adam9 a disintegrin and metallopeptidase domain 9 (meltrin gamma) 0,92 1,89 6,46E-05  1,14E-03 NM_0012709¢NM_0012709¢NM_0012709¢ Mm.28908 11502 ENSMUST00000084032
A_52_P489295  Adamts1 i in-like { with type 11 1,01 2,01 3,65E-06 2,03E-04 NM_009621 NM_009621 NM_009621 Mm.1421 11504 ENSMUST00000023610
A_52_P233305 Adamts12  adi like and { prolysin type) with { 0,64 1,56 5,72E-05 1,05E-03 NM_175501 NM_175501 NM_175501 Mm.482727 239337 ENSMUST00000061318
A_51_P311038  Adamts15  adi like and { prolysin type) with t 0,88 1,84 8,38E-05 1,34E-03  NM_00102412NM_0010241:NM_0010241: Mm.65867 235130 ENSMUST00000065112
A_B6_P124114  Adamts17 integrin-like idase with intype 11 1,13 2,20 116E-06  1,08E-04 NM_00103387NM_00103387NM_00103387 Mm.445763 233332 ENSMUST00000148538
A_55_P1955778 Adamts4 1 { with pondin type 1 n 1,72 3,30 571E-07 7.87E-05 NM_172845 NM_172845 NM_172845 Mm.23156 240913 ENSMUST00000006570
A_52_P183181  Adar adenosine deaminase, RNA-specific 0,70 1,63 1,05E-04 1,56E-03  NM_0010385¢ NM_0010385¢ NM_0010385¢ Mm.316628 56417 ENSMUST00000107405
A_55_P2106645 Adcy5 adenylate cyclase 5 0,72 1,64 2,73E-05 6,61E-04 NM_0010127¢ NM_0010127¢ NM_0010127¢ Mm.41137 224129 ENSMUST00000114913
A_55_P1990336  Add1 adducin 1 (alpha) 0,75 1,69 1,47E-04 1,95E-03  NM_00110244NM_00110244 NM_00110244 Mm.289106 ~ 11518 ENSMUST00000114338
A_55_P1988623 Add3 adducin 3 (gamma) 1,26 2,39 4,56E-07 7,05E-05  NM_0011640¢ NM_0011640¢ NM_0011640¢ Mm.426080 27360 ENSMUST00000111741
A_66_P105307  Adnp activity-dependent neuroprotective protein 142 2,67 1,68E-05 4,96E-04 NM_009628 NM_009628 NM_009628 Mm.201322 11538 ENSMUST00000057793
A_52_P179583  Adnp2 AADNP homeobox 2 071 1,64 1,71E-05 5,01E-04 NM_175028 NM_175028 NM_175028 Mm.26594 240442 ENSMUST00000066743
A_55_P2046938  Adpgk ADP-dependent glucokinase 0,83 1,78 1,33E-04 1,83E-03 NM_028121 NM_028121 NM_028121 Mm.22456 72141 ENSMUST00000026266
A_52_P424778  Adrafa adrenergic receptor, alpha 1a 117 225 1,82E-05 520E-04 NM_013461 NM_013461 NM_013461 Mm.57064 11549 ENSMUST00000054661
A_55_P2019954  Adratd adrenergic receptor, alpha 1d 1,08 2,12 9,53E-07 9,82E-05 NM_013460 NM_013460 NM_013460 Mm.389380 11550 0

A_51_P269687  Adsl! adenylosuccinate lyase 0,79 1,73 3,07E-05 7,09E-04 NM_009634 NM_009634 NM_009634 Mm.38151 11564 ENSMUST00000166711
A_52_P206613  Adss adenylosuccinate synthetase, non muscle 0,80 1,74 4,49E-05 899E-04 NM_007422 NM_007422 NM_007422 Mm.338021 11566 ENSMUST00000159184
A_55_P2030030 Adssl1 adenylosuccinate synthetase like 1 0,49 1,40 1,27E-04 1,78E-03 NM_007421 NM_007421 NM_007421 Mm.3440 11565 ENSMUST00000180015
A_51_P183283  Aff2 AF4/FMR2 family, member 2 1,77 341 3,27E-07 6,07E-05 NM_008032 NM_008032 NM_008032 Mm.466576 14266 ENSMUST00000033532
A_51_P486121  Aff3 AF4/FMR2 family, member 3 1,16 2,24 3,11E-06 1,84E-04 NM_010678 NM_010678 NM_010678 Mm.336679 16764 ENSMUST00000039827
A_52_P551743  Aff4 AF4/FMR2 family, member 4 0,99 1,99 764E-05  1,26E-03 NM_033565 NM_033565 NM_033565 Mm.395281 93736 ENSMUST00000060945
A_51_P119544  Aga aspartylglucosaminidase 1,14 220 9,54E-06 3,58E-04 NM_00100584NM_00100584NM_00100584 Mm.334535 11593 ENSMUST00000033920
A_55_P2427685 Agl amylo-1,6: i 4-alph: 0,88 1,83 5,90E-05 1,07E-03  NM_00108132NM_0010813zNM_0010813zMm.237099 77559 ENSMUST00000162792
A_55_P2009127 Agrn agrin 1,25 2,38 9,04E-05 142E-03 NM_021604 NM_021604 NM_021604 Mm.273098 11603 ENSMUST00000071248
A_51_P118763  Ahctft AT hook containing transcription factor 1 0,76 1,70 5,14E-06 9,82E-04 NM_026375 NM_026375 NM_026375 Mm.128165 226747 ENSMUST00000151734
A_51_P206268  Ahcyl1 S-adenosylhomocysteine hydrolase-like 1 0,78 172 3,11E-05 71E-04 NM_145542 NM_145542 NM_145542 Mm.220328 229709 ENSMUST00000029490
A_52_P162509  Ahcyl2 S-adenosylhomocysteine hydrolase-like 2 1,01 2,01 4,89E-05 9,52E-04 NM_021414 NM_021414 NM_021414 Mm.210899 74340 ENSMUST00000141304
A_52_P263095  Ahnak AHNAK nucleoprotein (desmoyokin) 0,92 1,89 1,48E-04 1,96E-03 NM_009643 NM_009643 NM_009643 Mm.203866 66395 ENSMUST00000092956
A_65_P06603  Ahr aryl-hydrocarbon receptor 0,80 1,74 1,08E-04 1,59E-03 NM_013464 NM_013464 NM_013464 Mm.341377 11622 ENSMUST00000116436
A_52_P517289  Akap1 Akinase (PRKA) anchor protein 1 0,99 1,99 6,98E-05 1,19E-03  NM_00104254¢NM_00104254NM_0010425¢ Mm.2969 11640 ENSMUST00000153787
A_52_P244964  Akap11 Ackinase (PRKA) anchor protein 11 1,54 291 1,63E-07 4,35E-05 NM_0011645C NM_00116450 NM_0011645C Mm.89413 219181 ENSMUST00000022593
A_55_P2099810 Akap12 Ackinase (PRKA) anchor protein (gravin) 12 1,28 242 1,68E-07 4,37E-05 NM_031185 NM_031185 NM_031185 Mm.27481 83397 ENSMUST00000045730
A_55_P2444515  Akap2 Akinase (PRKA) anchor protein 2 1,14 2,20 745606 3,10E-04 NM_00103552NM_0010355¢NM_0010355: Mm.467752 11641 ENSMUST00000098066
A_55_P2350032 Akap6 Akinase (PRKA) anchor protein 6 1.7 3,26 1,36E-08 1,33E-05 NM_198111 NM_198111 NM_198111 Mm.310822 238161 ENSMUST00000095737
A_66_P106716  Akap8 Ackinase (PRKA) anchor protein 8 0,77 1,71 5,99E-05 1,08E-03 NM_019774 NM_019774 NM_019774 Mm.328945 56399 ENSMUST00000002699
A_55_P2060369 Akap9 Ackinase (PRKA) anchor protein (yotiao) 9 1,07 2,09 2,24E-05 5,90E-04 NM_194462 NM_194462 NM_194462 Mm.46044 100986 ENSMUST00000044492
A_55_P2083649  Alas1 aminolevulinic acid synthase 1 1,35 2,55 164E-07  4,22E-05 NM_020559 NM_020559 NM_020559 Mm.290578 11655 ENSMUST00000134053
A_51_P359272  Alcam activated leukocyte cell adhesion molecule 1,14 220 1,17€-05 4,00E-04 NM_009655 NM_009655 NM_009655 Mm.288282 11658 ENSMUST00000164888
A_65_P19286 Alg10b linked 10B (alpha-1,2- 0,92 1,90 2,35E-05 6,03E-04  NM_00103344NM_00103344NM_0010334< Mm.17853 380959 ENSMUST00000100309
A_52_P93902 Alg5 linked y 5 (dolichyl beta-gl 081 1,75 1,73E-05 5,04E-04 NM_025442 NM_025442 NM_025442 Mm.144218 66248 ENSMUST00000044567
A_55_P2007663  Alkbh8 alkB, alkylation repair homolog 8 (E. coli) 0,75 1,69 309E-05  7,10E-04 NM_026303 NM_026303 NM_026303 Mm.116968 67667 ENSMUST00000165105
A_55_P2454521  Alms1 Alstrom syndrome 1 0,69 1,62 3,51E-05 7066E-04 NM_145223 NM_145223 NM_145223 Mm.246967 236266 ENSMUST00000072018
A_51_P247249  Alox5 arachidonate 5-lipoxygenase 0,86 1,81 4,39E-06 2,24E-04 NM_009662 NM_009662 NM_009662 Mm.41072 11689 ENSMUST00000169625
A_52_P336585  Als2 amyotrophic lateral sclerosis 2 (juvenile) 0,90 1,86 6,34E-05 1,12E-03 NM_028717 NM_028717 NM_028717 Mm.272078 74018 ENSMUST00000159166
A_55_P2168431 Amer1 APC membrane recruitment 1 1,26 2,39 2,52E-06 1,61E-04 NM_175179 NM_175179 NM_175179 Mm.182867 72345 ENSMUST00000084535
A_55_P2046509 Amot angiomotin 235 5,09 1,81E-08 1,50E-05 NM_153319 NM_153319 NM_153319 Mm.100068 27494 ENSMUST00000112835
A_55_P2244112  Amotl1 angiomotin-like 1 0,87 1,83 8,16E-05 1,32E-03  NM_0010813¢ NM_0010813¢ NM_0010813¢ Mm.159552 ~ 75723 ENSMUST00000160770
A_51_P348804  Amoti2 angiomotin-like 2 1,67 3,19 9,64E-07 9,86E-05 NM_019764 NM_019764 NM_019764 Mm.21145 56332 ENSMUST00000142011
A_51_P1413%0  Anapct anaphase promoting complex subunit 1 1,03 2,04 175E-06  507E-04 NM_008569 NM_008569 NM_008569 Mm.277408 17222 ENSMUST00000014499
A_51_P112355  Angell angel homolog 1 (Drosophila) 0,46 1,38 1,16E-04 1,67E-03 NM_144524 NM_144524 NM_144524 Mm.63979 68737 ENSMUST00000021682
A_55_P2063785 Ank1 ankyrin 1, erythroid 0,49 141 1,41E-04 1,90E-03  NM_00111078 NM_00111078 NM_00111078 Mm.334444 11733 ENSMUST00000033947
A_55_P2131288 Ank2 ankyrin 2, brain 2,26 4,80 1,76E-06 1,32E-04 NM_178655 NM_178655 NM_178655 Mm.220242 109676 ENSMUST00000044443
A_B5_P13713  Ank3 ankyrin 3, epithelial 181 3,50 4,86E-08  230E-05 NM_146005 NM_146005 NM_146005 Mm.235960 11735 ENSMUST00000092433
A_55_P2121563  Ankfy1 ankyrin repeat and FYVE domain containing 1 1,46 2,75 5,76E-07 791E-05 NM_009671 NM_009671 NM_009671 Mm.10313 11736 ENSMUST00000132889
A_55_P2034390  Ankhd1 ankyrin repeat and KH domain containing 1 1,03 2,04 6,82E-07 8,57E-05 NM_175375 NM_175375 NM_175375 Mm.482287 108857 ENSMUST00000006205
A_52_P504330  Ankib1 ankyrin repeat and IBR domain containing 1 1,30 247 1,32E-05 4,29E-04  NM_0010039C NM_0010039C NM_0010039C Mm.130148 70797 ENSMUST00000043551
A_55_P2391227  Ankle2 ankyrin repeat and LEM domain containing 2 0,93 1,91 2,98E-06 1,80E-04 NM_027922 NM_027922 NM_027922 Mm.288442 71782 ENSMUST00000086674
A_52_P24428 Ankrd11 ankyrin repeat domain 11 0,67 1,59 1,15E-04 1,66E-03  ENSMUSTO00(0 BC059876 ~ Mm.31567 77087 ENSMUST00000098334
A_52_P277139  Ankrd17 ankyrin repeat domain 17 1,19 2,29 1,96E-07 4,65E-05 NM_030886 NM_030886 NM_030886 Mm.245522 81702 ENSMUST00000014421
A_55_P2134690  Ankrd26 ankyrin repeat domain 26 0,89 1,85 1,98E-06 1,41E-04 NM_00108111 NM_00108111 NM_00108111 Mm.276116 232339 ENSMUST00000112830
A_51_P207412  Ankrd32 ankyrin repeat domain 32 0,57 149 1,38E-04 1,87E-03 NM_134071 NM_134071 NM_134071 Mm.209730 105377 ENSMUST00000151524
A_55_P1971672  Ankrd50 ankyrin repeat domain 50 1,24 2,36 1,55E-05 4,74E-04 NM_00116788 NM_00116788 NM_00116786 Mm.290937 99696 ENSMUST00000120875
A_55_P2040455 Ano10 anoctamin 10 0,93 1,90 1,21E-06 1,10E-04 NM_133979 NM_133979 NM_133979 Mm.87676 102566 ENSMUST00000042546
A_52_P662711  Anxa13 annexin A13 1,24 2,35 7,00E-06 2,98E-04 NM_027211 NM_027211 NM_027211 Mm.237985 69787 ENSMUST00000068515
A_55_P2076792 Anxa6 annexin A6 0,84 1,79 4,71E-06 2,34E-04 NM_013472 NM_013472 NM_013472 Mm.265347 11749 ENSMUST00000108883
A_51_P486681  Ap3b2 adaptor-related protein complex 3, beta 2 subunit 1,20 2,30 1,86E-06 1,36E-04 NM_021492 NM_021492 NM_021492 Mm.322894 11775 ENSMUST00000082090
A_51_P344249  Apbb1 amyloid beta (A4) precursor protein-binding, family B, membe 0,74 1,67 2,08E-05 5,63E-04 NM_009685 NM_009685 NM_009685 Mm.38469 11785 ENSMUST00000081165
A_55_P2010891 Apc adenomatosis polyposis coli 1,49 2,81 1,74E-05 5,05E-04 NM_007462 NM_007462 NM_007462 Mm.384171 11789 ENSMUST00000115781
A_55_P2075627  Apc2 adenomatosis polyposis coli 2 1,30 247 4,85E-05  94BE-04 NM_011789 NM_011789 NM_011789 Mm.57247 23805 ENSMUST00000020349
A_51_P473576  Apex1 apurinic/apyrimidinic endonuclease 1 0,54 1,46 1,11E-04 1,62E-03 NM_009687 NM_009687 NM_009687 Mm.203 1792 ENSMUST00000049411
A_52_P142191  Aph1b anterior pharynx defective 1b homolog (C. elegans) 1,06 2,09 9,35E-06 3,54E-04 NM_177583 NM_177583 NM_177583 Mm.41291 208117 ENSMUST00000168309
A_51_P277295  Apmap adipocyte plasma membrane associated protein 0,49 1,40 1,31E-04 1,82E-03 NM_027977 NM_027977 NM_027977 Mm.26599 71881 ENSMUST00000046399
A_51_P488510  Appl1 adaptor protein, phosphotyrosine interaction, PH domain and 0,66 1,58 6,18E-06 1,10E-03 NM_145221 NM_145221 NM_145221 Mm.202322 72993 ENSMUST00000036570
A_51_P179907  Appl2 adaptor protein, phosphotyrosine interaction, PH domain and 1,15 2,22 3,56E-06 1,99E-04 NM_145220 NM_145220 NM_145220 Mm.282985 216190 ENSMUST00000020500
A_55_P2177953 Aqp11 aquaporin 11 0,80 1,74 1,56E-05 4,75E-04 NM_175105 NM_175105 NM_175105 Mm.29756 66333 ENSMUST00000084986
A_55_P2000369 Aqp4 aquaporin 4 0,96 1,95 9,00E-05 1,41E-03 NM_009700 NM_009700 NM_009700 Mm.250786 11829 ENSMUST00000079081
A_52_P157240  Agr aquarius 1,29 2,44 461E-06  231E-04 NM_009702 NM_009702 NM_009702 Mm.2545 11834 ENSMUST00000102543
A_52_P478629  Arcnt archain 1 0,80 1,74 6,65E-05 1,16E-03 NM_145985 NM_145985 NM_145985 Mm.371682 213827 ENSMUST00000034607
A_52_P83557 Arfgef2 ADP-il factor guanine { hange factor 2 0,59 151 3,18E-05 7,23E-04  NM_0010854¢ NM_0010854¢ NM_0010854¢ Mm.297192 99371 ENSMUST00000099078
A_52_P527106  Arhgap12  Rho GTPase activating protein 12 0,68 1,61 5,10E-05 9,77E-04  NM_0010396¢ NM_0010396¢ NM_0010396¢ Mm.239675 75415 ENSMUST00000077128
A_55_P2400691 Arhgap21  Rho GTPase activating protein 21 1,66 3,16 1,34E-07  4,05E-05 NM_00112808 NM_00112808 NM_0011280€ Mm.28507 71435 ENSMUST00000173194
A_55_P2039566 Arhgap23  Rho GTPase activating protein 23 1,56 294 4,09E-07 6,72E-05 NM_021493 NM_021493 NM_021493 Mm.394118 58996 ENSMUST00000107601
A_52_P559808  Arhgef12 Rho guanine nucleotide exchange factor (GEF) 12 091 1,88 1,21E-05 4,06E-04 NM_027144 NM_027144 NM_027144 Mm.275266 69632 ENSMUST00000072767
A_55_P1963863 Arhgef17 Rho guanine nucleotide exchange factor (GEF) 17 1,16 2,24 3,18E-07 6,03E-05 NM_00108111NM_00108111 NM_00108111 Mm.29954 207212 ENSMUST00000107032
A_51_P394735  Arhgef18  rholrac guanine nucleotide exchange factor (GEF) 18 0,98 197 9,14E-06  3,50E-04 NM_133962 NM_133962 NM_133962 Mm.170461 102098 ENSMUST00000156085
A_51_P419925  Arhgef40 Rho guanine nucleotide exchange factor (GEF) 40 1,07 2,10 1,12E-05 391E-04  NM_00114592 NM_00114592 NM_00114592 Mm.9239 268739 ENSMUST00000100639
A_51_P159565  Arhgefd CDC42 guanine nucleotide exchange factor (GEF) 9 0,80 1,74 2,04E-05 5,58E-04 NM_00103332NM_00103332NM_00103332 Mm.44841 236915 ENSMUST00000128565
A_66_P116888  Aridfa AT rich interactive domain 1A (SWI-like) 143 2,69 7,79E-05 1,28E-03  NM_00108081NM_00108081NM_00108081Mm.22478 93760 ENSMUST00000105897
A_52_P289256  Arid1b AT rich interactive domain 1B (SW-like) 1,16 2,23 1,04E-06  1,02E-04 NM_0010853¢ NM_0010853¢ NM_0010853¢ Mm.133401 239985 ENSMUST00000115797
A_52_P432580  Arid5b AT rich interactive domain 5B (MRF1-like) 0,56 147 4,83E-05 9,47E-04 BC082312 0 BC082312  Mm.490355 71371 0

A_51_P396752  Arl2bp AADP-ribosylation factor-like 2 binding protein 0,78 1,72 6,19E-06 2,79E-04 NM_024191 NM_024191 NM_024191 Mm.393247 107566 ENSMUST00000034228
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ADP-ribosylation factor-like 6 interacting protein 1

armadillo repeat containing 2
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armadillo repeat containing, X-linked 4

actin related protein 2/3 complex, subunit 1A

aristaless related homeobox

N-acylsphingosine amidohydrolase 1

ArfGAP with SH3 domain, ankyrin repeat and PH domain1

ArfGAP with SH3 domain, ankyrin repeat and PH domain 2

activating signal cointegrator 1 complex subunit 3
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argininosuccinate lyase

asp (abnormal spindle)-like, microcephaly associated (Drosof

astrotactin 1

astrotactin 2

asunder, spermatogenesis regulator

ataxia, cerebellar, Cayman type homolog (human)

autophagy related 2A

autophagy related 2B

autophagy related 7

autophagy related 9A

atlastin GTPase 2

ataxia telangiectasia mutated homolog (human)

ATPase, class VI, type 11A

ATPase type 13A1

ATPase type 13A1

ATPase, Na+/K+ transporting, alpha 2 polypeptide

ATPase, Na+/K+ transporting, beta 1 polypeptide

ATPase, Na+/K+ transporting, beta 3 polypeptide

ATPase, Cat++ transporting, cardiac muscle, fast twitch 1

ATPase, Ca++ transporting, cardiac muscle, slow twitch 2

ATPase, Cat++ transporting, plasma membrane 1

ATPase, Ca++ transporting, plasma membrane 2

ATPase, Cat++ transporting, plasma membrane 3

ATPase, Ca++ transporting, plasma membrane 4

ATPase, Ca++-sequestering

ATPase, H+ transporting, lysosomal accessory protein 1

ataxia telangiectasia and Rad3 related

attractin

alpha thalassemia/mental retardation syndrome X-linked hom

ataxin 10

ataxin 1-like

ataxin 2
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5-azacytidine induced gene 1

antizyme inhibitor 1

beta-1,3 2 S)

UDP-Gal:betaGIcNAc beta 1,4-galactosyltransferase, polyper

BRCA1-associated ATM activator 1

brain-specific angiogenesis inhibitor 3

BAl1-associated protein 3

bromodomain adjacent to zinc finger domain, 1B

bromodomain adjacent to zinc finger domain, 2B

Bardet-Bied| syndrome 7 (human)
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brevican

breast carcinoma amplified sequence 3

B cell leukemia/lymphoma 6

BCLS interacting corepressor

breakpoint cluster region

B double prime 1, subunit of RNA polymerase |1l transcription

bestrophin 2

baculoviral IAP repeat-containing 6

bleomycin hydrolase

BMP-binding endothelial regulator

BMS1 homolog, ribosome assembly protein (yeast)

bromodomain PHD finger transcription factor

breast cancer 1

bromodomain containing 8

BRO1 domain and CAAX motif containing

bromodomain and WD repeat domain containing 1

bassoon

BTB (POZ) domain containing 11

BTB (POZ) domain containing 7

BTB (POZ) domain containing 9

beta-transducin repeat containing protein

budding uninhibited by benzimidazoles 1 homolog (S. cerevis

C1GALT1-specific chaperone 1

complement component 1, q subcomponent, beta polypeptide

C2 calcium-dependent domain containing 3

complement component 4B (Chido blood group)

calcineurin binding protein 1

cache domain containing 1

calcium channel, voltage-dependent, R type, alpha 1E subuni

calcium channel, voltage-dependent, alpha2/delta subunit 1

calcium channel, voltage-dependent, alpha2/delta subunit 3
H 2, aspartate 3

cell adhesion molecule 1

cell adhesion molecule 2

calmodulin 1

calmodulin regulated spectrin-associated protein 1

calmodulin regulated spectrin-associated protein family, mem|

calmodulin binding transcription activator 1

cullin i and ion disassociated 1

calpain 12

calpain 7

cell cycle associated protein 1

capping protein (actin filament) muscle Z-line, alpha 1

capping protein (actin filament) muscle Z-line, alpha 2

CART prepropeptide

calcium/calmodulin-dependent serine protein kinase (MAGUK

catalase

Casitas B-lineage lymphoma-like 1

coiled-coil and C2 domain containing 2A

coiled-coil domain containing 125

coiled-coil domain containing 132

coiled-coil domain containing 148

coiled-coil domain containing 47

coiled-coil domain containing 80
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A_55_P2123683
A_55_P2055284
A_52_P222026
A_55_P1952950
A_55_P1999633
A_55_P2110215
A_52_P385606
A_55_P1999197
A_55_P2363983
A_55_P2121222
A_55_P2081214
A_51_P456465
A_51_P409452
A_51_P288906
A_51_P200667
A_52_P164136
A_51_P407193
A_66_P134785
A_51_P304683
A_52_P424784
A_66_P119174
A_55_P2072816
A_55_P1953753
A_66_P125925
A_55_P2157978
A_52_P412452
A_55_P2022128
A_52_P215750
A_55_P1964653
A_52_P150651
A_51_P130824
A_55_P2062469
A_52_P170882
A_55_P2124791
A_51_P213676
A_55_P2118520
A_51_P182303
A_55_P2107715
A_55_P2004179
A_51_P124254
A_51_P491350
A_55_P1969367
A_52_P516409
A_51_P414637
A_55_P2104894
A_55_P2128153
A_51_P279639
A_52_P479262
A_55_P2064292
A_52_P48777
A_51_P328014
A_51_P371152
A_55_P2111302
A_52_P359965
A_55_P2152248
A_52_P466090
A_52_P565051
A_51_P506045
A_52_P272811
A_51_P479894
A_52_P126825
A_55_P2137979
A_55_P2054540
A_51_P314418
A_55_P2017636
A_55_P2066007
A_51_P489153
A_51_P160439
A_55_P2068330
A_52_P182659
A_51_P268529
A_51_P248705
A_52_P602091
A_51_P341465
A_55_P2063422
A_51_P476960
A_51_P397768
A_55_P2080703

Ccdc88c
Cckbr
Cerndl
Cct3
Cctba
Cct8
Cd37
Cd4
Cd47
Cd53
Cd9
Cdc23
Cdc42bpa
Cdca2
Cdh10
Cdhé
Cdh7
Cdhs
Cdk5rap2
Cds2
Cecr6
Celsr2
Cth
Cfhr2
Cgn
Chadl
Cherp
Chga
Chgb
Chit
Chml
Chn1
Chrdl1
Chrm2
Chrnb2
Cic

Cit
Ckap5
Ckb
Clasp1
Clasp2
Clect
Clen6
Cldn10
Cldn11
Clip1
Clmn
Cin6
Clpt
Clpp
Clpx
Clstn2
Cmtm6
Cnksr2
Cnr1
Cntn2
Cntnd4
Cntn6
Cntnap1
Cntnap2
Cntnap4
Cog5
Cog8
Col12a1
Col15a1
Col18a1
Col19a1
Colta1
Colta2
Col25a1
Col2a1
Colda1
Col4a2
Coldas
Colda6
Col5a1
Col5a2
Col6al
Col6a2
Col6a3
Col7at
Copg2
Cops3
Cops4
Cp

Cpd
Cpe
Cpix1
Cpne3
Cpq
Cpsft
Cpsf3
Cramp1|
Crb3
Crebbp
Crip2
Crmp1
Crocc
Crot
Crybg3
Cryzl1
Cs
Csad
Csetl
Csfir
Csf2ra
Csmd1
Csmd3
Csnk2a1
Cstf2

coiled-coil domain containing 88C

cholecystokinin B receptor

CCR4 carbon catabolite repression 4-like (S. cerevisiae)
chaperonin containing Tep1, subunit 3 (gamma)
chaperonin containing Tep1, subunit 6a (zeta)
chaperonin containing Tcp1, subunit 8 (theta)

CD37 antigen

CD4 antigen

CDA47 antigen (Rh-related antigen, integrin-associated signal
CD53 antigen

CD9 antigen

CDC23 cell division cycle 23

CDC42 binding protein kinase alpha

cell division cycle associated 2

cadherin 10

cadherin 6

cadherin 7, type 2

cadherin 8

CDKS5 regulatory subunit associated protein 2
CDP-diacy synthase { {

cat eye syndrome chromosome region, candidate 6
cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo t
complement component factor h

complement factor H-related 2

cingulin

chondroadherin-like

calcium homeostasis endoplasmic reticulum protein
chromogranin A

chromogranin B

cell adhesion molecule with homology to L1CAM
choroideremia-like

chimerin (chimaerin) 1

chordin-like 1

cholinergic receptor, muscarinic 2, cardiac
cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal)
capicua homolog (Drosophila)

citron

cytoskeleton associated protein 5

creatine kinase, brain

CLIP associating protein 1

CLIP associating protein 2

chloride channel CLIC-like 1

chloride channel 6

claudin 10

claudin 11

CAP-GLY domain containing linker protein 1

calmin

ceroid-lipofuscinosis, neuronal 6

CLP1, cleavage and polyadenylation factor | subunit

ClpP peptidase, ATP- p ytic subu
caseinolytic peptidase X (E.coli)
calsyntenin 2

CKLF-like MARVEL transmembrane domain containing 6
connector enhancer of kinase suppressor of Ras 2
cannabinoid receptor 1 (brain)
contactin 2
contactin 4
contactin 6
contactin associated protein-like 1
contactin associated protein-like 2
contactin associated protein-like 4
component of oligomeric golgi complex 5
component of oligomeric golgi complex 8
collagen, type XII, alpha 1
collagen, type XV, alpha 1
collagen, type XVIII, alpha 1
collagen, type XIX, alpha 1
collagen, type |, alpha 1
collagen, type I, alpha 2
collagen, type XXV, alpha 1
collagen, type Il, alpha 1
collagen, type IV, alpha 1
collagen, type IV, alpha 2
collagen, type IV, alpha 5
collagen, type IV, alpha 6
collagen, type V, alpha 1
collagen, type V, alpha 2
collagen, type VI, alpha 1
collagen, type VI, alpha 2
collagen, type VI, alpha 3
collagen, type VII, alpha 1
coatomer protein complex, subunit gamma 2
COP9 (constitutive photomorphogenic) homolog, subunit 3 (A
COP9 (constitutive photomorphogenic) homolog, subunit 4 (A
ceruloplasmin
carboxypeptidase D
carboxypeptidase E
complexin 1
copine Il
carboxypeptidase Q
cleavage and polyadenylation specific factor 1
cleavage and polyadenylation specificity factor 3
Crm, cramped-like (Drosophila)
crumbs homolog 3 (Drosophila)
CREB binding protein
cysteine rich protein 2
collapsin response mediator protein 1
ciliary rootlet coiled-coil, rootletin
carnitine O-octanoyltransferase
beta-gamma crystallin domain containing 3
crystallin, zeta (quinone reductase)-like 1
citrate synthase
cysteine sulfinic acid decarboxylase
1like (S.
colony stimulating factor 1 receptor
colony stimulating factor 2 receptor, alpha, low-affinity (granul
CUB and Sushi multiple domains 1
CUB and Sushi multiple domains 3
casein kinase 2, alpha 1 polypeptide
cleavage stimulation factor, 3' pre-RNA subunit 2

1,28
0,89
0,64
1,21
0,78
1,08
0,87
0,76
1,68
1,08
0,83
1,09
0,78
0,95
0,88
0,85
0,90
0,85
0,73
1,01
1,02
0,95
1,69
229
2,55
0,56
0,65
0,67
1,08
0,87
1,15
0,94
0,62
1,12
0,57
1,03
0,97
1,19
0,96
0,77
1,22
0,58
1.1
0,69

1,81
1,20
0,69
1,35
0,71
1,04
1,06
0,66
0,89
0,67
1,19
121
1,08
1,00
1,51
1,09
0,88
0,65
0,99
0,63
1,04
0,96
1,51
1,50
1,36
232
2,73
2,09
1,16
1,39
1,26
143
11
1,23
1,32
1,01
0,91
0,72
0,76

0,73
1,20
0,65
0,97
0,95
144
0,71
0,73
1,08
0,96
0,81
0,69
1,70
0,96
0,77
0,79
0,95
0,66
0,93
1,39
0,70
2,06
1,88
0,81
1,20

243
1,85
1,56
2,31
1,71
2,1
1,83
1,69
320
212
1,78
2,12
1,71
1,93
1,84
1,81
1,86
1,80
1,66
2,01
2,03
1,93
323
4,87
584
1,48
1,57
1,59
2,09
1,83
221
1,92

217
148
2,04
1,96
2,28
1,94
1,7
2,34
1,50
2,16
1,61
179
3,51
2,30
1,62
2,54
1,63
2,05
2,09

1,85
1,59
2,28
2,31
21
1,99
2,85
2,13
1,85
1,57
1,99

2,05
1,94
284
283
2,56
4,98
6,65
424
224
2,62
2,39
2,69
217
2,35
249
2,02
1,88
1,65
1,70
1,79
1,66
2,29
1,57
1,95
1,93
2,71
1,64
1,66
2,08
1,94
1,75
1,62
3,26
1,95
1,71
173
1,93
1,58
191
2,61
1,62
4,16
3,68
175
229

4,19E-06
3,61E-05
5,73E-05
2,32E-05
9,58E-05
7,58E-06
3,74E-05
4,00E-05
1,34E-07
5,83E-06
1,50E-05
4,56E-05
8,92E-06
2,00E-05
1,12E-05
7A4TE-05
6,58E-06
3,76E-05
1,51E-04
7,52E-06
2,87E-06
5,87E-05
1,43E-07
6,73E-08
1,02E-09
2,60E-05
847E-05
1,08E-04
7,30E-05
3,54E-056
5,59E-06
1,27E-04
1,45E-04
8,95E-06
1,18E-04
5,96E-05
3,33E-05
5,04E-07
1,06E-04
541E-05
7,07E-06
5,64E-06
2,43E-06
1,85E-05
1,00E-05
4,74E-07
3,36E-07
4,29E-05
1,24E-04
1,05E-04
1,04E-04
1,24E-06
5,84E-05
1,38E-04
343E-05
1,93E-05
1,42E-04
5,60E-05
792807
8,26E-06
6,35E-06
2,85E-05
6,18E-05
1,30E-05
1,31E-04
4,10E-05
1,46E-04
1,54E-07
1,70E-06
5,10E-06
2,12E-09
1,49E-09
3,15E-08
2,07E-06
1,13E-07
3,57E-06
3,82E-07
6,19E-07
2,64E-06
2,35E-06
6,24E-07
2,28E-05
1,04E-04
5,03E-05
1,81E-05
1,07E-04
1,47E-04
1,19E-04
3,17E-05
1,16E-05
1,55E-07
2,19E-05
1,44E-05
2,94E-05
3,73E-05
3,21E-05
1,04E-04
6,25E-08
1,48E-04
347E-05
4,82E-06
8,87E-06
1,36E-04
2,19E-05
1,09E-06
5,27E-05
1,48E-08
5,83E-08
8,36E-06
1,96E-06

2,18E-04
7,80E-04
1,05E-03
6,00E-04
1,47E-03
3,12E-04
7,95E-04
8,32E-04
4,05E-05
1,06E-03
4,65E-04
9,10E-04
3,45E-04
5,50E-04
3,90E-04
1,24E-03
2,88E-04
7,98E-04
1,98E-03
3,10E-04
1,75E-04
1,07E-03
4,10E-05
2,81E-05
4,68E-06
6,44E-04
1,35E-03
1,59E-03
1,23E-03
7,69E-04
2,61E-04
1,77E-03
1,94E-03
1,41E-03
1,68E-03
1,08E-03
7.41E-04
731E-05
1,67E-03
1,02E-03
3,00E-04
1,04E-03
1,58E-04
5,26E-04
3,68E-04
718E-05
6,08E-05
8,72E-04
1,74E-03
1,56E-03
1,55E-03
1,10E-04
1,07E-03
1,87E-03
7,54E-04
5,40E-04
1,91E-03
1,04E-03
9,12E-05
3,29E-04
2,83E-04
6,76E-04
1,10E-03
4,25E-04
1,81E-03
8,45E-04
1,94E-03
4,22E-05
1,30E-04
2,45E-04
5,69E-06
5,22E-06
1,84E-05
1,44E-04
3,70E-05
1,99E-04
6,44E-05
8,24E-05
1,66E-04
1,56E-04
8,24E-05
5,93E-04
1,55E-03
9,67E-04
5,19E-04
1,58E-03
1,95E-03
1,70E-03
7,21E-04
3,98E-04
4,22E-05
5,83E-04
4,53E-04
6,90E-04
7,95E-04
7,27E-04
1,55E-03
2,68E-05
1,95E-03
7,61E-04
2,37E-04
3,44E-04
1,85E-03
5,83E-04
1,04E-04
9,98E-04
1,34E-05
2,60E-05
3,31E-04
1,40E-04

NM_026681 NM_026681 NM_026681 Mm.156217
NM_007627 NM_007627 NM_007627 Mm.44513
NM_009834 NM_009834 NM_009834 Mm.86541
NM_009836 NM_009836 NM_009836 Mm.256034
NM_009838 NM_009838 NM_009838 Mm.360232
NM_009840 NM_009840 NM_009840 Mm.328673
NM_007645 NM_007645 NM_007645 Mm.3689
NM_013488 NM_013488 NM_013488 Mm.2209
NM_010581 NM_010581 NM_010581 Mm.390865
NM_007651 NM_007651 NM_007651 Mm.316861
NM_007657 NM_007657 NM_007657 Mm.210676
NM_178347 NM_178347 NM_178347 Mm.196638
NM_0010332¢ NM_0010332¢ NM_0010332¢ Mm.259655
NM_175384 NM_175384 NM_175384 Mm.33831
NM_009865 NM_009865 NM_009865 Mm.117794
NM_007666 NM_007666 NM_007666 Mm.57048
NM_172853 NM_172853 NM_172853 Mm.487119
NM_007667 NM_007667 NM_007667 Mm.441131
NM_145990 NM_145990 NM_145990 Mm.379344
NM_138651 NM_138651 NM_138651 Mm.284503
NM_033567 NM_033567 NM_033567 Mm.23088
NM_00100417NM_00100417 NM_00100417 Mm.39728
NM_009888 NM_009888 NM_009888 Mm.8655
NM_00102557 NM_00102557 NM_00102557 Mm.439660
NM_00103771NM_00103771NM_00103771 Mm.87634
NM_00116432 NM_00116432 NM_00116432 Mm.393287
NM_138585 NM_138585 NM_138585 Mm.30136
NM_007693 NM_007693 NM_007693 Mm.4137
NM_007694 NM_007694 NM_007694 Mm.255241
NM_007697 NM_007697 NM_007697 Mm.251288
NM_021350 NM_021350 NM_021350 Mm.440490
NM_029716 NM_029716 NM_029716 Mm.489675
NM_00111438 NM_00111438 NM_00111438 Mm. 157697
NM_203491 NM_203491 NM_203491 Mm.448632
NM_009602 NM_009602 NM_009602 Mm.35088
NM_00111013NM_00111013 NM_00111013 Mm.28833
NM_007708 NM_007708 NM_007708 Mm.8321
NM_0011659¢ NM_00116598 NM_0011659¢ Mm. 168478
NM_021273 NM_021273 NM_021273 Mm.16831
NM_00108127 NM_00108127 NM_00108127 Mm. 138740
NM_00111434 NM_00111434 NM_00111434 Mm.222272
NM_00117777 NM_00117777 NM_00117777 Mm.214545
NM_011929 NM_011929 NM_011929 Mm.89987
NM_021386 NM_021386 NM_021386 Mm.390755
NM_008770 NM_008770 NM_008770 Mm.4425
NM_019765 NM_019765 NM_019765 Mm.241109
NM_053155 NM_053155 NM_053155 Mm.244078
NM_00103317NM_00103317NM_00103317 Mm.283636
NM_133840 NM_133840 NM_133840 Mm.21583
NM_017393 NM_017393 NM_017393 Mm.287892
NM_011802 NM_011802 NM_011802 Mm.30088
NM_022319 NM_022319 NM_022319 Mm.440903
NM_026036 NM_026036 NM_026036 Mm.28858
NM_177751 NM_177751 NM_177751 Mm.197074
NM_007726 NM_007726 NM_007726 Mm.7992
NM_177129 NM_177129 NM_177129 Mm.485420
NM_00110975 NM_00110975 NM_00110975 Mm.321683
NM_017383 NM_017383 NM_017383 Mm.321671
NM_016782 NM_016782 NM_016782 Mm.474527
NM_0010043% NM_0010043% NM_0010043¢ Mm.440084
NM_130457 NM_130457 NM_130457 Mm.209232
NM_00116312NM_00116312NM_00116312 Mm.173068
NM_139229 NM_139229 NM_139229 Mm.288641
NM_007730 NM_007730 NM_007730 Mm.3819
NM_009928 NM_009928 NM_009928 Mm.233547
NM_0011099¢ NM_0011099¢ NM_0011099¢ Mm.4352
NM_007733 NM_007733 NM_007733 Mm.329196
NM_007742 NM_007742 NM_007742 Mm.277735
NM_007743 NM_007743 NM_007743 Mm.277792
NM_029838 NM_029838 NM_029838 Mm.91728
NM_00111351 NM_00111351 NM_00111351 Mm.2423
NM_009931 NM_009931 NM_009931 Mm.738
NM_009932 NM_009932 NM_009932 Mm.181021
NM_00116315 NM_00116315 NM_0011631E Mm.286892
NM_053185 NM_053185 NM_053185 Mm.155586
NM_015734 NM_015734 NM_015734 Mm.7281
NM_007737 NM_007737 NM_007737 Mm.10299
NM_009933 NM_009933 NM_009933 Mm.2509
NM_146007 NM_146007 NM_146007 Mm.1949
NM_00124300 NM_00124300 NM_0012430( Mm.7562
NM_007738 NM_007738 NM_007738 Mm.6200
NM_017478 NM_017478 NM_017478 Mm.381860
NM_011991 NM_011991 NM_011991 Mm.40
NM_012001 NM_012001 NM_012001 Mm.957
NM_007752 NM_007752 NM_007752 Mm.13787
NM_007754 NM_007754 NM_007754 Mm.276736
NM_013494 NM_013494 NM_013494 Mm.31395
NM_007756 NM_007756 NM_007756 Mm.5195
NM_027769 NM_027769 NM_027769 Mm.38390
NM_176073 NM_176073 NM_176073 Mm.158251
NM_053193 NM_053193 NM_053193 Mm.45141
NM_018813 NM_018813 NM_018813 Mm.356778
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NM_177638 NM_177638 NM_177638 Mm.391027
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NM_023733 NM_023733 NM_023733 Mm.28197
NM_174848 NM_174848 NM_174848 Mm.246424
NM_026994 NM_026994 NM_026994 Mm.109823
NM_026444 NM_026444 NM_026444 Mm.58836
NM_144942 NM_144942 NM_144942 Mm.296382
NM_023565 NM_023565 NM_023565 Mm.22417
NM_00103785 NM_00103785 NM_0010378¢ Mm.22574
NM_009970 NM_009970 NM_009970

NM_053171 NM_053171 NM_053171 Mm.436988
NM_0010813¢ NM_0010813¢ NM_0010813¢ Mm.309363
NM_007788 NM_007788 NM_007788 Mm.23692
ENSMUSTO00( 0 BC036719  Mm.67938
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54451
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A_55_P2032760 ~ Ctif CBP80/20-dependent translation initiation factor 0,67 1,59 1,48E-04 1,95E-03 NM_201354 NM_201354 NM_201354 Mm.36745 269037 ENSMUST00000165559

A_51_P324572  Ctnnat catenin (cadherin associated protein), alpha 1 0,64 1,56 1,45E-04 1,93E-03 NM_009818 NM_009818 NM_009818 Mm.18962 12385 ENSMUST00000042345
A_51_P438841  Ctnna2 catenin (cadherin associated protein), alpha 2 121 2,32 888E-07  9,65E-05 NM_009819 NM_009819 NM_009819 Mm.34637 12386 ENSMUST00000159626
A_52_P424585  Ctnnb1 catenin (cadherin associated protein), beta 1 1,58 299 1,68E-07 4,37E-05 NM_007614 NM_007614 NM_007614 Mm.291928 12387 ENSMUST00000154356
A_55_P2024215  Ctnnbl1 catenin, beta like 1 0,94 1,92 1,28E-05 4,22E-04 NM_025680 NM_025680 NM_025680 Mm.45193 66642 ENSMUST00000029178
A_55_P1953252  Ctnnd1 catenin (cadherin associated protein), delta 1 0,94 191 4,24E-05 8,65E-04 NM_007615 NM_007615 NM_007615 Mm.35738 12388 ENSMUST00000111694
A_52_P195839  Ctsc cathepsin C 0,91 1,88 321E-05  7,27E-04 NM_009982 NM_009982 NM_009982 Mm.322945 13032 ENSMUST00000032779
A_65_P13209 Ctsd cathepsin D 1,67 3,19 1,34E-05 4,35E-04 NM_009983 NM_009983 NM_009983 Mm.231395 13033 ENSMUST00000066401
A_51_P253547  Ctsl cathepsin L 0,73 1,66 7,57E-05 1,25E-03 'NM_009984 NM_009984 NM_009984 Mm.930 13039 ENSMUST00000021933
A_52_P326214  Cttn cortactin 141 2,65 588E-06  2,70E-04 NM_007803 NM_007803 NM_007803 Mm.205601 13043 ENSMUST00000103079
A_52_P481423  Cttnbp2nl  CTTNBP2 N-terminal like 1,04 2,06 5,52E-06 1,03E-03 NM_030249 NM_030249 NM_030249 Mm.200327 80281 ENSMUST00000077548
A_52_P664699  Cult cullin 1 0,78 1,71 1,03E-04 1,55E-03 NM_012042 NM_012042 NM_012042 Mm.87611 26965 ENSMUST00000146200
A_55_P2121081 Cul2 cullin 2 0,97 1,97 5,11E-05 9,78E-04 NM_029402 NM_029402 NM_029402 Mm.291707 71745 ENSMUST00000080089
A_52_P47645 Cul3 cullin 3 1,29 245 4,78E-06 2,36E-04 NM_016716 NM_016716 NM_016716 Mm.12665 26554 ENSMUST00000167794
A_55_P2056958  Cul9 cullin 9 1,54 2,92 3,36E-07  6,08E-05 NM_00108132NM_00108132NM_0010813: Mm.329076 78309 ENSMUST00000066026
A_52_P99810 Cx3crt chemokine (C-X3-C) receptor 1 0,63 1,55 9,20E-05 1,43E-03 NM_009987 NM_009987 NM_009987 Mm.44065 13051 ENSMUST00000177637
A_52_P585124  Cxcr4 chemokine (C-X-C motif) receptor 4 0,85 1,81 8,10E-05 1,31E-03 NM_009911 NM_009911 NM_009911 Mm.1401 12767 ENSMUST00000052172
A_55_P1956667 Cyfip1 cytoplasmic FMR1 interacting protein 1 0,83 1,77 5,70E-05 1,05E-03  NM_0011646€ NM_00116466 NM_0011646€ Mm.37249 20430 ENSMUST00000032629
A_55_P2102515  Daam1 i iated activator of mc is 1 0,84 1,79 263E-05  647E-04 NM_026102 NM_026102 NM_026102 Mm.87417 208846 ENSMUST00000085299
A_52_P392216  Dab1 disabled 1 1,53 2,88 1,51E-06 122E-04 NM_177259 NM_177259 NM_177259 Mm.289682 13131 ENSMUST00000106830
A_55_P1959763 Dach1 dachshund 1 (Drosophila) 0,87 1,83 1,52E-06 1,22E-04 NM_007826 NM_007826 NM_007826 Mm.320593 13134 ENSMUST00000071533
A_52_P127682  Dagla diacylglycerol lipase, alpha 0,69 161 3,17E-06 721E-04 NM_198114 NM_198114 NM_198114 Mm.329718 269060 ENSMUST00000125567
A_55_P2195157  Dbn1 drebrin 1 440 2447 | 238E-10  3,00E-06 NM_00117737NM_00117737NM_00117737Mm.19016 56320 ENSMUST00000109921
A_52_P569348 Dbt dihydrolipoamide branched chain transacylase E2 0,63 1,55 7,50E-05 1,25E-03 NM_010022 NM_010022 NM_010022 Mm.3636 13171 ENSMUST00000000349
A_55_P2020497  Dcaf12I1 DDB1 and CUL4 associated factor 12-like 1 0,94 1,92 7,75E-06 3,16E-04 NM_178739 NM_178739 NM_178739 Mm.55685 245404 ENSMUST00000060481
A_52_P471502  Dcaf13 DDB1 and CUL4 associated factor 13 0,95 1,93 1,17E-04 1,68E-03 NM_198606 NM_198606 NM_198606 Mm.321937 223499 ENSMUST00000022909
A_66_P130906  Dcaf7 DDB1 and CUL4 associated factor 7 1,09 2,12 287E-05  6,78E-04 NM_027946 NM_027946 NM_027946 Mm.307455 71833 ENSMUST00000106891
A_52_P46310 Dcaf7 DDB1 and CUL4 associated factor 7 0,74 167 7,12E-05 121E-03 NM_027946 NM_027946 NM_027946 Mm.307455 71833 ENSMUST00000058438
A_65_P07978 Dcc deleted in colorectal carcinoma 1,03 2,05 1,09E-05 3,84E-04 NM_007831 NM_007831 NM_007831 Mm.167882 13176 0

A_51_P270355  Dclk1 doublecortin-like kinase 1 0,92 1,89 2,85E-06 1,75E-04 NM_019978 NM_019978 NM_019978 Mm.393242 13175 ENSMUST00000054237
A_55_P1975385  Detn1 dynactin 1 0,95 1,94 12705  4,20E-04 NM_007835 NM_007835 NM_007835 Mm.6919 13191 ENSMUST00000077407
A_55_P2046084 Dcun1d4 DCN1, defective in cullin neddylation 1, domain containing 4 ( 0,69 161 2,81E-056 6,72E-04 NM_178896 NM_178896 NM_178896 Mm.220312 100737 ENSMUST00000113558
A_51_P110471  Ddah1 i i i 1 0,74 1,67 4,97E-05 9,60E-04 NM_026993 NM_026993 NM_026993 Mm.234247 69219 ENSMUST00000127193
A_51_P387220  Ddx1 DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 1,01 2,02 1,49E-05 4,62E-04 NM_134040 NM_134040 NM_134040 Mm.251255 104721 ENSMUST00000071103
A_51_P402994  Ddx3y DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked 0,96 1,95 560E-06  261E-04 NM_012008 NM_012008 NM_012008 Mm.486436 26900 ENSMUST00000091190
A_51_P491470  Ddx47 DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 0,81 1,75 1,25E-04 1,75E-03 NM_026360 NM_026360 NM_026360 Mm.166524 67755 ENSMUST00000155022
A_51_P141164  Ddx50 DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 0,73 1,66 3,41E-05 7,53E-04 NM_053183 NM_053183 NM_053183 Mm.114116 94213 ENSMUST00000020270
A_51_P497463  Dedd death effector domain-containing 0,75 1,68 5,93E-05 1,08E-03 NM_011615 NM_011615 NM_011615 Mm.270139 21945 ENSMUST00000097467
A_51_P155085  Dennd2a  DENN/MADD domain containing 2A 127 2,41 204E-07  469E-05 NM_172477 NM_172477 NM_172477 Mm.440021 209773 ENSMUST00000036877
A_52_P474902  Denr density-regulated protein 0,60 151 6,79E-05 1,17E-03 NM_026603 NM_026603 NM_026603 Mm.28549 68184 ENSMUST00000166233
A_55_P1984391  Depdc5 DEP domain containing 5 0,97 1,95 2,67E-05 6,53E-04 NM_177786 NM_177786 NM_177786 Mm.101524 277854 ENSMUST00000118698
A_51_P217236  Derlt Der1-like domain family, member 1 0,76 1,70 7,75E-05 1,27E-03 NM_024207 NM_024207 NM_024207 Mm.289387 67819 ENSMUST00000022993
A_52_P550843  Desi2 desumoylating isopeptidase 2 0,52 144 6,51E-06 1,14E-03  NM_024282 NM_024282 NM_024282 Mm.440132 78825 ENSMUST00000027783
A_52_P456134  Dgat1 diacylglycerol O-acyltransferase 1 0,73 1,66 2,65E-056 6,50E-04 NM_010046 NM_010046 NM_010046 Mm.22633 13350 ENSMUST00000162354
A_55_P2172935 Dgkb diacylglycerol kinase, beta 1,02 2,02 1,76E-05 510E-04 AK038544 0 AK038544  Mm.126525 217480 0

A_55_P2022337 Dhcr? 7-dehydrocholesterol reductase 0,67 1,59 6,70E-05 1,16E-03 NM_007856 NM_007856 NM_007856 Mm.249342 13360 ENSMUST00000073878
A_51_P293901  Dhrs1 dehydrogenase/reductase (SDR family) member 1 0,70 1,63 1,23E-04 1,74E-03 NM_026819 NM_026819 NM_026819 Mm.21623 52585 ENSMUST00000002403
A_51_P312437  Dhrs7 dehydrogenase/reductase (SDR family) member 7 0,68 1,60 5,55E-06 1,03E-03 NM_025522 NM_025522 NM_025522 Mm.289653 66375 ENSMUST00000021512
A_55_P2040888 Dhx15 DEAH (Asp-Glu-Ala-His) box polypeptide 15 1,16 223 741E-05 1,24E-03  NM_00104262 NM_00104262NM_0010426Z Mm.993 13204 ENSMUST00000031061
A_66_P117838  Dhx29 DEAH (Asp-Glu-Ala-His) box polypeptide 29 0,89 1,85 2,73E-06 1,68E-04 NM_172594 NM_172594 NM_172594 Mm.35094 218629 ENSMUST00000038574
A_55_P2036803  Dhx30 DEAH (Asp-Glu-Ala-His) box polypeptide 30 0,79 1,73 4,11E-05 8,46E-04  NM_0012526¢ NM_0012526¢ NM_0012526¢ Mm.276305 72831 ENSMUST00000111991
A_55_P2351505 Dhx9 DEAH (Asp-Glu-Ala-His) box polypeptide 9 1.7 327 4,61E-07 7,09E-05 NM_007842 NM_007842 NM_007842 Mm.20000 13211 ENSMUST00000042141
A_51_P427768  Diap1 diaphanous homolog 1 (Drosophila) 0,69 1,62 5,14E-05 9,82E-04 NM_007858 NM_007858 NM_007858 Mm.195916 13367 ENSMUST00000080033
A_51_P192162  Diap2 diaphanous homolog 2 (Drosophila) 0,77 1.7 7,40E-05 1,24E-03 NM_172493 NM_172493 NM_172493 Mm.10763 54004 ENSMUST00000167619
A_51_P336385  Dido1 death inducer-obliterator 1 143 2,69 6,16E-05 1,10E-03 NM_175651 NM_175551 NM_175551 Mm.253836 23856 ENSMUST00000087517
A_55_P1999361 Dip2a DIP2 disco-interacting protein 2 homolog A (Drosophila) 1,13 2,19 7,46E-06 3,10E-04 NM_00108141NM_00108141NM_00108141Mm.33183 64451 ENSMUST00000105417
A_52_P430169  Dip2b DIP2 disco-interacting protein 2 homolog B (Drosophila) 141 2,65 3,60E-06 2,00E-04  NM_0011593€ NM_00115936 NM_0011593€ Mm.243658 239667 ENSMUST00000108971
A_55_P2137376  Dip2c DIP2 disco-interacting protein 2 homolog C (Drosophila) 0,69 1,62 3,34E-05 743E-04 NM_00108142NM_0010814zNM_00108142Mm.217326 208440 ENSMUST00000174552
A_52_P627068  Disp2 dispatched homolog 2 (Drosophila) 1,64 311 447E-06  2,27E-04 NM_170593 NM_170593 NM_170593 Mm.221499 214240 ENSMUST00000037547
A_55_P2120807 DId dihydrolipoamide dehydrogenase 0,98 1,97 1,37E-05 4,41E-04 NM_007861 NM_007861 NM_007861 Mm.3131 13382 ENSMUST00000110857
A_51_P101858  Dig1 discs, large homolog 1 (Drosophila) 1,13 2,19 2,52E-06 1,61E-04 NM_007862 NM_007862 NM_007862 Mm.382 13383 ENSMUST00000115201
A_55_P2072238 Dlg2 discs, large homolog 2 (Drosophila) 147 2,77 3,38E-06 1,93E-04 NM_011807 NM_011807 NM_011807 Mm.257035 23859 ENSMUST00000074273
A_55_P1999947  Dlgap2 discs, large (Drosophila) homolog-associated protein 2 0,80 1,74 139E-05  444E-04 NM_172910 NM_172910 NM_172910 Mm.404697 244310 ENSMUST00000133298
A_52_P411003  Dlgap5 discs, large (Drosophila) homolog-associated protein 5 0,78 1,71 3,83E-056 8,09E-04 NM_144553 NM_144553 NM_144553 Mm.240543 218977 ENSMUST00000043296
A_52_P306697  Dmd dystrophin, muscular dystrophy 0,97 1,96 1,14E-05 3,93E-04 NM_007868 NM_007868 NM_007868 Mm.275608 13405 ENSMUST00000149433
A_55_P2179939  DmxI2 Dmx-like 2 1,51 2,84 1,74E-06 1,31E-04 NM_172771 NM_172771 NM_172771 Mm.93636 235380 ENSMUST00000118600
A_55_P1964076  Dnajb6 DnaJ (Hsp40) homolog, subfamily B, member 6 0,64 1,56 4,23E-05  865E-04 NM_00103794NM_00103794NM_0010379:Mm.290110 ~ 23950 ENSMUST00000012734
A_66_P133450  Dnajh9 DnaJ (Hsp40) homolog, subfamily B, member 9 1,01 2,02 1,41E-05 4,48E-04 NM_013760 NM_013760 NM_013760 Mm.27432 27362 ENSMUST00000015049
A_52_P250590  Dnajc13 DnaJ (Hsp40) homolog, subfamily C, member 13 1,00 1,99 5,53E-06 2,59E-04  NM_00116302 NM_00116302NM_0011630z Mm.217256 235567 ENSMUST00000035170
A_55_P2146304 Dnajc6 DnaJ (Hsp40) homolog, subfamily C, member 6 1,30 247 6,45E-06 2,85E-04  NM_0011645¢ NM_00116458 NM_0011645¢ Mm.76494 72685 ENSMUST00000106929
A_55_P2079175  Dnm1 dynamin 1 0,67 1,59 2,76E-05 ~ 6,65E-04 NM_0100685 NM_010065 NM_010065 Mm.44736 13429 ENSMUST00000156866
A_55_P2100679 Dnm2 dynamin 2 0,85 1,80 1,29E-04 1,80E-03  NM_0012538¢ NM_0012538¢ NM_0012538¢ Mm.433257 13430 ENSMUST00000173299
A_52_P164286  Dnm3 dynamin 3 0,96 1,94 1,06E-04 1,58E-03  NM_00103861NM_00103861NM_00103861Mm.441620 103967 ENSMUST00000086074
A_51_P195573  Dnmt1 DNA methyltransferase (cytosine-5) 1 1,15 221 8,09E-07 9,21E-05 NM_010066 NM_010066 NM_010066 Mm.128580 13433 ENSMUST00000178110
A_55_P2012849  Dock10 dedicator of cytokinesis 10 133 2,51 3,04E-07  593E-05 NM_175291 NM_175291 NM_175291 Mm.133473 210293 ENSMUST00000077946
A_51_P173735  Dock11 dedicator of cytokinesis 11 127 241 1,08E-05 3,83E-04  NM_00100994NM_00100994NM_0010099< Mm.32873 75974 ENSMUST00000115266
A_51_P114917  Dock2 dedicator of cyto-kinesis 2 0,78 1,71 7,37E-05 1,24E-03 NM_033374 NM_033374 NM_033374 Mm.380679 94176 ENSMUST00000093193
A_55_P2170413  Dock3 dedicator of cyto-kinesis 3 1,45 2,74 7.31E-07 877E-05 NM_153413 NM_153413 NM_153413 Mm.150259 208869 ENSMUST00000044532
A_52_P280114  Dock4 dedicator of cytokinesis 4 0,73 1,66 2,39E-05  6,10E-04 NM_172803 NM_172803 NM_172803 Mm.341423 238130 ENSMUST00000037488
A_52_P35961 Dohh ine hy 1ase 0,58 149 7,28E-05 1,23E-03  ENSMUSTO00(0 AK080664  Mm.485349 102115 ENSMUST00000144647
A_51_P284966  Dolk dolichol kinase 0,90 1,86 1,20E-04 1,71E-03 NM_177648 NM_177648 NM_177648 Mm.26690 227697 ENSMUST00000100219
A_55_P1981739 Donson downstream neighbor of SON 0,74 167 1,20E-05 4,04E-04 NM_021720 NM_021720 NM_021720 Mm.490365 60364 ENSMUST00000123893
A_52_P260787  Dopey1 dopey family member 1 132 2,50 718E-06  3,03E-04 NM_177208 NM_177208 NM_177208 Mm.245500 320615 ENSMUST00000034987
A_51_P481238  Dopey2 dopey family member 2 0,95 1,93 9,25E-06 3,52E-04 NM_027293 NM_027293 NM_027293 Mm.23230 70028 ENSMUST00000045004
A_55_P2041529  DoxI2 diamine oxidase-like protein 2 0,52 143 1,41E-04 1,90E-03  NM_0010299¢ NM_0010299¢ NM_0010299¢ Mm.244112 243376 ENSMUST00000090063
A_51_P125434  Dph1 DPH1 homolog (S. cerevisiae) 0,66 1,58 9,33E-05 1,44E-03  NM_144491 NM_144491 NM_144491 Mm.41496 116905 ENSMUST00000044949
A_55_P1953884 Dpm1 dolichol (beta-D) mannc 1 0,75 1,68 7,30E-06 1,23E-03 NM_010072 NM_010072 NM_010072 Mm.422657 13480 ENSMUST00000136582
A_55_P1968078 Dpp10 dipeptidylpeptidase 10 0,68 1,60 8,68E-05 1,38E-03 NM_199021 NM_199021 NM_199021 Mm.483255 269109 ENSMUST00000112606
A_52_P99807 Dpy19I3 dpy-19-like 3 (C. elegans) 0,92 1,89 4,46E-05 8,96E-04 NM_178704 NM_178704 NM_178704 Mm.257808 233115 ENSMUST00000051377
A_66_P105965  Drp2 dystrophin related protein 2 0,90 1,86 6,47E-06 2,85E-04 NM_010078 NM_010078 NM_010078 Mm.121662 13497 ENSMUST00000000228
A_52_P660693  Dsel dermatan sulfate epimerase-like 0,68 1,60 1,01E-04 1,53E-03  NM_00108131NM_00108131NM_00108131Mm. 103468 ~ 319901 ENSMUST00000035462
A_51_P101460  Dsp desmoplakin 1,01 2,02 1,18E-06 1,09E-04 NM_023842 NM_023842 NM_023842 Mm.355327 109620 ENSMUST00000124830
A_52_P445253  Dst dystonin 2,28 4,86 481E-07 7,22E-05 NM_133833 NM_133833 NM_133833 Mm.336625 13518 ENSMUST00000097786
A_51_P184300  Dtna dystrobrevin alpha 0,80 1,74 7,25E-06 3,04E-04 NM_010087 NM_010087 NM_010087 Mm.94371 13527 ENSMUST00000047954
A_55_P2103206 Dusp8 dual specificity phosphatase 8 0,63 1,54 1,24E-04 1,74E-03 NM_008748 NM_008748 NM_008748 Mm.39725 18218 ENSMUST00000039926
A_55_P2055864 Dvi2 dishevelled 2, dsh homolog (Drosophila) 0,89 1,85 2,60E-05 6,43E-04  ENSMUST00(0 BC092396 013543 ENSMUST00000102575
A_51_P354698  Dync1h1 dynein cytoplasmic 1 heavy chain 1 331 9,95 1,91E-09 5,69E-06 NM_030238 NM_030238 NM_030238 Mm.181430 13424 ENSMUST00000018851
A_52_P102783  Dync2h1 dynein cytoplasmic 2 heavy chain 1 215 4,45 1,93E-09 569E-06 NM_029851 NM_029851 NM_029851 Mm.237596 110350 ENSMUST00000147193
A_51_P472481  Dync2lit  dynein cytoplasmic 2 light intermediate chain 1 0,70 1,63 377E-05  7,99E-04 NM_172256 NM_172256 NM_172256 Mm.246119 213575 ENSMUST00000025101
A_55_P2329825 Dyrk2 dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 0,65 1,57 8,56E-05 1,36E-03 AK149371 0 AK149371  Mm.458174 69181 0

A_51_P519108  Dzank1 double zinc ribbon and ankyrin repeat domains 1 143 2,69 3,28E-07 6,07E-05 NM_172859 NM_172859 NM_172859 Mm.442156 241688 ENSMUST00000081982
A_55_P2002226 Dzip1 DAZ interacting protein 1 0,85 181 8,18E-06 328E-04 NM_025943 NM_025943 NM_025943 Mm.87456 66573 ENSMUST00000047208
A_65_P08998  Dzip3 DAZ interacting protein 3, zinc finger 0,78 1,72 7,84E-06 1,28E-03  NM_00111001 NM_00111001 NM_00111001 Mm.275138 224170 ENSMUST00000114516
A_55_P2065513  Ebf1 early B cell factor 1 0,50 141 6,38E-05 1,13E-03 NM_007897 NM_007897 NM_007897 Mm.439662 13591 ENSMUST00000101326
A_52_P522754  Ebnatbp2  EBNA1 binding protein 2 0,66 1,58 4,47E-05 8,98E-04 NM_026932 NM_026932 NM_026932 Mm.29906 69072 ENSMUST00000030501
A_52_P472799  Ecd ecdysoneless homolog (Drosophila) 1,09 212 1,58E-05 4,79E-04 NM_027475 NM_027475 NM_027475 Mm.35105 70601 ENSMUST00000022344
A_52_P325527  Edil3 EGF-like repeats and discoidin I-ike domains 3 0,81 1,76 4,94E-06  240E-04 NM_010103 NM_010103 NM_010103 Mm.125580 13612 ENSMUST00000081769
A_52_P156190  Ednra endothelin receptor type A 0,93 1,91 3,04E-05 7,05E-04 NM_010332 NM_010332 NM_010332 Mm.283168 13617 ENSMUST00000034029
A_55_P2089710  Ednrb endothelin receptor type B 1,77 342 2,46E-07 522E-05 NM_007904 NM_007904 NM_007904 Mm.229532 13618 ENSMUST00000172237

A_66_P106191  Eef2 eukaryotic translation elongation factor 2 1,26 240 2,01E-07 4,69E-05 NM_007907 NM_007907 NM_007907 Mm.326799 13629 ENSMUST00000047864
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eukaryotic translation initiation factor 3, subunit C
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ectodermal-neural cortex 1

i 2

E1A binding protein p300
E1A binding protein p400
endothelial PAS domain protein 1
Eph receptor A4
Eph receptor A5
Eph receptor A6
Eph receptor A7
Eph receptor B4
EPM2A (laforin) interacting protein 1
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family with sequence similarity 115, member A
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family with sequence similarity 179, member B
family with sequence similarity 184, member B
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fatty acid synthase
FAT tumor suppressor homolog 1 (Drosophila)
FAT tumor suppressor homolog 3 (Drosophila)
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F-box and leucine-rich repeat protein 22
F-box and leucine-rich repeat protein 6
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fibronectin leucine rich transmembrane protein 3
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A_51_P133060
A_51_P276939
A_51_P430327
A_52_P47255
A_55_P2041784
A_52_P304858
A_55_P1964053
A_55_P2051859
A_55_P2138041
A_55_P2012296
A_51_P167374
A_55_P2025403
A_52_P566681
A_55_P2011600
A_52_P589763
A_51_P240703
A_52_P558988
A_52_P141687
A_52_P317393
A_51_P309744
A_55_P2132902
A_55_P2004213
A_51_P173709
A_52_P179309
A_52_P68221
A_51_P477458
A_51_P192800
A_51_P172231
A_65_P17476
A_51_P514412
A_55_P2055638
A_55_P2040907
A_55_P2288232
A_55_P1992049
A_55_P2461067
A_55_P2035667
A_55_P1997105
A_55_P2026315
A_55_P2049647
A_55_P2003996
A_55_P2058726
A_55_P2020876
A_55_P2083093
A_52_P39247
A_55_P1965629
A_52_P581326
A_51_P254656
A_66_P108019
A_52_P297075
A_55_P1970126
A_51_P416191
A_55_P2144716
A_51_P167426
A_55_P2106429
A_51_P453111

Fit1
Fmn2
Fmo1
Fmr1
Fn1
Fndc1
Fndc3a
Fnip1
Fntb
Focad
Fpgt
Fras1
Frem2
Frmd4a
Fry
Fryl
Fstl5
Ftsjd2
Fubp1
Fuk
Fut8
Fvi
Fxr1
Fzd7
G3bp1
G3bp2
Gaa
Gabbr1
Gabrg1
Gabrg2
Gad1
Gad2
Gak
Ganab
Gapdh
Gapvd1
Gart
Gas2l1
Gas23
Gbft
Ghp7?
Gee2
Gentlt
Gfpt1
Ggnbp1
Ghitm
Gigyf2
Gja1
Gjc2
Glce
Glg1
Gli2
Glmn
Glrat
Glud1
Glyr1
Gmip
Gmpr2
Gmps
Gnat13
Gnb1
Golgad
Golgb1
Gon4l
Gopc
Gpatch1
Gphn
Gpmé6a
Gpr101
Gpr137c
Gpr151
Gpr155
Gpr3711
Gpr56
Gpr89
Gprasp1
Gprasp2
Gpre5b
Gria3
Gria3
Grid2
Grn
Gsdmd
Gsel
Gsk3b
Gsn
Gtf2i
Gucyla2
Gucy1a3
Guft
Gyk
Gylti1h
Gys1
H2-K1
H2-T24
Hap1
Haus6
Haus7
Hbp1
Hcfe1
Hefc2
Hde
Heatr1
Heatr5a
Heatr5b
Hectd1
Hecw2
Herc1
Herc2
Hexb

FMS-like tyrosine kinase 1
formin 2
flavin containing monooxygenase 1
fragile X mental retardation syndrome 1
fibronectin 1
fibronectin type |1l domain containing 1
fibronectin type Il domain containing 3A
folliculin interacting protein 1
famesyltransferase, CAAX box, beta
focadhesin
fucose-1-phosphate guanylyltransferase
Fraser syndrome 1 homolog (human)
Fras1 related extracellular matrix protein 2
FERM domain containing 4A
furry homolog (Drosophila)
furry homolog-like (Drosophila)
follistatin-like 5
FtsJ methyltransferase domain containing 2
far upstream element (FUSE) binding protein 1
fucokinase
fucosyltransferase 8
Friend virus susceptibility 1
fragile X mental retardation gene 1, autosomal homolog
frizzled homolog 7 (Drosophila)
Ras-GTPase-activating protein SH3-domain binding protein 1
GTPase activating protein (SH3 domain) binding protein 2
glucosidase, alpha, acid
gamma-aminobutyric acid (GABA) B receptor, 1
gamma-aminobutyric acid (GABA) A receptor, subunit gamma
gamma-aminobutyric acid (GABA) A receptor, subunit gamme
glutamate decarboxylase 1
glutamic acid decarboxylase 2
cyclin G associated kinase
alpha glucosidase 2 alpha neutral subunit
3-phosphate deh
GTPase activating protein and VPS9 domains 1

growth arrest-specific 2 like 1

growth arrest-specific 2 like 3

golgi-specific brefeldin A-resistance factor 1
guanylate binding protein 7

GRIP and coiled-coil domain containing 2

GCN1 general control of amino-acid synthesis 1-like 1 (yeast)
glutamine fructose-6-phosphate transaminase 1
gametogenetin binding protein 1

growth hormone inducible transmembrane protein
GRB10 interacting GYF protein 2

gap junction protein, alpha 1

gap junction protein, gamma 2

glucuronyl C5-epimerase

golgi apparatus protein 1

GLI-Kruppel family member GLI2

glomulin, FKBP associated protein

glycine receptor, alpha 1 subunit

glutamate dehydrogenase 1

glyoxylate reductase 1 homolog (Arabidopsis)
Gem-interacting protein

guanosine monophosphate reductase 2

guanine monophosphate synthetase

guanine nucleotide binding protein, alpha 13
guanine nucleotide binding protein (G protein), beta 1
golgi autoantigen, golgin subfamily a, 4

golgi autoantigen, golgin subfamily b, macrogolgin 1
gon-4-like (C.elegans)

golgi associated PDZ and coiled-coil motif containing
G patch domain containing 1

gephyrin

glycoprotein méa

G protein-coupled receptor 101

G protein-coupled receptor 137C

G protein-coupled receptor 151

G protein-coupled receptor 155

G protein-coupled receptor 37-like 1

G protein-coupled receptor 56

G protein-coupled receptor 89

G protein-coupled receptor associated sorting protein 1
G protein-coupled receptor associated sorting protein 2
G protein-coupled receptor, family C, group 5, member B
glutamate receptor, ionotropic, AMPA3 (alpha 3)
glutamate receptor, ionotropic, AMPA3 (alpha 3)
glutamate receptor, ionotropic, delta 2

granulin

gasdermin D

genetic suppressor element 1

glycogen synthase kinase 3 beta

gelsolin

general transcription factor Il |

guanylate cyclase 1, soluble, alpha 2

guanylate cyclase 1, soluble, alpha 3

GUF1 GTPase homolog (S. cerevisiae)

glycerol kinase

glycosyltransferase-like 1B

glycogen synthase 1, muscle

histocompatibility 2, K1, K region

histocompatibility 2, T region locus 24
huntingtin-associated protein 1

HAUS augmin-like complex, subunit 6

HAUS augmin-like complex, subunit 7

high mobility group box transcription factor 1

host cell factor C1

host cell factor C2

histidine decarboxylase

HEAT repeat containing 1

HEAT repeat containing 5A

HEAT repeat containing 5B

HECT domain containing 1

HECT, C2 and WW domain containing E3 ubiquitin protein lig:
hect (homologous to the E6-AP (UBE3A) carboxyl terminus) ¢
hect (homologous to the E6-AP (UBE3A) carboxyl terminus) ¢
hexosaminidase B

1,10
167
0,91
0,92
2,52
1,31
0,49
0,93
0,72
0,65
0,71
1,08
0,83
0,83
1,90
0,88
11
0,76
0,77
0,78
0,55
0,58
0,92
0,86
0,88
1,08
141
091
0,98
0,83
124
1,04
0,75
0,91
0,63
1,40
1,63
0,93
1,34
1,59
0,76
1,16
1,23
0,75
0,98
0,87
1,01
1,33
1,12
0,69
0,72
117
0,77
0,63
0,78
0,88
0,82
0,99
1,09
0,78
0,90
1,28
1,13
091
0,72
0,59
0,97
0,95
0,81
0,66
0,98
0,90
1,00
0,65
1,01
1,00
1,15
0,80
1,37
0,86
1,49
117
0,60
1,16
0,80
2,50
1,40
1,03
0,67
0,90
0,94
1,22
0,93
0,64
0,70
1,00
0,81
0,77
0,67
1,24
0,72
0,70
1,37
0,76
177
215
1,01
2,04
1,20
0,78

2,15
3,18
1,88
1,90
5,13
2,48
1,40
1,91
1,65
1,57
1,64
2,12
178
1,78
3,74
1,84
2,15
1,70
1,70
1,72
1,46
1,50
1,89
1,81
1,84
212
2,65
1,88
1,98
1,78
2,37
2,06
1,68
1,88
1,54
2,65
3,09
1,90
2,53
3,01
1,69
224
2,34
1,68
1,97
1,82
2,01
2,52
217
1,62
1,65
2,24
1,71
1,55
1,7
1,84
177
1,98
2,14
1,7
1,87
242
2,18
1,87
1,65
1,51
1,96
1,93
1,76
1,58
1,97
1,86
2,00
1,57
2,01
2,00
2,22
174
2,58
1,82
2,81
2,26
1,61
2,23
174
5,66
2,65
2,04

1,87
192
233
191
156
163
2,00
1,76
1,70
1559
236
164
162
2,59
169
340
444
2,02
41
229
1,71

1,05E-05
9,28E-07
4,97E-05
3,83E-05
1,06E-08
1,44E-04
1,29E-04
212605
9,08E-05
1,20E-04
1,26E-04
1,14E-06
4,20E-05
1,41E-04
6,24E-06
9,94E-05
5,836-07
4,33E-05
1,24E-04
2,86E-05
1,45E-04
1,28E-04
2,70E-05
2,37E-05
6,86E-06
1,32E-05
8,25E-06
6,226-05
1,13E-04
1,47E-04
3,20E-06
4,14E-06
741E-05
6,23E-05
4,98E-05
2,03E-07
212607
6,40E-06
1,53E-06
1,50E-06
331E-05
1,07E-05
4,56E-06
1,00E-04
2,70E-06
1,32E-04
8,69E-06
2,76E-05
7,03-06
3,95E-05
1,07E-04
2,07E-05
4,756-05
8.49E-05
1,51E-05
2,75€-05
5,18E-05
3,09E-05
1,68E-05
5,05E-06
9,89E-05
1,48E-07
3,28E-06
1,63E-05
4.91E-06
1,41E-04
1,82E-05
3,83E-06
2,256-05
3,87E-05
5,17E-06
1,45E-04
1,15E-04
317605
6,10E-06
5,51E-06
4,88E-06
1,00E-05
2,15E-06
3.91E-05
3,10E-07
4,85E-05
5,57E-05
1,90E-05
8,82E-05
7.46E-09
251E-05
1,32E-06
1,22E-04
245€-05
9.84E-05
8,01E-06
2,13-06
6,10E-05
5,67E-05
4,19E-05
1,07E-04
1,02E-04
6,34E-05
1,40E-05
1,51E-0
3,36E-05
1,48E-06
1,37E-04
5,026-07
8,206-07
2,18E-06
7,08E-08
6.43E-05
3,70E-05

3,79E-04
9,75E-05
9,60E-04
8,09E-04
1,18E-05
1,93E-03
1,79E-03
5,71E-04
1,42E-03
1,71E-03
1,76E-03
1,06E-04
8,60E-04
1,90E-03
2,80E-04
1,51E-03
7,936-05
8,79E-04
1,74E-03
6,77E-04
1,93E-03
1,78E-03
6,56E-04
6,05E-04
2,94E-04
4,30E-04
3,29E-04
1,1E-03
1,64E-03
1,95E-03
1,87E-04
2,17E-04
1,24E-03
1,1E-03
9,61E-04
4,69E-05
4,78E-05
2,84E-04
1,22E-04
1,21E-04
7,40E-04
3.81E-04
2,29E-04
1,51E-03
1,68E-04
1,82E-03
3,39E-04
6,64E-04
2,99E-04
8,26E-04
1,58E-03
5,61E-04
9,39E-04
1,36E-03
4,66E-04
6,63E-04
9,86E-04
7,10E-04
4,94E-04
2,44E-04
1,51E-03
418E-05
1,90E-04
4,87E-04
2,40E-04
1,90E-03
5,20E-04
2,08E-04
5,90E-04
8,14E-04
2,47E-04
1,94E-03
1,66E-03
7,21E-04
2,76E-04
2,59E-04
2,39E-04
3,68E-04
147E-04
8,19E-04
5,98E-05
9,48E-04
1,03E-03
5,34E-04
1,39E-03
9,49E-06
6,27E-04
1,14E-04
1,73E-03
6,19E-04
1,50E-03
3,23E-04
1,46E-04
1,09E-03
1,04E-03
8,59E-04
1,58E-03
1,53E-03
1,12E-03
4,45E-04
4,65E-04
7,45E-04
1,21E-04
1,86E-03
7.31E-05
9,30E-05
1,49E-04
2,82E-05
1,13E-03
7,91E-04

NM_010228 NM_010228 NM_010228 Mm.389712
NM_019445 NM_019445 NM_019445 Mm.330620
NM_010231 NM_010231 NM_010231 Mm.976
NM_008031 NM_008031 NM_008031 Mm.3451
NM_010233 NM_010233 NM_010233 Mm.193099
NM_00108141NM_00108141NM_00108141Mm.379161
NM_207636 NM_207636 NM_207636 Mm.205421
NM_173753 NM_173753 NM_173753 Mm.34087
NM_145927 NM_145927 NM_145927 Mm.151174
NM_0010811&¢ NM_00108118 NM_0010811€ Mm.287210
NM_029330 NM_029330 NM_029330 Mm.35218
NM_175473 NM_175473 NM_175473 Mm.291120
NM_172862 NM_172862 NM_172862 Mm.38378
NM_00117784NM_00117784 NM_00117784 Mm.37932
NM_172887 NM_172887 NM_172887 Mm.216590
NM_028194 NM_028194 NM_028194 Mm.490279
NM_178673 NM_178673 NM_178673 Mm.490527
NM_028791 NM_028791 NM_028791 Mm.475060
NM_057172 NM_057172 NM_057172 Mm.278922
NM_172283 NM_172283 NM_172283 Mm.102591
NM_00125261NM_00125261NM_0012526 Mm.35628
NM_010244 NM_010244 NM_010244 Mm.422607
NM_008053 NM_008053 NM_008053 Mm.259021
NM_008057 NM_008057 NM_008057 Mm.297906
NM_013716 NM_013716 NM_013716 Mm.380129
NM_0010807¢ NM_0010807¢ NM_0010807¢ Mm.290530
NM_008064 NM_008064 NM_008064 Mm.4793
NM_019439 NM_019439 NM_019439 Mm.32191
NM_010252 NM_010252 NM_010252 Mm.255292
NM_008073 NM_008073 NM_008073 Mm.5309
NM_008077 NM_008077 NM_008077 Mm.272120
NM_008078 NM_008078 NM_008078 Mm.4784
NM_153569 NM_153569 NM_153569 Mm.276647
NM_008060 NM_008060 NM_008060 Mm.3196
NM_008084 NM_008084 NM_008084 Mm.343110
NM_025709 NM_025709 NM_025709 Mm.156452
NM_010256 NM_010256 NM_010256 Mm.4505
NM_144560 NM_144560 NM_144560 Mm.44591
AK171905 0 AK171905  Mm.11982
NM_178930 NM_178930 NM_178930 Mm.271620
NM_145545 NM_145545 NM_145545 Mm.45740
NM_027375 NM_027375 NM_027375 Mm.25531
NM_172719 NM_172719 NM_172719 Mm.153014
NM_013528 NM_013528 NM_013528 Mm.19893
NM_027544 NM_027544 NM_027544 Mm.440437
NM_00119912NM_00119912NM_00119912 Mm. 182912
NM_146112 NM_146112 NM_146112 Mm.23065
NM_010288 NM_010288 NM_010288 Mm.378921
NM_175452 NM_175452 NM_175452 Mm.40016
NM_033320 NM_033320 NM_033320 Mm.24411
NM_009149 NM_009149 NM_009149 Mm.276271
NM_00108112NM_00108112NM_00108112 Mm.273292
NM_133248 NM_133248 NM_133248 Mm.41417
NM_020492 NM_020492 NM_020492 Mm.89320
NM_008133 NM_008133 NM_008133 Mm.10600
NM_00107981NM_00107981NM_00107981 Mm.21652
NM_198101 NM_198101 NM_198101 Mm.324305
NM_177992 NM_177992 NM_177992 Mm.390685
NM_0010333C NM_0010333C NM_0010333( Mm.331051
NM_010303 NM_010303 NM_010303 Mm.193925
NM_008142 NM_008142 NM_008142 Mm.2344
NM_018748 NM_018748 NM_018748 Mm.10409
NM_030035 NM_030035 NM_030035 Mm.244815
NM_00124237 NM_00124237NM_00124237 Mm. 126870
NM_00119927 NM_00119927 NM_00119927 Mm.390258
NM_026181 NM_026181 NM_026181 Mm.358705
NM_145965 NM_145965 NM_145965 Mm.341742
NM_153581 NM_153581 NM_153581 Mm.241700
NM_0010333¢ NM_0010333¢ NM_0010333¢ Mm.336070
NM_027518 NM_027518 NM_027518 Mm.343793
NM_181543 NM_181543 NM_181543 Mm.186779
NM_0010807C NM_0010807C NM_0010807( Mm.465902
NM_134438 NM_134438 NM_134438 Mm.272290
NM_018882 NM_018882 NM_018882 Mm.290834
NM_026229 NM_026229 NM_026229 Mm.46722
NM_026081 NM_026081 NM_026081 Mm.271980
NM_00116301NM_00116301NM_00116301 Mm.489763
NM_022420 NM_022420 NM_022420 Mm.103439
NM_016886 NM_016886 NM_016886 Mm.327681
NM_016886 NM_016886 NM_016886 Mm.327681
NM_008167 NM_008167 NM_008167 Mm.439651
NM_008175 NM_008175 NM_008175 Mm.1568
NM_026960 NM_026960 NM_026960 Mm.27385
NM_198671 NM_198671 NM_198671 Mm.334856
NM_019827 NM_019827 NM_019827 Mm.394930
NM_146120 NM_146120 NM_146120 Mm.21109
NM_010365 NM_010365 NM_010365 Mm.261570
NM_00103332NM_0010333zNM_00103332 Mm.91240
NM_021896 NM_021896 NM_021896 Mm.143831
NM_172711  NM_172711  NM_172711  Mm.21105
NM_008194 NM_008194 NM_008194 Mm.246682
NM_172670 NM_172670 NM_172670 Mm.31158
NM_030678 NM_030678 NM_030678 Mm.275654
NM_0010018¢ NM_0010018¢ NM_0010018¢ Mm.422886
NM_008207 NM_008207 NM_008207 Mm.439654
NM_010404 NM_010404 NM_010404 Mm.281700
NM_173400 NM_173400 NM_173400 Mm.74730
NM_207104 NM_207104 NM_207104 Mm.264899
NM_153198 NM_153198 NM_153198 Mm.390461
NM_008224 NM_008224 NM_008224 Mm.248353
NM_00108121NM_00108121NM_00108121Mm.127405
NM_008230 NM_008230 NM_008230 Mm.18603
NM_144835 NM_144835 NM_144835 Mm.171186
NM_177171  NM_177171  NM_177171 Mm.131941
NM_00108117 NM_00108117 NM_00108117 Mm.210489
NM_144788 NM_144788 NM_144788 Mm.249391
NM_0010018¢ NM_0010018¢ NM_0010018¢ Mm.132150
NM_145617 NM_145617 NM_145617 Mm.244179
NM_010418 NM_010418 NM_010418 Mm.20929
NM_010422 NM_010422 NM_010422 Mm.27816

14254
54418
14261
14265
14268
68655
319448
216742
110606
230393
75540
231470
242022
209630
320365
72313
213262
74157
51886
234730
53618
14349
14359
14369
27041
23881
14387
54393
14405
14406
14415
14417
231580
14376
14433
66691
14450
78926
237436
107338
229900
70297
231659
14583
70772
66092
227331
14609
118454
93683
20340
14633
170823
14654
14661
74022
78816
105446
229363
14674
14688
54214
224139
76022
94221
67471
268566
234267
245424
70713
240239
68526
171469
14766
67549
67298
245607
64297
53623
53623
14804
14824
69146
382034
56637
227753
14886
234889
60596
231279
14933
228366
14936
14972
15042
15114
230376
73738
73389
15161
67933
15186
217995
320487
320473
207304
329152
235439
15204
15212

ENSMUST00000031653
ENSMUST00000030039
ENSMUST00000131058
ENSMUST00000142584
ENSMUST00000055226
ENSMUST00000097425
ENSMUST00000089017
ENSMUST00000046835
ENSMUST00000041008
ENSMUST00000097992
ENSMUST00000066568
ENSMUST00000036019
ENSMUST00000091137
ENSMUST00000075767
ENSMUST00000087204
ENSMUST00000094700
ENSMUST00000038364
ENSMUST00000130871
ENSMUST00000106121
ENSMUST00000041382
ENSMUST00000177595
ENSMUST00000094481
ENSMUST00000167354
ENSMUST00000114246
ENSMUST00000018727
ENSMUST00000113127
ENSMUST00000128753
ENSMUST00000173823
ENSMUST00000031119
ENSMUST00000109292
ENSMUST00000140478
ENSMUST00000028123
ENSMUST00000145467
ENSMUST00000096246
ENSMUST00000118875
ENSMUST00000113099
ENSMUST00000156713
ENSMUST00000037146
0

ENSMUSTO00000177406
ENSMUST00000045097
ENSMUST00000162965
ENSMUST00000064454
0

ENSMUST00000133257
ENSMUST00000042564
ENSMUST00000027475
ENSMUST00000068581
ENSMUST00000108793
ENSMUST00000034785
ENSMUST00000164283
ENSMUST00000062483
ENSMUST00000124546
ENSMUST00000102716
ENSMUST00000022322
ENSMUST00000115844
ENSMUST00000036074
ENSMUST00000002397
ENSMUST00000029405
ENSMUST00000020930
ENSMUST00000176637
ENSMUST00000084820
ENSMUST00000039855
ENSMUST00000090942
ENSMUST00000105475
ENSMUST00000131213
ENSMUST00000110388
ENSMUST00000033915
ENSMUST00000057645
ENSMUST00000151749
ENSMUST00000054738
ENSMUST00000048504
ENSMUST00000027682
ENSMUST00000179619
ENSMUST00000029738
ENSMUST00000166554
ENSMUST00000113136
ENSMUST00000008878
ENSMUST00000165288
ENSMUST00000139965
ENSMUST00000095852
ENSMUST00000049460
ENSMUST00000023238
ENSMUST00000118136
ENSMUST00000134870

0

ENSMUST00000173887
0

ENSMUST00000048976
ENSMUST00000087228
ENSMUST00000152221
ENSMUST00000090582
ENSMUST00000003964
ENSMUST00000173317
ENSMUST00000113760
ENSMUST00000103124
ENSMUST00000128381
ENSMUST00000077243
ENSMUST00000172314
ENSMUST00000033761
ENSMUST00000020478
ENSMUST00000028838
0

ENSMUST00000040583
ENSMUST00000097281
ENSMUST00000179265
ENSMUST00000120904
ENSMUST00000144280
ENSMUST00000164095
ENSMUST00000022169



A_51_P484998
A_55_P1969276
A_55_P2137001
A_51_P387608
A_51_P166023
A_51_P440460
A_55_P2091861
A_55_P2118843
A_51_P204080
A_52_P532033
A_52_P137371
A_65_P08022
A_51_P176387
A_52_P243599
A_51_P445662
A_51_P153557
A_55_P2080151
A_55_P2054157
A_55_P2173737
A_55_P1959648
A_55_P2003513
A_66_P120995
A_55_P1977503
A_52_P581594
A_51_P322115
A_51_P225224
A_55_P2088530
A_52_P200617
A_52_P613241
A_51_P132978
A_51_P130110
A_55_P2121856
A_55_P2009187
A_51_P490305
A_52_P190405
A_51_P456857
A_51_P330144
A_52_P509906
A_52_P459929
A_51_P125467
A_55_P2018611
A_55_P1975396
A_55_P2059864
A_55_P2157902
A_51_P327632
A_51_P231687
A_51_P114878
A_55_P1970489
A_55_P2035052
A_66_P113749
A_51_P473888
A_51_P117109
A_51_P458852
A_55_P2028054
A_51_P239750
A_66_P104554
A_55_P2129826
A_51_P439452
A_55_P2172566
A_51_P295708
A_51_P284793
A_55_P2254276
A_51_P121252
A_51_P103718
A_52_P588881
A_55_P2052416
A_52_P175242
A_55_P1976805
A_55_P2103706
A_55_P2013740
A_55_P2097913
A_55_P1977926
A_51_P382484
A_66_P113059
A_51_P262208
A_55_P1998299
A_55_P2077048
A_52_P99411
A_51_P273609
A_55_P2070069
A_55_P2008066
A_55_P2008061
A_55_P2431118
A_52_P634090
A_51_P451338
A_52_P106463
A_55_P2003123
A_55_P1968043
A_65_P13547
A_55_P2160623
A_55_P2014304
A_55_P2071691
A_55_P2146404
A_55_P1965709
A_55_P2123283
A_52_P867058
A_55_P2027083
A_52_P191086
A_52_P191086
A_55_P1985544
A_55_P1961730
A_55_P2074499
A_51_P338397
A_55_P1992762
A_55_P1982578
A_55_P1970665
A_52_P281209
A_55_P2028064
A_55_P2065449
A_52_P551707

Hgf
Hhip
Hhipl1
Hifta
Hip1
Hip1r
Hipk2
Hk1
Hk2
Hitf
Hmgcer
Hnrnpk
Hook3
Hsd17b12
Hsd17b4
Hspa12a
Hspa2
Hspa4
Hspa4l
Hspg2
Hsph1
Htr2a
Htr2e
Htrd
Htr5b
Htra1
Htt
lars
Icam1
Idh1
Idh3b
ler51
Iffo1
Ii30
Ifnar2
Ift122
Ift140
Ift172
Ift81
lgf2r
lgfbp7
Ighmbp2
lgsf1
lgsf10
lgsf3
Ik
Ikbkap
M2rb2
nf1o
lizrg
ligst
livbl
Ina
Incenp
Inhba
Inpp1
Inpp5f
Insig2
Insr
Ints1
Ints12
Ints2
Ints4
Ip6k1
lqgap3
Igsec1
Irs1
Isca2
Isg15
Isir2
Itga10
Itgam
Itgav
Itgb1
Itgh2
Itghd
Itih5
Itm2b
Itpka
Itpkb
Itpr1
Itpr2
Itsn1
Jag1
Jag2
Jak1
Jkamp
Jmjd1c
Jup
Kalrn
Kank1
Kank3
Kansl1
Kbthd3
Kcnab
Kenc1
Kenj10
Kenj6é
Kcenjé
Kenk10
Kent2
Kep
Kctd10
Kdelr1
Kdm3a
Kdm3b
Kdm4a
Kdm4b
Kdm5b
Kdmé6a

hepatocyte growth factor
Hedgehog-interacting protein

hedgehog interacting protein-like 1
hypoxia inducible factor 1, alpha subunit
huntingtin interacting protein 1

huntingtin interacting protein 1 related
homeodomain interacting protein kinase 2
hexokinase 1

hexokinase 2

helicase-like transcription factor
3-hydroxy-3-methylglutaryl-Coenzyme A reductase

nuclear il K
hook homolog 3 (Drosophila)
hyd id (17-beta) 12

hydroxysteroid (17-beta) dehydrogenase 4
heat shock protein 12A
heat shock protein 2
heat shock protein 4
heat shock protein 4 like
perlecan (heparan sulfate proteoglycan 2)
heat shock 105kDa/110kDa protein 1
5-hydroxytryptamine (serotonin) receptor 2A
5-hydroxytryptamine (serotonin) receptor 2C
5 hydroxytryptamine (serotonin) receptor 4
5-hydroxytryptamine (serotonin) receptor 5B
HtrA serine peptidase 1
huntingtin
isoleucine-tRNA synthetase
intercellular adhesion molecule 1
isocitrate dehydrogenase 1 (NADP+), soluble
isocitrate dehydrogenase 3 (NAD+) beta
immediate early response 5-like
intermediate filament family orphan 1
interferon gamma inducible protein 30
interferon (alpha and beta) receptor 2
intraflagellar transport 122
intraflagellar transport 140
intraflagellar transport 172
intraflagellar transport 81
insulin-like growth factor 2 receptor
insulin-like growth factor binding protein 7
immunoglobulin mu binding protein 2
immunoglobulin superfamily, member 1
immunoglobulin superfamily, member 10
immunoglobulin superfamily, member 3
IK cytokine
inhibitor of kappa light polypeptide enhancer in B cells, kinase
interleukin 12 receptor, beta 2
interleukin 1 family, member 10
interleukin 2 receptor, gamma chain
interleukin 6 signal transducer
ilvB (bacterial acetolactate synthase)-like
internexin neuronal intermediate filament protein, alpha
inner centromere protein
inhibin beta-A
inositol polyphosphate-1-phosphatase
inositol polyphosphate-5-phosphatase F
insulin induced gene 2
insulin receptor
integrator complex subunit 1
integrator complex subunit 12
integrator complex subunit 2
integrator complex subunit 4
inositol hexaphosphate kinase 1
1Q motif containing GTPase activating protein 3
1Q motif and Sec7 domain 1
insulin receptor substrate 1
iron-sulfur cluster assembly 2 homolog (S. cerevisiae)
1SG15 ubiquitin-like modifier
immunoglobulin superfamily containing leucine-rich repeat 2
integrin, alpha 10
integrin alpha M
integrin alpha V
integrin beta 1 (fibronectin receptor beta)
integrin beta 2
integrin beta 4
inter-alpha (globulin) inhibitor H5
integral membrane protein 2B
inositol 1,4,5-trisphosphate 3-kinase A
inositol 1,4,5-trisphosphate 3-kinase B
inositol 1,4,5-trisphosphate receptor 1
inositol 1,4,5-triphosphate receptor 2
intersectin 1 (SH3 domain protein 1A)
jagged 1
jagged 2
Janus kinase 1
JNK1/MAPK8-associated membrane protein
jumoniji domain containing 1C
junction plakoglobin
kalirin, RhoGEF kinase
KN motif and ankyrin repeat domains 1
KN motif and ankyrin repeat domains 3
KAT8 regulatory NSL complex subunit 1
kelch repeat and BTB (POZ) domain containing 3

i Itage-gated channel, shaker-related, subfamily, r
potassium voltage gated channel, Shaw-related subfamily, me
potassium inwardly-rectifying channel, subfamily J, member 1
potassium inwardly-rectifying channel, subfamily J, member 6
potassium inwardly-rectifying channel, subfamily J, member 6
potassium channel, subfamily K, member 10
potassium channel, subfamily T, member 2
kielin/chordin-like protein

channel domain ining 10

KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein reten
lysine (K)-specific demethylase 3A
KDM3B lysine (K)-specific demethylase 3B
lysine (K)-specific demethylase 4A
lysine (K)-specific demethylase 4B
lysine (K)-specific demethylase 5B
lysine (K)-specific demethylase 6A

0,90
117
1,25
1,23
0,90
1,12
0,87
1,36
0,57
1,08
1,59
1,03
0,95
127
1,61
1,18
0,99
0,96
0,73
1,54
1,75
0,82
1,20
1,10
0,82
0,70
1,10
1,29
0,70
1,16
0,64
0,56
0,65
0,80
0,88
0,76
1,19
1,97
0,71
1,00
0,92
0,67
1,25
0,97
0,65
0,78
1,02
1,29
0,73
0,69
0,76
0,96
0,92
0,94
0,86
0,61
0,70
1,08
1,30
1,31
143
14
1,75
0,65
1,42
0,76
0,77
0,83
0,62
0,91
0,50
0,65
0,85
1,26
0,88
1,26

0,75
2,77
2,13
1,26
1,05
0,79
0,98
0,87
0,96
0,79
0,75
1,12
1,62
1,26
0,57
0,92
0,74
0,78
0,63
0,85
0,98
0,76
0,70
0,83
0,62
0,90
1,50
091
0,93
1,12
0,79
1,69
1,00

187
225
238
2,34
186
218
182
256
149
21
3,00
2,05
193
242
3,05
226
199
194
166
2,90
337
176
230
215
176
162
2,15
2,44
163
223
156
148
157
1,74
184
169
227
393
163
2,00
189
159
238
196
157
172
2,02
2,44
166
162
1,70
195
190
192
182
153
162
2,08
246
248
269
266
336
157
268
1,70
1,70
178

1,89
1,42
1,57
1,80
2,40
1,84
2,40
1,91
1,68
6,82
438
2,39
2,07
173
1,97
1,83
1,94
1,72
1,68
2,18
3,07
2,39
148
1,89
1,67
1,72
1,54
1,80
1,98
1,69
1,63
178
1,54
1,86
2,83
1,87
1,90
217
1,72
324
2,00

2,05E-05
1,19E-05
5,21E-07
3,19E-05
3,18E-06
4,90E-07
1,13E-04
2,10E-05
4,37E-05
9,13E-07
2,35E-06
2,21E-05
5,52E-05
5,04E-06
712E-08
8,69E-05
1,12E-05
4,11E-06
1,22E-04
4,07E-06
6,41E-08
7,26E-05
6,98E-07
5,95E-06
3,21E-05
3,91E-05
1,96E-06
2,66E-06
2,02E-05
1,87E-05
1,07E-04
1,08E-04
1,35E-05
2,20E-05
1,51E-04
8,98E-05
1,47E-05
1,56E-08
4,20E-05
1,54E-05
1,00E-05
6,71E-05
1,71E-06
2,11E-05
1,14E-04
2,79E-05
5,49E-06
1,69E-06
6,89E-06
7.91E-06
6,21E-05
1,59E-05
743E-05
3,66E-06
4,30E-05
1,16E-04
1,09E-04
9,38E-06
3,94E-07
4,78E-06
2,05E-06
1,21E-06
5,21E-08
1,37E-04
3,13E-07
1,44E-04
1,82E-05
4,81E-05
4,97E-05
9,30E-05
1,32E-04
5,08E-05
7,83E-05
3,22E-05
2,38E-05
7,16E-07
5,72E-05
2,58E-05
6,10E-09
6,53E-08
1,02E-06
5,96E-06
9,33E-06
4,47E-06
1,03E-05
2,12E-05
2,25E-05
7,04E-05
1,02E-06
3,64E-07
1,75€-07
7,06E-05
3,27TE-05
5,06E-05
1,04E-04
8,02E-05
4,25E-06
2,31E-05
5,56E-05
1,78E-05
5,44E-05
3,66E-06
2,78E-05
2,99E-06
3,21E-06
2,25E-05
417807
1,93E-05
2,02E-07
7,52E-05

5,59E-04
4,02E-04
7.45E-05
7,25E-04
1,86E-04
7,05€-05
1,64E-03
5,69E-04
8,84E-04
9,69E-05
1,56E-04
5,85E-04
1,03E-03
2,44E-04
2,82E-05
1,38E-03
3,91E-04
2,16E-04
1,73E-03
2,15E-04
271E-05
1,22E-03
8,61E-05
2,72E-04
7,27E-04
8,19E-04
1,40E-04
1,66E-04
5,55E-04
5,28E-04
1,58E-03
1,59E-03
4,36E-04
5,84E-04
1,98E-03
141E-03
4,60E-04
1,37E-05
8,59E-04
4,72E-04
3,68E-04
1,16E-03
1,30E-04
5,70E-04
1,66E-03
6,69E-04
2,58E-04
1,30E-04
2,95E-04
1,29E-03
1,11E-03
481E-04
1,24E-03
7,85E-04
8,74E-04
1,67E-03
1,60E-03
3,55E-04
6,55E-05
2,36E-04
1,44E-04
1,10E-04
243E-05
1,86E-03
6,03E-05
1,93E-03
5,21E-04
9,43E-04
9,60E-04
1,44E-03
1,82E-03
9,74E-04
1,28E-03
7,08E-04
6,07E-04
8,68E-05
1,05E-03
6,40E-04
8,90E-06
2,74E-05
1,01E-04
2,72E-04
3,54E-04
2,27E-04
3,74E-04
5,70E-04
5,90E-04
1,20E-03
1,01E-04
6,21E-05
4,42E-05
1,20E-03
7,33E-04
9,71E-04
1,55E-03
1,30E-03
2,20E-04
5,97E-04
1,03E-03
5,13E-04
1,02E-03
7,85E-04
6,68E-04
1,80E-04
1,87E-04
5,90E-04
6,79E-05
5,39E-04
4,69E-05
1,25E-03

NM_010427 NM_010427 NM_010427 Mm.267078
NM_020259 NM_020259 NM_020259 Mm.254493
NM_0010443¢ NM_0010443¢ NM_0010443¢ Mm.36423
NM_010431 NM_010431 NM_010431 Mm.3879
NM_146001 NM_146001 NM_146001 Mm.280805
NM_145070 NM_145070 NM_145070 Mm.149954
NM_0011360€ NM_00113606 NM_0011360€ Mm.23790
NM_0011461CNM_0011461C NM_0011461C Mm.196605
NM_013820 NM_013820 NM_013820 Mm.255848
NM_009210 NM_009210 NM_009210 Mm.209650
NM_008255 NM_008255 NM_008255 Mm.316652
ENSMUSTO00C0 AK207611  Mm.142872
NM_207659 NM_207659 NM_207659 Mm.334464
NM_019657 NM_019657 NM_019657 Mm.489651
NM_008292 NM_008292 NM_008292 Mm.277857
NM_175199 NM_175199 NM_175199 Mm.39739
NM_008301 NM_008301 NM_008301 Mm.296181
NM_008300 NM_008300 NM_008300 Mm.239865
NM_011020 NM_011020 NM_011020 Mm.39330
NM_008305 NM_008305 NM_008305 Mm.273662
NM_013559 NM_013559 NM_013559 Mm.270681
NM_172812 NM_172812 NM_172812 Mm.214351
NM_008312 NM_008312 NM_008312 Mm.439670
NM_008313 NM_008313 NM_008313 Mm.20440
NM_010483 NM_010483 NM_010483 Mm.4833
NM_019564 NM_019564 NM_019564 Mm.30156
NM_010414 NM_010414 NM_010414 Mm.209071
NM_172015 NM_172015 NM_172015 Mm.21118
NM_010493 NM_010493 NM_010493 Mm.435508
NM_010497 NM_010497 NM_010497 Mm.9925
NM_130884 NM_130884 NM_130884 Mm.29590
NM_030244 NM_030244 NM_030244 Mm.295464
NM_0010396€ NM_0010396¢ NM_0010396¢ Mm.129415
NM_023065 NM_023065 NM_023065 Mm.30241
NM_010509 NM_010509 NM_010509 Mm.6834
NM_031177 NM_031177 NM_031177 Mm.333335
NM_134126 NM_134126 NM_134126 Mm.32802
NM_026298 NM_026298 NM_026298 Mm.293023
NM_009879 NM_009879 NM_009879 Mm.10125
NM_010515 NM_010515 NM_010515 Mm.26553
NM_00115951NM_00115951NM_00115951 Mm.233470
NM_009212 NM_009212 NM_009212 Mm.3179
NM_177591 NM_177591 NM_177591 Mm.110505
NM_0011628¢ NM_00116288 NM_0011628¢ Mm.228086
NM_207205 NM_207205 NM_207205 Mm.489667
NM_011879 NM_011879 NM_011879 Mm.30234
NM_026079 NM_026079 NM_026079 Mm.282743
NM_008354 NM_008354 NM_008354 Mm.188337
NM_153077 NM_153077 NM_153077 Mm.218750
NM_013563 NM_013563 NM_013563 Mm.2923
NM_010560 NM_010560 NM_010560 Mm.4364
NM_173751 NM_173751 NM_173751 Mm.2644
ENSMUSTO00C 0 BU053129  Mm.414453
NM_016692 NM_016692 NM_016692 Mm.29755
NM_008380 NM_008380 NM_008380 Mm.8042
NM_008384 NM_008384 NM_008384 Mm.917
NM_178641 NM_178641 NM_178641 Mm.490344
NM_133748 NM_133748 NM_133748 Mm.27136
NM_010568 NM_010568 NM_010568 Mm.268003
NM_026748 NM_026748 NM_026748 Mm.292942
NM_027927 NM_027927 NM_027927 Mm.246726
NM_027421 NM_027421 NM_027421 Mm.440906
NM_027256 NM_027256 NM_027256 Mm.27383
NM_013785 NM_013785 NM_013785 Mm.276155
NM_0010334¢ NM_0010334¢ NM_0010334¢ Mm.331133
NM_00113438 NM_00113438 NM_0011343€ Mm.196943
NM_010570 NM_010570 NM_010570 Mm.4952
NM_028863 NM_028863 NM_028863 Mm.25719
NM_015783 NM_015783 NM_015783 Mm.4950
NM_00116153NM_00116153NM_00116152 Mm. 186499
NM_0010810£ NM_0010810NM_0010810¢ Mm.32741
NM_008401 NM_008401 NM_008401 Mm.262106
NM_008402 NM_008402 NM_008402 Mm.227
NM_010578 NM_010578 NM_010578 Mm.263396
NM_008404 NM_008404 NM_008404 Mm.1137
NM_0010056( NM_0010056( NM_0010056( Mm.213873
NM_172471 NM_172471 NM_172471 Mm.313876
NM_008410 NM_008410 NM_008410 Mm.4266
NM_146125 NM_146125 NM_146125 Mm.65337
NM_00108117 NM_00108117 NM_00108117 Mm.132535
NM_010585 NM_010585 NM_010585 Mm.227912
NM_019923 NM_019923 NM_019923 Mm.7800
NM_00111027 NM_00111027 NM_00111027 Mm.40546
NM_013822 NM_013822 NM_013822 Mm.22398
NM_010588 NM_010588 NM_010588 Mm.186146
NM_146145 NM_146145 NM_146145 Mm.289657
NM_024205 NM_024205 NM_024205 Mm.258935
NM_0012423¢ NM_0012423¢ NM_0012423¢ Mm.23846
NM_010593 NM_010593 NM_010593 Mm.299774
NM_177357 NM_177357 NM_177357 Mm.82274
NM_181404 NM_181404 NM_181404 Mm.260722
NM_030697 NM_030697 NM_030697 Mm.196330
NM_00108104NM_00108104NM_0010810 Mm. 136418
NM_026962 NM_026962 NM_026962 Mm.25946
NM_013568 NM_013568 NM_013568 Mm.62535
NM_00111273 NM_00111273 NM_00111273 Mm.249386
NM_0010394¢ NM_0010394¢ NM_0010394¢ Mm.254563
NM_0010255¢ NM_0010255¢ NM_0010255¢ Mm.328720
NM_0010255¢ NM_0010255¢ NM_0010255¢ Mm.328720
NM_029911  NM_029911  NM_029911  Mm.196158
NM_00108102NM_0010810zNM_0010810Z Mm.483845
NM_0010299¢ NM_0010299¢ NM_0010299¢ Mm.332961
NM_026145 NM_026145 NM_026145 Mm.490304
NM_133950 NM_133950 NM_133950 Mm.298433
NM_173001 NM_173001 NM_173001 Mm.260479
NM_0010812¢ NM_0010812¢ NM_0010812¢ Mm.277906
NM_00116182 NM_00116182NM_0011618Z Mm.234234
NM_172132 NM_172132 NM_172132 Mm.45047
NM_152895 NM_152895 NM_152895 Mm.28995
NM_009483 NM_009483 NM_009483 Mm.257498

15234
15245
214305
15251
215114
29816
15258
15275
15277
20585
15357
15387
320191
56348
15488
73442
15512
15525
18415
15530
15505
15558
15560
15562
15564
56213
15194
105148
15894
15926
170718
72500
320678
65972
15976
81896
106633
67661
12589
16004
29817
20589
209268
242050
78908
24010
230233
16162
215274
16186
16195
216136
226180
16319
16323
16329
101490
72999
16337
68510
71793
70422
101861
27399
404710
232227
16367
74316
100038882
320563
213119
16409
16410
16412
16414
192897
209378
16432
228550
320404
16438
16439
16443
16449
16450
16451
104771
108829
16480
545156
107351
80880
76719
69149
16494
16502
16513
16522
16522
72258
240776
333088
330171
68137
104263
277250
230674
19379
75605
22289

ENSMUST00000030683
ENSMUST00000079038
ENSMUST00000021685
ENSMUST00000021530
ENSMUST00000060311
ENSMUST00000000939
ENSMUST00000114855
ENSMUST00000072357
ENSMUST00000168725
ENSMUST00000145853
ENSMUST00000022176
ENSMUST00000176359
ENSMUST00000037182
ENSMUST00000146580
ENSMUST00000025385
ENSMUST00000066285
ENSMUST00000080449
ENSMUST00000020630
ENSMUST00000077083
ENSMUST00000155648
ENSMUST00000076410
ENSMUST00000036653
ENSMUST00000036303
ENSMUST00000027560
ENSMUST00000055884
ENSMUST00000006367
ENSMUST00000080036
ENSMUST00000165316
ENSMUST00000086399
ENSMUST00000169032
ENSMUST00000028892
0

ENSMUST00000117675
ENSMUST00000034299
ENSMUST00000117836
ENSMUST00000038234
ENSMUST00000137386
ENSMUST00000041565
ENSMUST00000135956
ENSMUST00000024599
ENSMUST00000163898
ENSMUST00000025751
ENSMUST00000033442
ENSMUST00000039419
ENSMUST00000043983
ENSMUST00000007042
ENSMUST00000150002
ENSMUST00000018485
ENSMUST00000058056
ENSMUST00000033664
ENSMUST00000070731
ENSMUSTO00000105384
ENSMUST00000037636
ENSMUST00000025562
ENSMUST00000042603
ENSMUSTO00000177279
ENSMUST00000129085
ENSMUST00000003818
ENSMUST00000091291
ENSMUST00000072607
ENSMUST00000029650
ENSMUST00000134883
ENSMUST00000026126
ENSMUST00000035214
ENSMUST00000071812
ENSMUST00000101151
ENSMUST00000069799
ENSMUST00000021667
ENSMUST00000085425
ENSMUST00000163897
ENSMUST00000029744
ENSMUST00000156593
ENSMUST00000028499
ENSMUST00000124826
ENSMUST00000156644
ENSMUST00000106461
ENSMUST00000026886
ENSMUST00000022704
ENSMUST00000028758
ENSMUST00000070181
ENSMUST00000032192
ENSMUST00000053273
ENSMUST00000138117
ENSMUST00000028735
ENSMUST00000075827
ENSMUST00000102781
ENSMUST00000117449
ENSMUSTO00000173689
ENSMUST00000107403
ENSMUST00000132002
ENSMUST00000049400
ENSMUST00000048560
ENSMUST00000018556
ENSMUST00000049648
ENSMUST00000112242
0

ENSMUST00000056136
ENSMUST00000095873
ENSMUST00000095873
ENSMUST00000110113
ENSMUST00000060201
ENSMUST00000101614
ENSMUST00000102581
ENSMUST00000002855
ENSMUST00000167220
ENSMUST00000043775
ENSMUST00000106403
ENSMUST00000086835
ENSMUST00000047714
ENSMUST00000155161



A_51_P316553
A_52_P641849
A_55_P2082478
A_55_P2032449
A_55_P2058933
A_51_P324287
A_55_P2085556
A_51_P179258
A_51_P254805
A_51_P107020
A_55_P2037478
A_51_P114297
A_66_P128434
A_52_P420663
A_55_P2455725
A_55_P2005285
A_55_P1962284
A_66_P111385
A_55_P1981949
A_51_P423008
A_55_P2154714
A_51_P176474
A_55_P2078459
A_55_P2067895
A_55_P2070940
A_66_P135018
A_55_P2065199
A_55_P2102857
A_55_P2008681
A_55_P1967659
A_51_P418908
A_52_P239726
A_52_P500488
A_55_P1957227
A_52_P667287
A_51_P201137
A_52_P299358
A_52_P67983
A_52_P56751
A_55_P2141876
A_51_P444645
A_55_P2177910
A_52_P609695
A_55_P2179453
A_65_P01834
A_55_P2023727
A_55_P2085641
A_55_P2123942
A_55_P1985273
A_55_P2177988
A_52_P54261
A_55_P2110512
A_52_P445474
A_55_P1976200
A_55_P1995233
A_55_P2115008
A_55_P2013019
A_51_P145415
A_51_P453351
A_55_P2040200
A_55_P2400322
A_51_P295237
A_51_P476428
A_55_P1967168
A_52_P279687
A_55_P1969845
A_52_P11402
A_51_P362089
A_52_P365660
A_55_P2125564
A_51_P485472
A_55_P1984406
A_55_P1973033
A_55_P2033500
A_52_P427240
A_55_P2011610
A_55_P2017684
A_55_P2009091
A_55_P2062757
A_51_P104430
A_55_P2003251
A_55_P2062642
A_51_P324923
A_51_P336161
A_51_P418168
A_66_P140452
A_55_P1964193
A_55_P2059312
A_51_P402193
A_51_P439876
A_55_P2074836
A_52_P370392
A_55_P2085751
A_55_P2038504
A_65_P19138
A_55_P2076303
A_55_P2133337
A_51_P479902
A_55_P2177659
A_55_P2058403
A_51_P168695
A_55_P2095047
A_55_P2151751
A_55_P1963585
A_51_P144868
A_55_P2185910
A_55_P1986551
A_55_P1953899
A_55_P2036176
A_52_P93933

Kdr
Khnyn
Kidins220
Kiffa
Kiftb
Kif23
Kif26a
Kif26b
Kif4
Kif5a
Kifap3
Kifc3
Kit
Kihit1
Kihi20
Kihi22
Kihi24
Kihi28
Kihis
Kihi7
KIhi9
Kndc1
Kpna2
Krba1
Krtap20-2
Krtap5-1
Krtap9-5
Krtcap3
Ktn1
Lactb
Larp1
Larp4
Lars
Las1l
Lass6
Lbr
Lclat1
Lemt2
Lept
Ldha
Lectt
Lepr
Lgit
Lig3
Limat
Limch1
Lmbr1l
Lmbrd1
Lmcd1
Lmft
Lmf2
Lmo7
Lmtk2
Lmtk3
Lonp2
Lonrf2
Lpar1
Lpcat3
Lpgat1
Lrba
Lrch2
Lrp11
Lrp1b
Lrp4
Lrp8
Lrppre
Lrrc24
Lrre3b
Lrrede
Lrre58
Lrre71
Lrrk2
Ltbp1
Ltbpd
Ltn1
Lyst
Macft
Mad1l1
Mag
Magee1
Magel2
Magt1
Man2a1
Man2b1
Manf
Map1a
Map1b
Map2
Map3k1
Map4kd4
Mapk8ip1
Mapk8ip2
Mapk8ip3
Marché
March7?
March8
March9
Mars
Mast1
Mast3
Mast4
Mat2a
Matr3
Mbd5
Mboat?
Mbtps2
Mcam
Mece1
Mcf2l
Mclt

kinase insert domain protein receptor

KH and NYN domain containing

kinase D-interacting substrate 220
kinesin family member 1A

kinesin family member 1B

kinesin family member 23

kinesin family member 26A

kinesin family member 268

kinesin family member 4

kinesin family member 5A
kinesin-associated protein 3

kinesin family member C3

kit oncogene

kelch-like 11

kelch-like 20

kelch-like 22

kelch-like 24

kelch-like 28

kelch-like 5

kelch-like 7

kelch-like 9

kinase non-catalytic C-lobe domain (KIND) containing 1
karyopherin (importin) alpha 2

KRAB-A domain containing 1

keratin associated protein 20-2

keratin associated protein 5-1

keratin associated protein 9-5
keratinocyte associated protein 3

kinectin 1

lactamase, beta

La ribonucleoprotein domain family, member 1
La ribonucleoprotein domain family, member 4
leucyl-tRNA synthetase

LAS1-like (S. cerevisiae)

LAG1 homolog, ceramide synthase 6
lamin B receptor

lysocardiolipin acyltransferase 1

leucine carboxyl methyltransferase 2
lymphocyte cytosolic protein 1

lactate dehydrogenase A

leukocyte cell derived chemotaxin 1

leptin receptor

leucine-rich repeat LGI family, member 1
ligase IIl, DNA, ATP-dependent

LIM domain and actin binding 1

LIM and calponin homology domains 1
limb region 1 like

LMBR1 domain containing 1

LIM and cysteine-rich domains 1

lipase maturation factor 1

lipase maturation factor 2

LIM domain only 7

lemur tyrosine kinase 2

lemur tyrosine kinase 3

lon peptidase 2, peroxisomal

LON peptidase N-terminal domain and ring finger 2
lysophosphatidic acid receptor 1
lysophosphatidylcholine acyltransferase 3
I idylgl | 1

LPS-responsive beige-like anchor
leucine-rich repeats and calponin homology (CH) domain con
low density lipoprotein receptor-related protein 11
low density lipoprotein-related protein 1B (deleted in tumors)
low density lipoprotein receptor-related protein 4
low density lipoprotein receptor-related protein 8, apolipoprote
leucine-rich PPR-motif containing
leucine rich repeat containing 24
leucine rich repeat containing 3B
leucine rich repeat containing 4C
leucine rich repeat containing 58
leucine rich repeat containing 71
leucine-rich repeat kinase 2
latent transforming growth factor beta binding protein 1
latent transforming growth factor beta binding protein 4
listerin E3 ubiquitin protein ligase 1
lysosomal trafficking regulator
microtubule-actin crosslinking factor 1
MAD1 mitotic arrest deficient 1-like 1
myelin-associated glycoprotein
melanoma antigen, family E, 1
melanoma antigen, family L, 2
magnesium transporter 1
mannosidase 2, alpha 1
mannosidase 2, alpha B1
mesencephalic astrocyte-derived neurotrophic factor
microtubule-associated protein 1A
microtubule-associated protein 1B
microtubule-associated protein 2
mitogen-activated protein kinase kinase kinase 1
mitogen-activated protein kinase kinase kinase kinase 4
mitogen-activated protein kinase 8 interacting protein 1
mitogen-activated protein kinase 8 interacting protein 2
mitogen-activated protein kinase 8 interacting protein 3
membrane-associated ring finger (C3HC4) 6
membrane-associated ring finger (C3HC4) 7
membrane-associated ring finger (C3HC4) 8
membrane-associated ring finger (C3HC4) 9
methionine-tRNA synthetase
microtubule associated serine/threonine kinase 1
microtubule associated serine/threonine kinase 3
microtubule associated serine/threonine kinase family membe
methionine adenosyltransferase I, alpha
matrin 3
methyl-CpG binding domain protein 5

bound O- domain ining 7
membrane-bound transcription factor peptidase, site 2
melanoma cell adhesion molecule

-Coenzyme A

mcf.2 transforming sequence-like
myeloid cell leukemia sequence 1

1 (alpha)

1,15
0,80
1,26
1,22
1,16
117
0,75
0,92
0,81
1,94
0,90
0,75
0,82
0,90
1.1
0,84
1,09
0,88
0,62
0,96
0,95
1,25
1,02
0,72
0,80
0,59
0,63
1,20
1,46
0,80
0,75
1,00
0,98
0,90
1,16
1,00

0,69
1,56
0,76
1,26
0,96
1,40
0,78
2,78
3,98
0,56
0,55
0,86
0,80
0,48
2,95
2,00
1,51
1,57
1,10
0,92
1,20
0,89
0,74
0,75
0,74
0,95
1,16
0,66
1,03
0,80
0,69
0,59
0,82
1,94
0,52
1,45
1,19
1,22
1,1
1,39
0,53
0,85
2,09
0,82
0,70
0,65
1,28
0,71
127
2,02
0,94
0,99
0,60
0,92
2,89
127
1,40
0,76
0,62
1,19
1,04
1,03
0,79
0,71
1,07
1,82
0,57
0,88
0,57
0,80
0,86
1,42
0,78

222
1,74
2,40
2,33
224
2,26
1,68
1,90
1,75
3,83
1,86
1,69
1,76
187
2,15
1,80
2,13
1,84
1,63
1,94
1,94
2,38
2,03
1,65
1,74
1,51
1,55
2,30
2,75
1,74
1,69
2,00
1,97
187
2,24
1,99
1,92
1,61
2,94
1,70
2,40
1,94
2,63
1,71
6,89
15,81
1,48
147
181
1,74
1,40
7.1
4,01
2,85
2,9
2,15
1,89
229
1,85
1,67
1,68
1,67
1,94
2,24

2,04
1,74
161
1,51
1,77
3,84
144
273
228
233
2,16
262
145
180
424
176
162
157
242
163
241
404
192
199
152
189
7,39
241
263
169
154
228
2,05
2,04
173
163
2,10
353
148
184
149
1,74
182
267
172

6,44E-06
4,91E-06
1,36E-06
2,2TE-06
8,66E-05
9,76E-07
3,09E-05
6,70E-06
1,37E-04
1,08E-06
1,79E-05
4,08E-06
9,76E-06
6,67E-06
8,32E-07
5,98E-06
4,58E-06
1,81E-05
4,04E-05
1,19E-04
1,36E-04
1,03E-05
4,76E-05
8,05E-06
9,39E-05
1,25E-04
2,50E-05
4,13E-06
4,34E-08
6,43E-06
7,00E-05
2,26E-05
4,97E-06
8,41E-06
3,57E-05
1,02E-05
6,26E-06
8,31E-05
7,298-07
3,28E-05
1,24E-05
4,13E-05
2,94E-06
5,05E-05
3,92E-09
1,53E-10
8,18E-05
8,57E-05
1,52E-04
7,65E-06
1,42E-04
2,35E-09
1,66E-05
1,96E-07
4,52E-07
2,18E-06
2,19E-06
3,06E-05
4,49€-06
3,89E-06
4,39E-05
1,74E-05
7,22E-06
1,63E-05
2,46E-05
3,99E-06
5,51E-05
9,93E-05
6,59E-05
5,99E-05
2,26E-08
1,44E-04
2,44E-05
1,71E-06
6,49E-06
3,87E-06
2,19E-05
4,97E-05
1,17E-04
4,58E-07
4,03E-05
1.41E-04
3,40E-05
1.41E-04
6,24E-05
8,07E-05
6,57E-06
1,04E-04
1,23E-05
1,08E-04
3,00E-05
2,26E-08
5,27TE-05
4,01E-06
2,78E-05
9,93E-05
8,44E-07
8,51E-06
1,28E-05
8,69E-05
1,32E-04
1,04E-05
317E-07
8,98E-05
5,02E-05
9,93E-05
6,70E-05
2,41E-06
1,24E-06
1,09E-04

2,85E-04
9,55E-04
1,17E-04
1,52E-04
1,38E-03
9,95E-05
7,10E-04
2,91E-04
1,86E-03
1,03E-04
5,15E-04
2,16E-04
3,63E-04
2,90E-04
9,30E-05
2,73E-04
2,30E-04
5,19E-04
8,38E-04
1,69E-03
1,86E-03
3,73E-04
9,39E-04
3,24E-04
1,45E-03
1,75E-03
6,26E-04
2,16E-04
2,20E-05
2,85E-04
1,19E-03
5,90E-04
2,42E-04
3,32E-04
7,74E-04
3,71E-04
2,81E-04
1,34E-03
8,76E-05
7,36E-04
4,12E-04
8,50E-04
1,78E-04
9,71E-04
7,48E-06
3,00E-06
1,32E-03
1,36E-03
1,99E-03
3,13E-04
1,91E-03
5,69E-06
4,91E-04
4,65E-05
7,01E-05
1,49E-04
1,49E-04
7,08E-04
2,27E-04
2,10E-04
8,86E-04
5,06E-04
3,03E-04
4,87E-04
6,21E-04
2,13E-04
1,03E-03
1,51E-03
1,15E-03
1,08E-03
1,66E-05
1,92E-03
6,17E-04
1,30E-04
2,85E-04
2,10E-04
5,83E-04
9,60E-04
1,68E-03
7,06E-05
8,38E-04
1,89E-03
7,51E-04
1,90E-03
1,11E-03
1,31E-03
2,88E-04
1,55E-03
4,11E-04
1,59E-03
7,00E-04
1,66E-05
9,97E-04
2,14E-04
6,68E-04
1,51E-03
9,35E-05
3,35E-04
4,21E-04
1,38E-03
1,83E-03
3,75E-04
6,03E-05
1,41E-03
9,66E-04
1,51E-03
1,16E-03
1,57E-04
1,10E-04
1,61E-03

NM_010612 NM_010612 NM_010612 Mm.285
NM_027143 NM_027143 NM_027143 Mm.490360
NM_00108137NM_00108137NM_00108137 Mm.250641
NM_008440 NM_008440 NM_008440 Mm.276408
NM_207682 NM_207682 NM_207682 Mm.402393
NM_024245 NM_024245 NM_024245 Mm.259374
NM_00109762 NM_0010976ZNM_0010976Z Mm.313104
NM_0011616€ NM_00116166 NM_0011616€ Mm. 138659
NM_008446 NM_008446 NM_008446 Mm.383091
NM_0010390C NM_0010390C NM_0010390 Mm.30355
NM_010629 NM_010629 NM_010629 Mm.4651
NM_010631 NM_010631 NM_010631 Mm.378951
NM_00112273NM_00112273NM_00112272 Mm.247073
NM_172565 NM_172565 NM_172565 Mm.183320
NM_0010394¢ NM_0010394¢ NM_0010394¢ Mm.255165
NM_145479  NM_145479 NM_145479 Mm.282807
NM_029436 NM_029436 NM_029436 Mm.485857
NM_025707 NM_025707 NM_025707 Mm.248678
NM_175174 NM_175174 NM_175174 Mm.10281
NM_026448 NM_026448 NM_026448 Mm.273768
NM_172871 NM_172871 NM_172871 Mm.260601
NM_177261 NM_177261 NM_177261 Mm.44442
NM_010655 NM_010655 NM_010655 Mm.12508
NM_133922 NM_133922 NM_133922 Mm.107646
NM_00116361NM_00116361NM_00116361Mm.459837
NM_015808 NM_015808 NM_015808 Mm.389993
NM_00108552 NM_0010855ZNM_00108552 Mm.457964
NM_027221 NM_027221 NM_027221 Mm.389609
NM_008477 NM_008477 NM_008477 Mm.3110
NM_030717 NM_030717 NM_030717 Mm.157882
NM_028451 NM_028451 NM_028451 Mm.248843
NM_00108094 NM_00108094 NM_0010809- Mm.28811
NM_134137 NM_134137 NM_134137 Mm.312170
NM_152822 NM_152822 NM_152822 Mm.274318
NM_172856 NM_172856 NM_172856 Mm.222222
NM_133815 NM_133815 NM_133815 Mm.4538
NM_00108107NM_00108107NM_00108107 Mm.329194
NM_177846 NM_177846 NM_177846 Mm.219449
NM_008879 NM_008879 NM_008879 Mm.153911
NM_0011360€ NM_00113606 NM_0011360€ Mm.29324
NM_010701 NM_010701 NM_010701 Mm.46561
NM_010704 NM_010704 NM_010704 Mm.259282
NM_020278 NM_020278 NM_020278 Mm.298251
NM_010716 NM_010716 NM_010716 Mm.277136
NM_00111354 NM_00111354 NM_00111354 Mm.33207
NM_0010019¢ NM_0010019¢ NM_0010019¢ Mm.481371
NM_029098 NM_029098 NM_029098 Mm.385020
NM_026719 NM_026719 NM_026719 Mm.336563
NM_144799 NM_144799 NM_144799 Mm.234441
NM_029624 NM_029624 NM_029624 Mm.12787
NM_178919 NM_178919 NM_178919 Mm.34511
NM_201529 NM_201529 NM_201529 Mm.486662
NM_0010811C NM_0010811C NM_0010811C Mm.288726
NM_00100551NM_00100551NM_0010055 Mm.44928
NM_025827 NM_025827 NM_025827 Mm.324550
NM_00102987 NM_00102987 NM_00102987 Mm.487137
NM_172989 NM_172989 NM_172989 Mm.4772
NM_145130 NM_145130 NM_145130 Mm.273915
NM_172266 NM_172266 NM_172266 Mm.277958
NM_030695 NM_030695 NM_030695 Mm.439825
NM_00108117 NM_00108117 NM_00108117 Mm.30506
NM_172784 NM_172784 NM_172784 Mm.206759
NM_053011 NM_053011 NM_053011 Mm.441398
NM_172668 NM_172668 NM_172668 Mm.275149
NM_00108092 NM_0010809Z NM_00108092 Mm.442134
NM_028233 NM_028233 NM_028233 Mm.217027
NM_198119 NM_198119 NM_198119 Mm.289666
NM_146052 NM_146052 NM_146052 Mm.138039
NM_178725 NM_178725 NM_178725 Mm.241682
NM_177093 NM_177093 NM_177093 Mm.390882
NM_028971 NM_028971 NM_028971 Mm.474494
NM_025730 NM_025730 NM_025730 Mm.37558
NM_019919 NM_019919 NM_019919 Mm.269747
NM_175641 NM_175641 NM_175641 Mm.272251
NM_0010810¢ NM_0010810€ NM_0010810¢ Mm.249005
NM_010748 NM_010748 NM_010748 Mm.342337
NM_00119913NM_00119913NM_00119912 Mm.402299
NM_010752 NM_010752 NM_010752 Mm.27250
NM_010758 NM_010758 NM_010758 Mm.241355
NM_053201 NM_053201 NM_053201 Mm.24341
NM_013779 NM_013779 NM_013779 Mm.45207
NM_025952 NM_025952 NM_025952 Mm.275943
NM_008549 NM_008549 NM_008549 Mm.2433
NM_010764 NM_010764 NM_010764 Mm.4219
NM_029103 NM_029103 NM_029103 Mm.29778
NM_032393 NM_032393 NM_032393 Mm.36501
NM_008634 NM_008634 NM_008634 Mm.4173
ENSMUSTO00C0 M21041 Mm.487809
NM_011945 NM_011945 NM_011945 Mm.15918
NM_0012522( NM_0012522( NM_0012522( Mm.19073
NM_00120244NM_00120244NM_0012024< Mm.2720
NM_021921 NM_021921 NM_021921 Mm.482169
NM_00116344 NM_00116344 NM_00116344 Mm.43081
NM_172606 NM_172606 NM_172606 Mm.272185
ENSMUSTO00C0 AK155072  Mm.260635
NM_027920 NM_027920 NM_027920 Mm.27064
ENSMUSTO00C 0 0
NM_00100391NM_00100391NM_0010039 Mm.28173
NM_019945 NM_019945 NM_019945 Mm.154614
NM_199308 NM_199308 NM_199308 Mm.250731
NM_175171 NM_175171 NM_175171 Mm.202606
NM_145569 NM_145569 NM_145569 Mm.485037
NM_010771  NM_010771 NM_010771 Mm.215034
NM_029924 NM_029924 NM_029924 Mm.440436
NM_029934 NM_029934 NM_029934 Mm.490287
NM_172307 NM_172307 NM_172307 Mm.37577
NM_023061 NM_023061 NM_023061 Mm.275003
NM_023644 NM_023644 NM_023644 Mm.249016
NM_178076 NM_178076 NM_178076 Mm.334413
NM_008562 NM_008562 NM_008562 Mm.1639

16542
219094
77480
16560
16561
71819
668303
269152
16571
16572
16579
16582
16590
217194
226541
224023
75785
66689
A
52323
242521
76484
16647
778271
622935
50774
435286
69815
16709
80907
73158
207214
107045
76130
241447
98386
225010
329504
18826
16828
16840
16847
56839
16882
65970
77569
74775
68421
30937
76483
105847
380928
231876
381983
66887
381338
14745
14792
226856
80877
210297
237253
94217
228357
16975
72416
378937
218763
241568
320184
74485
66725
268977
108075
78913
17101
11426
17120
17136
107528
27385
67075
17158
17159
74840
17754
17755
17756
26401
26921
19099
60597
30957
223455
57438
779

0216438

216443
56527
546071
328329
232087
17184
109241
77582
270669
84004
72039
17207
17210

ENSMUST00000113516
ENSMUST00000022831
ENSMUST00000066652
ENSMUST00000112958
ENSMUST00000060537
ENSMUST00000034815
ENSMUST00000128402
ENSMUST00000161017
ENSMUST00000048962
ENSMUST00000099172
ENSMUST00000077642
ENSMUST00000169748
ENSMUST00000144270
ENSMUST00000056665
ENSMUST00000117467
ENSMUST00000117192
ENSMUST00000023509
ENSMUST00000021331
ENSMUST00000126692
ENSMUST00000030841
ENSMUST00000094993
ENSMUST00000053445
ENSMUST00000086423
ENSMUST00000114572
ENSMUST00000169954
ENSMUST00000106074
ENSMUST00000105052
ENSMUST00000054829
ENSMUST00000022391
ENSMUST00000034929
ENSMUST00000071487
ENSMUST00000057632
ENSMUST00000097590
ENSMUST00000079987
ENSMUST00000028426
ENSMUST00000005003
ENSMUST00000067545
ENSMUST00000099486
ENSMUST00000131802
ENSMUST00000125862
ENSMUST00000022603
ENSMUST00000156402
ENSMUST00000087252
ENSMUST00000080461
ENSMUST00000109024
ENSMUST00000038188
ENSMUST00000109127
ENSMUST00000095062
ENSMUST00000032376
ENSMUST00000156868
ENSMUST00000023283
ENSMUST00000160038
ENSMUST00000041804
ENSMUST00000120005
ENSMUST00000034141
ENSMUST00000039612
ENSMUST00000107571
ENSMUST00000130020
ENSMUST00000110855
ENSMUST00000107635
ENSMUST00000112819
ENSMUST00000019931
ENSMUST00000129974
ENSMUST00000028689
ENSMUST00000123140
ENSMUST00000112308
ENSMUST00000049956
ENSMUST00000163937
ENSMUST00000162807
ENSMUST00000078717
ENSMUST00000023846
ENSMUST00000137657
ENSMUST00000112516
ENSMUST00000108369
ENSMUST00000039449
ENSMUST00000110559
ENSMUST00000106224
ENSMUST00000031534
ENSMUST00000040548
ENSMUST00000033578
ENSMUST00000080403
ENSMUST00000033583
ENSMUST00000086723
ENSMUST00000034121
ENSMUST00000159283
ENSMUST00000094639
ENSMUST00000064762
ENSMUST00000114013
ENSMUST00000109267
ENSMUST00000163854
ENSMUST00000111279
ENSMUST00000023291
ENSMUST00000119115
ENSMUST00000090227
ENSMUST00000102748
ENSMUST00000101032
ENSMUST00000040307
ENSMUST00000139683
ENSMUST00000109741
ENSMUST00000166004
ENSMUST00000167058
ENSMUST00000059472
ENSMUST00000166793
ENSMUST00000112754
ENSMUST00000127106
ENSMUST00000065857
ENSMUST00000034650
ENSMUST00000029259
ENSMUST00000110867
ENSMUST00000037947



A_55_P2182134
A_52_P407796
A_55_P2016842
A_51_P324082
A_66_P136955
A_55_P1964568
A_51_P124535
A_51_P102503
A_51_P345046
A_66_P134412
A_55_P1961140
A_66_P133270
A_55_P2452384
A_55_P2130388
A_51_P519648
A_52_P642207
A_51_P427828
A_55_P2185990
A_55_P2136526
A_55_P1984123
A_52_P304128
A_51_P195775
A_51_P341736
A_51_P414396
A_55_P2352896
A_55_P2137887
A_55_P2115127
A_55_P2077746
A_55_P2079520
A_52_P17098
A_55_P1957433
A_55_P2097038
A_52_P368057
A_55_P2087885
A_51_P405565
A_55_P2022094
A_55_P2000280
A_55_P2117028
A_52_P450188
A_55_P2084378
A_51_P282179
A_55_P2152926
A_52_P108346
A_51_P473919
A_52_P536494
A_55_P2088525
A_55_P2090070
A_55_P2028600
A_55_P1993744
A_55_P2181306
A_55_P2154054
A_51_P434171
A_55_P1955039
A_52_P650855
A_51_P406583
A_66_P112305
A_55_P2006250
A_55_P2096081
A_55_P2024669
A_52_P201531
A_51_P375558
A_52_P173703
A_55_P2056120
A_55_P2452914
A_51_P414448
A_52_P443167
A_52_P111866
A_55_P2005853
A_51_P387235
A_51_P366207
A_51_P213928
A_52_P201551
A_65_P03874
A_55_P2126615
A_52_P80567
A_55_P2250391
A_55_P2133524
A_55_P2050602
A_52_P209119
A_55_P2154228
A_55_P1967291
A_55_P1998545
A_55_P2128695
A_51_P349281
A_51_P134007
A_55_P2165974
A_51_P396643
A_55_P2116973
A_52_P648424
A_55_P2030752
A_55_P2053181
A_51_P339934
A_51_P145220
A_55_P1967500
A_55_P2316300
A_52_P367520
A_55_P2075941
A_55_P2173011
A_51_P270184
A_55_P2425190
A_55_P2084308
A_51_P315666
A_51_P479043
A_51_P122035
A_52_P650180
A_55_P2181176
A_55_P2121231
A_66_P105947
A_52_P602898
A_55_P2012794

Mctp1 multiple C2 domains, transmembrane 1
Mdh1 malate dehydrogenase 1, NAD (soluble)
Me1 malic enzyme 1, NADP(+)-dependent, cytosolic
Med1 mediator complex subunit 1
Med14 mediator complex subunit 14
Megf10 multiple EGF-like-domains 10
Mest mesoderm specific transcript
Metap1 methionyl aminopeptidase 1
Metap2 methionine aminopeptidase 2
Metti25 methyltransferase like 25
Metti3 methyltransferase like 3
Mfsd1 major facilitator superfamily domain containing 1
Mga MAX gene associated
Mical1 i calponin and LIM dor
Mical3 microtubule associated monoxygenase, calponin and LIM dor
Mkrn1 makorin, ring finger protein, 1
Miip muscular LMNA-interacting protein
mirt myeloid/lymphoid or mixed-lineage leukemia 1
mi2 myeloid/lymphoid or mixed-lineage leukemia 2
mi3 myeloid/lymphoid or mixed-lineage leukemia 3
Mmp14 matrix { 14 rted)
Mmp16 matrix metallopeptidase 16
Mmp2 matrix metallopeptidase 2
Mmrn2 multimerin 2
Mon2 MON2 homolog (yeast)
Mpdz multiple PDZ domain protein
10 M-phase in 10 (U3 small nucleolar ribonucleopr
Mphosph8  M-phase phosphoprotein 8
Mpp1 membrane protein, palmitoylated
Mpp7 membrane protein, palmitoylated 7 (MAGUK p55 subfamily m
Mprip myosin phosphatase Rho interacting protein
Mrc2 mannose receptor, C type 2
Mri1 i -1+ i homolog (S. cerevis
Mroh1 maestro heat-like repeat family member 1
Msh6 mutS homolog 6 (E. coli)
Mta3 metastasis associated 3
Mthfd1l (NADP+ depender
Mtmr3 myotubularin related protein 3
Mtmr4 myotubularin related protein 4
Mtmr7 myotubularin related protein 7
Mtor i target of rapamyci kinase)
Mybbp1a  MYB binding protein (P160) 1a
Myc myelocytomatosis oncogene
Mycbp2 MYC binding protein 2
Mycn v-myc myelocytomatosis viral related oncogene, neuroblastor
Myh10 myosin, heavy polypeptide 10, non-muscle
Myh14 myosin, heavy polypeptide 14
Myh9 myosin, heavy polypeptide 9, non-muscle
Myo10 myosin X
Myo16 myosin XVI
Myo18a myosin XVIIA
Myo19 myosin XIX
Myo1b myosin IB
Myo1d myosin ID
Myote myosin IE
Myotf myosin IF
Myo5a myosin VA
Myo5b myosin VB
Myo6 myosin VI
Myo9a myosin IXa
Myoc myocilin
Myrip myosin VIIA and Rab interacting protein
Myt1l myelin transcription factor 1-like
Nébp2 NEDD4 binding protein 2
Naa15 N(alpha)-acetyltransferase 15, NatA auxiliary subunit
Naa35 N(alpha)-acetyltransferase 35, NatC auxiliary subunit
Naa50 N(alpha)-acetyltransferase 50, NatE catalytic subunit
Nacc2 nucleus accumbens associated 2, BEN and BTB (POZ) dome
Nampt i ide phospt 1sfera
Nap112 nucleosome assembly protein 1-like 2
Nap1/3 nucleosome assembly protein 1-like 3
Nav1 neuron navigator 1
Nav2 neuron navigator 2
Nav3 neuron navigator 3
Nbas neuroblastoma amplified sequence
Nbea neurobeachin
Nbr1 neighbor of Brca1 gene 1
Neam1 neural cell adhesion molecule 1
Ncam2 neural cell adhesion molecule 2
Ncapd3 non-SMC condensin Il complex, subunit D3
Ncaph non-SMC condensin | complex, subunit H
Nedn neurochondrin
Nckap1 NCK-associated protein 1
Nckap5l NCK-associated protein 5-like
Nel nucleolin
Ncor1 nuclear receptor co-repressor 1
Nestn nicastrin
Neb nebulin
Nedd4 neural precursor cell expressed, developmentally down-regul
Nedd4l neural precursor cell d i
Nefh neurofilament, heavy polypeptide
Nefl neurofilament, light polypeptide
Nefm neurofilament, medium polypeptide
Nellt NEL-like 1
Neot neogenin
Nexn nexilin
Nf1 neurofibromatosis 1
Nfasc neurofascin
Nhirc2 NHL repeat containing 2
Nhsl2 NHS-like 2
Nid1 nidogen 1
Nid2 nidogen 2
Nif3l1 Ngg1 interacting factor 3-like 1 (S. pombe)
Nipa1 non imprinted in Prader-Willi/Angelman syndrome 1 homolog
Nipal2 NIPA-like domain containing 2
Nipal3 NIPA-like domain containing 3
Nipbl! Nipped-B homolog (Drosophila)
Nkain3 Na+/K+ transporting ATPase interacting 3
Nkrf NF-kappaB repressing factor
Nmbr neuromedin B receptor

0,95
0,93
0,97
1,01
1,33
1,38
1,29
0,78
0,93
0,86
0,73
0,83
1,20
241
2,07
0,63
0,89
1,58
1,29
1,23
0,96
1,36
0,84
0,67
1,40
1,22
144
0,71

0,87
313
1,20
0,82
0,61
127
0,82
0,92
0,50
0,83
1,26
1.7
0,78
1,07
2,15
1,24
2,90
2,10
4,00
1,92
0,97
3,08
1,46
1,24
1,16
2,79
0,71
2,24
1,38
3,60
1,09
1,33
0,92
1,40
1,68
0,76
0,88
0,88
0,87
0,70
0,79
0,90
1,81
1,79
1,29
1,77
1,33
1,50
0,91
1,56
117
091
0,53
1,13
0,84
0,93
1,07
0,81
1,10
143
127
1,86
1,24
1,29
1,01
0,66
2,03
127
0,71
0,71
1,34

0,96
0,67
0,79
0,86
0,73
142
0,88
0,77
0,79

193
1,90
195
201
251
261
2,44
1,71
190
182
165
178
230
530
420
155
185
298
2,44
235
194
2556
1,79
159
264
233
271
164
178
1,83
878
230
1,77
152
241
176
189
141
1,78
240
327
172
2,10
443
237
748
430
1598
378
1,96
845
275
236
223
6,91
163
474
260
12,11
212
252
1,89
2,64
321
169
184
184
183
162
1,72
186
349
346
245
340
251
282
187
2,9
225
187
144
2,19
178
191
2,10
1,75
215
269
241
362
237
245
202
158
4,09
241
164
164
252
31
1,95
159
173
182
166
267
184
1,70
173

9,76E-06
8,07E-05
6,97E-05
1,31E-04
5,77E-07
3,.31E-07
4,33E-06
3,1E-05
1,67E-05
6,05E-05
3,88E-05
1,22E-05
7,29E-06
2,07E-08
1,53E-07
6,69E-05
1,17E-05
2,31E-06
4,24E-07
1,80E-07
6,74E-05
3,82E-07
1,99E-05
1,16E-04
7,1E-08
1,17E-06
6,32E-07
3,29E-05
4,55E-05
1,14E-04
1,60E-08
1,39E-06
3,79E-06
1,35E-04
3,69E-07
3,14E-06
8,21E-06
6,84E-05
9,96E-06
2,15E-06
1,55E-06
4,10E-06
8,29E-07
7,23E-09
4,35E-05
4,29E-08
1,12E-08
8,80E-10
4,14E-08
2,61E-05
3,11E-09
6,65E-06
4,94E-07
1,24E-06
8,28E-10
4,76E-05
3,35E-08
3,44E-07
1,01E-09
3,18E-06
5,42E-06
3,49E-05
1,75€-07
1,47E-08
2,50E-05
1,43E-04
3,40E-05
4,78E-05
1,85E-05
3,89E-05
4,46E-06
1,05E-06
1,90E-07
6,00E-06
4,52E-07
7,62E-06
1,16E-07
1,50E-05
3,28E-06
1,48E-06
1,10E-04
1,45E-04
5,61E-06
2,79E-05
6,61E-06
6,74E-05
1,00E-04
3,98E-05
1,61E-05
4,16E-06
5,50E-09
7,79E-06
4,41E-07
3,11E-05
4,99E-05
1,40E-07
6,05E-05
8,84E-06
1,05E-04
9,86E-07
1,76E-07
3,15E-056
5,25E-05
551E-05
4,34E-05
3,43E-05
2,86E-06
1,33E-06
1,34E-04
3,54E-056

3,63E-04
1,31E-03
1,19E-03
1,81E-03
7.91E-05
6,08E-05
2,22E-04
7,1E-04
4,93E-04
1,09E-03
8,15E-04
4,10E-04
3,05E-04
1,63E-05
4,22E-05
1,16E-03
4,00E-04
1,54E-04
6,84E-05
4,4TE-05
1,17E-03
6,44E-05
5,48E-04
1,67E-03
3,02E-04
1,08E-04
8,24E-05
7,36E-04
9,09E-04
1,65E-03
1,38E-05
1,17E-04
2,07E-04
1,84E-03
6,32E-05
1,85E-04
3,28E-04
1,18E-03
3,68E-04
1,47E-04
1,23E-04
2,16E-04
9,30E-05
9,49E-06
8,81E-04
2,20E-05
1,19E-05
4,68E-06
2,20E-05
6,45E-04
6,76E-06
2,90E-04
7,25E-05
1,10E-04
4,68E-06
9,39E-04
1,92E-05
6,10E-05
4,68E-06
1,86E-04
2,55E-04
7,65E-04
4,42E-05
1,34E-05
6,26E-04
1,92E-03
7,51E-04
9,41E-04
5,26E-04
8,16E-04
2,27E-04
1,02E-04
4,58E-05
2,74E-04
7,01E-05
3,13E-04
3,76E-05
4,63E-04
1,90E-04
1,21E-04
1,61E-03
1,94E-03
2,61E-04
6,69E-04
2,89E-04
1,17E-03
1,61E-03
8,30E-04
4,83E-04
2,17E-04
8,90E-06
3,17E-04
6,97E-05
7,1E-04
9,62E-04
4,10E-05
1,09E-03
3,43E-04
1,56E-03
9,97E-05
4,42E-05
7,18E-04
9,95E-04
1,03E-03
8,79E-04
7,54E-04
1,75E-04
1,15E-04
1,84E-03
7,69E-04

NM_030174 NM_030174 NM_030174 Mm.316249
NM_008618 NM_008618 NM_008618 Mm.212703
NM_00119892 NM_00119893NM_00119892 Mm.148155
NM_013634 NM_013634 NM_013634 Mm.12926
NM_012005 NM_012005 NM_012005 Mm.17616
NM_00100197 NM_00100197 NM_00100197 Mm.297863
NM_008590 NM_008590 NM_008590 Mm.335639
NM_175224 NM_175224 NM_175224 Mm.26833
NM_019648 NM_019648 NM_019648 Mm.289329
NM_207522 NM_207522 NM_207522 Mm.250875
NM_019721 NM_019721 NM_019721 Mm.271759
NM_025813 NM_025813 NM_025813 Mm.271975
NM_013720 NM_013720 NM_013720 Mm.87532
NM_138315 NM_138315 NM_138315 Mm.290431
NM_153396 NM_153396 NM_153396 Mm.122399
NM_018810 NM_018810 NM_018810 Mm.270484
AK009836 0 AK009836  Mm.35008
NM_00108104NM_00108104NM_0010810< Mm.2389
NM_00103327 NM_00103327 NM_00103327 Mm.264889
NM_0010813¢ NM_0010813¢ NM_0010813¢ Mm.332268
NM_008608 NM_008608 NM_008608 Mm.280175
NM_019724 NM_019724 NM_019724 Mm.187315
NM_008610 NM_008610 NM_008610 Mm.29564
NM_153127 NM_153127 NM_153127 Mm.272673
NM_153395 NM_153395 NM_153395 Mm.169924
NM_010820 NM_010820 NM_010820 Mm.153039
NM_026483 NM_026483 NM_026483 Mm.26973
NM_023773 NM_023773 NM_023773 Mm.152466
NM_008621 NM_008621 NM_008621 Mm.391267
NM_00116162 NM_00116162NM_00116162 Mm.479293
NM_201245 NM_201245 NM_201245 Mm.2402
NM_008626 NM_008626 NM_008626 Mm.235616
NM_026423 NM_026423 NM_026423 Mm.278085
NM_0011624& NM_00116248 NM_0011624¢ Mm. 123240
NM_010830 NM_010830 NM_010830 Mm.18210
NM_0011710& NM_0011710& NM_0011710E Mm.277668
NM_0011707& NM_00117078 NM_0011707¢ Mm. 184752
NM_028860 NM_028860 NM_028860 Mm.425669
NM_133215 NM_133215 NM_133215 Mm.399376
NM_0010406¢ NM_0010406¢ NM_0010406¢ Mm.294871
NM_020009 NM_020009 NM_020009 Mm.21158
NM_016776 NM_016776 NM_016776 Mm.147946
NM_010849 NM_010849 NM_010849 Mm.2444
NM_207215 NM_207215 NM_207215 Mm.6478
NM_008709 NM_008709 NM_008709 Mm.16469
NM_175260 NM_175260 NM_175260 Mm.218233
NM_0012715:NM_00127152NM_0012715: Mm.158289
NM_022410 NM_022410 NM_022410 Mm.29677
NM_019472 NM_019472 NM_019472 Mm.60590
NM_0010813¢ NM_0010813¢ NM_0010813¢ Mm.422761
NM_011586 NM_011586 NM_011586 Mm.341248
NM_025414 NM_025414 NM_025414 Mm.288689
NM_00116181NM_00116181NM_00116181Mm.3390
NM_177390 NM_177390 NM_177390 Mm.151948
NM_181072 NM_181072 NM_181072 Mm.249311
NM_053214 NM_053214 NM_053214 Mm.42019
NM_010864 NM_010864 NM_010864 Mm.3645
NM_201600 NM_201600 NM_201600 Mm.260098
NM_00103954NM_00103954NM_0010395 Mm.4040
NM_173018 NM_173018 NM_173018 Mm.249545
NM_010865 NM_010865 NM_010865 Mm.10694
NM_144557 NM_144557 NM_144557 Mm.100936
NM_00109377NM_00109377NM_00109377 Mm.253067
NM_00102491NM_00102491NM_00102491 Mm.332398
NM_053089 NM_053089 NM_053089 Mm.275281
NM_030153 NM_030153 NM_030153 Mm.253902
NM_028108 NM_028108 NM_028108 Mm.278726
NM_0010370¢ NM_0010370¢ NM_0010370¢ Mm. 131074
NM_021524 NM_021524 NM_021524 Mm.489597
NM_008671 NM_008671 NM_008671 Mm.388694
NM_138742 NM_138742 NM_138742 Mm.490573
NM_173437 NM_173437 NM_173437 Mm.34977
NM_175272 NM_175272 NM_175272 Mm.333881
AK035945 0 AK035945  Mm.225050
NM_027706 NM_027706 NM_027706 Mm.177520
NM_030595 NM_030595 NM_030595 Mm.384353
NM_008676 NM_008676 NM_008676 Mm.784
NM_010875 NM_010875 NM_010875 Mm.4974
NM_010954 NM_010954 NM_010954 Mm.433941
NM_178113 NM_178113 NM_178113 Mm.251777
NM_144818 NM_144818 NM_144818 Mm.29786
NM_011986 NM_011986 NM_011986 Mm.456184
NM_016965 NM_016965 NM_016965 Mm.25203
NM_0010018¢ NM_0010018¢ NM_0010018¢ Mm.22915
NM_010880 NM_010880 NM_010880 Mm.154378
ENSMUSTO00( 0 0
NM_021607 NM_021607 NM_021607
NM_010889 NM_010889 NM_010889
NM_010890 NM_010890 NM_010890
NM_031881 NM_031881 NM_031881
NM_010904 NM_010904 NM_010904
NM_010910 NM_010910 NM_010910 Mm.1956
NM_008691 NM_008691 NM_008691 Mm.390700
NM_0010379C NM_0010379C NM_0010379( Mm.383528
NM_008684 NM_008684 NM_008684 Mm.42249
NM_199465 NM_199465 NM_199465 Mm.200188
NM_010897 NM_010897 NM_010897 Mm.255596
NM_182716 NM_182716 NM_182716 Mm.326702
NM_025811 NM_025811 NM_025811 Mm.46346
NM_00116361NM_00116361NM_00116361Mm.232
NM_010917 NM_010917 NM_010917 Mm.4691
NM_008695 NM_008695 NM_008695 Mm.20348
NM_022988 NM_022988 NM_022988 Mm.340248
NM_153578 NM_153578 NM_153578 Mm.389901
NM_145469 NM_145469 NM_145469 Mm.258402
NM_028995 NM_028995 NM_028995 Mm.26548
NM_201232 NM_201232 NM_201232 Mm.240329
NM_172987 NM_172987 NM_172987 Mm.489728
NM_029891 NM_029891 NM_029891 Mm.21649
NM_008703 NM_008703 NM_008703 Mm.487342

Mm.218203
Mm.389247
Mm.279923
Mm.98668

Mm.298283

78771
17449
17436
19014
26896
70417
17294
75624
56307
216292
56335
66868
29808
171580
194401
54484
69642
214162
381022
231051
17387
17389
17390
105450
67074
17475
67973
75339
17524
75739
26936
17534
67873
223658
17688
116871
270685
74302
170749
54384
56717
18432
17869
105689
18109
77579
71960
17886
17909
244281
360013
66196
17912
338367
71602
17916
17918
17919
17920
270163
17926
245049
17933
333789
74838
78689
217
67991
59027
17954
54561
215690
78286
260315
71169
26422
17966
17967
17968
78658
215387
26562
50884
380969
17975

020185

59287
1799
17999
83814
380684
18039
18040
338352
18007
68810
18015
269116
66866
100042480
18073
18074
65102
233280
223473
74552
75
269513
77286
18101

ENSMUST00000109583
ENSMUST00000102874
ENSMUST00000034989
ENSMUST00000018304
ENSMUST00000124053
ENSMUST00000075770
ENSMUST00000163949
ENSMUST00000029804
ENSMUST00000180840
ENSMUST00000176924
ENSMUST00000173546
ENSMUST00000029344
ENSMUST00000046717
ENSMUST00000019967
ENSMUST00000077159
ENSMUST00000031985
0

ENSMUST00000152241
ENSMUST00000023741
ENSMUSTO00000174734
ENSMUST00000089688
ENSMUST00000029881
ENSMUST00000034187
ENSMUST00000111908
ENSMUST00000037557
ENSMUST00000134726
ENSMUST00000032735
ENSMUST00000116468
ENSMUST00000033775
ENSMUST00000115869
ENSMUST00000066330
ENSMUST00000126931
ENSMUST00000126435
ENSMUST00000161683
ENSMUST00000005503
ENSMUST00000112350
ENSMUST00000120585
ENSMUST00000123506
ENSMUST00000119628
ENSMUST00000048898
ENSMUST00000103221
ENSMUST00000152894
ENSMUST00000167731
ENSMUST00000159855
ENSMUST00000043396
ENSMUST00000102611
ENSMUST00000107900
ENSMUST00000016771
ENSMUST00000110457
ENSMUST00000042103
ENSMUST00000108375
ENSMUST00000141705
ENSMUST00000018561
ENSMUST00000041065
ENSMUST00000034745
ENSMUST00000173372
ENSMUST00000123128
ENSMUST00000121875
ENSMUST00000127779
ENSMUSTO00000136740
ENSMUST00000028020
ENSMUST00000048121
ENSMUST00000049784
ENSMUST00000138239
ENSMUST00000029303
ENSMUST00000172118
ENSMUST00000063520
ENSMUST00000114159
ENSMUST00000020886
ENSMUST00000121720
ENSMUST00000079490
ENSMUST00000040599
ENSMUST00000064395
0

ENSMUST00000042953
ENSMUST00000029374
ENSMUST00000141170
0

ENSMUST00000067602
ENSMUST00000086198
ENSMUST00000110387
ENSMUST00000030637
ENSMUST00000111760
ENSMUST00000023747
ENSMUST00000027438
ENSMUST00000101068
ENSMUST00000122986
ENSMUST00000139672
ENSMUST00000034740
ENSMUST00000080418
ENSMUST00000093369
ENSMUST00000022639
ENSMUST00000022638
ENSMUST00000081872
ENSMUST00000068664
ENSMUST00000046045
ENSMUST00000071325
ENSMUST00000094569
ENSMUST00000071423
ENSMUSTO00000101339
ENSMUST00000005532
ENSMUST00000022340
ENSMUST00000171597
ENSMUST00000052204
ENSMUST00000040791
ENSMUST00000105856
ENSMUST00000052965
ENSMUST00000102998
ENSMUST00000057093
ENSMUST00000020015



A_52_P464629
A_52_P489119
A_51_P246705
A_55_P2034033
A_55_P2047168
A_52_P289213
A_51_P220162
A_51_P349341
A_55_P2111745
A_52_P479500
A_55_P1993549
A_55_P2076832
A_51_P213592
A_51_P469285
A_52_P93910
A_55_P2054628
A_55_P2054640
A_66_P137462
A_51_P389386
A_55_P2143688
A_51_P497661
A_51_P393454
A_55_P2056533
A_55_P2068172
A_66_P128918
A_52_P286002
A_51_P261107
A_52_P454183
A_52_P454295
A_52_P632359
A_51_P499223
A_51_P491856
A_52_P91019
A_51_P476798
A_52_P242724
A_51_P378550
A_55_P2066598
A_55_P2066593
A_51_P100309
A_51_P109171
A_55_P2029503
A_52_P593015
A_51_P506733
A_55_P2117146
A_66_P115406
A_65_P08881
A_55_P2020607
A_55_P1992769
A_51_P172323
A_55_P1977653
A_51_P196127
A_51_P430973
A_52_P51548
A_52_P247943
A_51_P314277
A_51_P343913
A_55_P2042272
A_55_P2051696
A_51_P484254
A_66_P130887
A_52_P432969
A_55_P2035167
A_51_P274488
A_51_P476654
A_55_P2006632
A_51_P388048
A_55_P2106584
A_55_P2023306
A_55_P2006630
A_55_P2471752
A_55_P2008634
A_51_P240421
A_51_P159833
A_55_P2072522
A_51_P317181
A_51_P109295
A_51_P403413
A_51_P302206
A_55_P2441059
A_55_P2094792
A_55_P2447154
A_55_P2067719
A_55_P2250164
A_55_P2014750
A_52_P89425
A_55_P2000384
A_52_P500979
A_51_P229613
A_52_P544043
A_51_P397673
A_51_P407594
A_51_P419300
A_52_P452787
A_55_P2071402
A_65_P12530
A_55_P1984173
A_51_P345649
A_55_P1969776
A_51_P328300
A_51_P472726
A_55_P216239%4
A_66_P111285
A_66_P123898
A_55_P2062549
A_52_P987201
A_52_P377723
A_55_P2163319
A_52_P546552
A_51_P282760
A_55_P2023094

Nme7
Nol6
Nop14
Nos3
Notch1
Notch2
Notch3
Npc1
Npcd
Npepps
Npnt
Nrd1
Nrde2
Nrp1
Nrp2
Nrxn1
Nrxn3
Nsdhl
Nsmce2
Ntm
Ntn4
Ntrk2
Ntrk3
Nufip2
Numbl
Obsl1
Ogt
Olfmi2b
Olfmi2b
OIfr1316
0Ifr1354
OIfr1358
OIfr1386
Olfr2
Opat
Oplah
Oprit
Oprlt
Oprm1
0s9
Osbpl1a
Ostc
P2rx7
Pa2g4
Pabpc1
Pabpc1l
Pacsin1
Pafah1b1
Pak2
Palld
Papss1
Paqr7
Pard3
Parl
Parp1
Parp4
Pbrm1
Pbx1
Pcca
Pcdh18
Pcdh19
Pcdh7
Pcdh8
Pcdhat1
Pcdhat2
Pcdha4
Pcdha8
Pcdha9
Pcdhac1
Pcdhac2
Pcdhb10
Pcdhb14
Pcdhb15
Pcdhb16
Pcdhb21
Pcdhb3
Pcdhb6
Pcdhb8
Pcdhgat
Pcdhga10
Pcdhga5
Pcdhgb1
Pcdhge5
Pclo
Pent
PenxI3
Pesk1
Pesk2
Pcsk5
Pcsk9
Pdcd11
Pdcd2l
Pdcd6ip
Pde3a
Pde4d
Pded4dip
Pdgfra
Pdhb
Pdia4
Pdlim2
Pdp1
Pdp2
Pdyn
Pdzrn3
Pdzrn4
Peg10
Peg3
Pelp1
Per2
Pest1

NME/NM23 family member 7

nucleolar protein family 6 (RNA-associated)

NOP14 nucleolar protein

nitric oxide synthase 3, endothelial cell

notch 1

notch 2

notch 3

Niemann Pick type C1

neuronal pentraxin chromo domain

aminopeptidase puromycin sensitive

nephronectin

nardilysin, N-arginine dibasic , NRD 1
nrde-2 necessary for RNA interference, domain containing
neuropilin 1

neuropilin 2

neurexin |

neurexin 11l

NAD(P) dependent steroid dehydrogenase-like

non-SMC element 2 homolog (MMS21, S. cerevisiae)
neurotrimin

netrin 4

neurotrophic tyrosine kinase, receptor, type 2

neurotrophic tyrosine kinase, receptor, type 3

nuclear fragile X mental retardation protein interacting protein
numb-like
obscurin-like 1
O-linked N-acetylgl
olfactomedin-like 2B
olfactomedin-like 2B
olfactory receptor 1316
olfactory receptor 1354
olfactory receptor 1358
olfactory receptor 1386
olfactory receptor 2
optic atrophy 1
5-oxoprolinase (ATP-hydrolysing)

opioid receptor-like 1

opioid receptor-like 1

opioid receptor, mu 1

amplified in osteosarcoma

oxysterol binding protein-like 1A
oligosaccharyltransferase complex subunit

purinergic receptor P2X, ligand-gated ion channel, 7
proliferation-associated 2G4

poly(A) binding protein, cytoplasmic 1

poly(A) binding protein, cytoplasmic 1-like

protein kinase C and casein kinase substrate in neurons 1
platelet-activating factor acetylhy , isoform 1b, subunit
p21 protein (Cdc42/Rac)-activated kinase 2

palladin, cytoskeletal associated protein
3"-phosphoadenosine 5'-phosphosulfate synthase 1
progestin and adipoQ receptor family member VIl

par-3 (partitioning defective 3) homolog (C. elegans)
presenilin associated, thomboid-like

poly (ADP-ribose) polymerase family, member 1

poly (ADP-ribose) polymerase family, member 4
polybromo 1

pre B cell leukemia homeobox 1
propionyl-Coenzyme A carboxyl:
protocadherin 18

protocadherin 19

protocadherin 7

protocadherin 8

protocadherin alpha 11
protocadherin alpha 12
protocadherin alpha 4
protocadherin alpha 8
protocadherin alpha 9
protocadherin alpha subfamily C, 1
protocadherin alpha subfamily C, 2
protocadherin beta 10
protocadherin beta 14
protocadherin beta 15
protocadherin beta 16
protocadherin beta 21
protocadherin beta 3
protocadherin beta 6
protocadherin beta 8
protocadherin gamma subfamily A, 1
protocadherin gamma subfamily A, 10

protocadherin gamma subfamily A, 5

protocadherin gamma subfamily B, 1

protocadherin gamma subfamily C, 5

piccolo (presynaptic cytomatrix protein)

pericentrin (kendrin)

pecanex-like 3 (Drosophila)

proprotein convertase subilisin/kexin type 1

proprotein convertase subtilisin/kexin type 2

proprotein convertase subtilisin/kexin type 5

proprotein convertase subtilisin/kexin type 9
programmed cell death 11

programmed cell death 2-like

programmed cell death 6 interacting protein
phosphodiesterase 3A, cGMP inhibited
phosphodiesterase 4D, cAMP specific
phosphodiesterase 4D interacting protein (myomegalin)
platelet derived growth factor receptor, alpha polypeptide
pyruvate dehydrogenase (lipoamide) beta

protein disulfide isomerase associated 4

PDZ and LIM domain 2

pyruvate dehyrogenase phosphatase catalytic subunit 1
pyruvate dehyrogenase phosphatase catalytic subunit 2
prodynorphin

PDZ domain containing RING finger 3

PDZ domain containing RING finger 4

paternally expressed 10

paternally expressed 3

proline, glutamic acid and leucine rich protein 1

period circadian clock 2

pescadillo homolog 1, containing BRCT domain (zebrafish)

(GlcNAG) (UDP-N-;

alpha

0,97
0,58
0,67
0,71
0,87
1,00
1,05
1,50
0,52
1,15
0,58
0,72
0,85
0,74
0,91
0,85
11
0,66
0,75
0,87
0,72
1,02
1,00
0,90
0,67
0,60
143
0,84
0,48
1,03
1,15
2,06
2,14
0,80
0,80
0,80
1,04
0,74
0,96
0,95
0,65
0,79
0,80
0,86
1,24
148
0,61
0,67
0,99
0,80
1,15
0,53
0,85
0,55
0,81
0,82
1,08
0,91
0,90
0,83
0,67
1,29
1,60
1,10
091
0,87
1,20
0,83
0,55
0,86
0,87
0,99
0,97
1,20
0,94
0,68
0,83
124
1,07
0,96
1,22
0,87
0,72
2,31
1,20
0,50
1,14
117
1,16
0,77
1,32
0,65
1,16
0,76
0,75
1,04
1,30
0,66
1,16
1,64
0,83
0,91
0,67
0,58
1,22
2,28
1,84
0,88
1,02
0,88

1,96
1,50
1,59
1,63
1,83
2,00
2,08
2,83

2,21
1,49
1,65
1,81
1,67
1,88
1,80
2,15
1,58
1,68
1,82
1,64
2,03
2,00
1,87
1,59
1,52
2,70
1,79

2,04
2,22
4,16
441
174
174
174
2,05
1,67
1,95
1,93
1,57
1,73
174
1,82
2,37
2,79
1,52
1,59
1,98
1,75
2,21
145
1,81
1,46
1,75
1,76
21
1,88
1,87
1,77
1,59
245
3,04
2,15
1,88
1,83
2,29
1,78

1,82
183
199
196
2,30
192
1,60
1,77
2,36
2,10
195
233
1,83
1,64
497
2,30
142
221
225
224
1,70
250
1556
224
169
168
2,05
247
1558
223
31
178
1,88
159
149
234
484
359
1,84
202
1,84

9,13E-06
1,16E-04
1,09E-04
3,08E-05
4,10E-05
3,32E-06
6,22E-06
6,09E-07
1,22E-04
1,81E-06
3,73E-05
4,48E-06
1,35E-04
7,40E-05
9,39E-06
7,14E-06
9,27TE-07
8,79E-05
4,25E-05
5,37E-05
2,96E-05
2,26E-06
2,56E-05
4,10E-05
1,08E-04
3,51E-06
2,31E-07
3,85E-05
1,34E-04
2,53E-05
3,12E-06
8,94E-08
2,46E-08
3,21E-05
7,66E-05
1,47E-05
7,66E-05
9,84E-06
3,76E-05
9,88E-05
5,81E-05
7,44E-05
1,02E-04
1,24E-05
7,85E-07
2,18E-06
1,30E-04
1,47E-04
1,69E-06
4,79E-05
8,34E-06
1,00E-04
1,52E-04
1,44E-04
1,95E-05
1,31E-05
8,70E-05
341E-05
6,48E-06
1,50E-04
6,80E-05
8,90E-06
1,84E-07
4,68E-06
1,57E-06
1,05E-05
2,69E-06
4,87E-05
1,33E-04
1,05E-04
2,03E-05
1,67E-05
1,74E-05
2,15E-06
4,39E-06
1,03E-04
1,88E-05
1,82E-06
3,30E-06
1,11E-05
1,17E-06
3,72E-05
1,74E-05
2,05E-08
3,77E-06
1,36E-04
8,26E-07
3,72E-06
1,76E-06
1,08E-04
1,93E-06
6,04E-05
6,05E-06
1,13E-04
4,01E-05
8,42E-06
7,03E-06
1,30E-04
9,23E-06
2,69E-06
9,75E-05
7,16E-06
4,03E-05
1,38E-04
2,92E-07
1,93E-07
8,89E-07
1,18E-05
2,21E-05
3,92E-05

3,50E-04
1,67E-03
1,60E-03
7,09E-04
8,45E-04
1,91E-04
2,80E-04
8,14E-05
1,73E-03
1,34E-04
7,95E-04
2,27E-04
1,84E-03
1,24E-03
3,55E-04
3,02E-04
9,75E-05
1,39E-03
8,68E-04
1,01E-03
6,91E-04
1,51E-04
6,36E-04
8,45E-04
1,60E-03
7,66E-04
4,92E-05
8,11E-04
1,84E-03
6,31E-04
1,84E-04
3,18E-05
1,69E-05
7,27E-04
1,27E-03
4,60E-04
1,27E-03
3,65E-04
7,99E-04
1,51E-03
1,06E-03
1,24E-03
1,54E-03
4,13E-04
9,08E-05
1,49E-04
1,80E-03
1,95E-03
1,30E-04
9,42E-04
3,31E-04
1,52E-03
1,99E-03
1,93E-03
5,42E-04
4,29E-04
1,38E-03
7,52E-04
2,85E-04
1,98E-03
1,17E-03
3,44E-04
4,50E-05
2,33E-04
1,24E-04
3,77E-04
1,67E-04
9,49E-04
1,83E-03
1,56E-03
5,56E-04
4,93E-04
5,06E-04
1,47E-04
2,24E-04
1,54E-03
5,30E-04
1,35E-04
1,90E-04
3,88E-04
1,08E-04
7.94E-04
5,05E-04
1,63E-05
2,07E-04
1,86E-03
9,30E-05
2,05E-04
1,32E-04
1,60E-03
1,39E-04
1,09E-03
2,75E-04
1,64E-03
8,35E-04
3,32E-04
2,99E-04
1,81E-03
3,52E-04
1,67E-04
1,49E-03
3,03E-04
8,38E-04
1,87E-03
5,83E-05
4,60E-05
9,65E-05
4,01E-04
5,85E-04
8,21E-04

NM_138314 NM_138314 NM_138314 Mm.219428
NM_139236 NM_139236 NM_139236 Mm.285797
NM_029278 NM_029278 NM_029278 Mm.40292
NM_008713 NM_008713 NM_008713 Mm.258415
NM_008714 NM_008714 NM_008714 Mm.290610
NM_010928 NM_010928 NM_010928 Mm.485843
NM_008716 NM_008716 NM_008716 Mm.439741
NM_008720 NM_008720 NM_008720 Mm.3484
NM_0010133¢ NM_0010133¢ NM_0010133¢ Mm.38438
NM_008942 NM_008942 NM_008942 Mm.29824
NM_033525 NM_033525 NM_033525 Mm.279310
NM_146150 NM_146150 NM_146150 Mm.274950
NM_183155 NM_183155 NM_183155 Mm.224076
NM_008737 NM_008737 NM_008737 Mm.271745
NM_0010774C NM_0010774CNM_0010774C Mm.266341
NM_020252 NM_020252 NM_020252 Mm.312068
NM_172544 NM_172544 NM_172544 Mm.425766
NM_010941 NM_010941 NM_010941 Mm.38792
NM_026746 NM_026746 NM_026746 Mm.27762
NM_172290 NM_172290 NM_172290 Mm.283138
NM_021320 NM_021320 NM_021320 Mm.483868
NM_00102507 NM_00102507 NM_00102507 Mm. 130054
NM_008746 NM_008746 NM_008746 Mm.33496
NM_0010242( NM_0010242( NM_0010242( Mm.428996
NM_010950 NM_010950 NM_010950 Mm.458153
NM_178884 NM_178884 NM_178884 Mm.236454
NM_139144 NM_139144 NM_139144 Mm.259191
NM_177068 NM_177068 NM_177068 Mm.287131
NM_177068 NM_177068 NM_177068 Mm.287131
NM_146742 NM_146742 NM_146742 Mm.377665
NM_00119984 NM_00119984 NM_00119984 Mm.419145
XM_622784 XM_622784 XM_622784 Mm.380597
NM_00101174NM_00101174NM_00101174 Mm.377286
NM_010983 NM_010983 NM_010983 Mm.246525
NM_00119917 NM_00119917 NM_00119917 Mm.274285
NM_153122 NM_153122 NM_153122 Mm.322738
NM_011012 NM_011012 NM_011012 Mm.285075
NM_011012 NM_011012 NM_011012 Mm.285075
NM_0010396¢ NM_0010396¢ NM_0010396¢ Mm.439715
NM_177614 NM_177614 NM_177614 Mm.295246
NM_207530 NM_207530 NM_207530 Mm.259470
NM_025509 NM_025509 NM_025509 Mm.300697
NM_00103884NM_00103884NM_0010388 Mm.42026
NM_011119  NM_011119  NM_011119  Mm.4742
NM_008774 NM_008774 NM_008774 Mm.371570
NM_00111407 NM_00111407 NM_00111407 Mm.82301
NM_011861 NM_011861 NM_011861 Mm.4926
NM_013625 NM_013625 NM_013625 Mm.397111
NM_177326 NM_177326 NM_177326 Mm.234204
NM_0010813¢ NM_0010813¢ NM_0010813¢ Mm.29933
NM_011863 NM_011863 NM_011863 Mm.244912
NM_027995 NM_027995 NM_027995 Mm.142343
NM_033620 NM_033620 NM_033620 Mm.299254
NM_0010057€¢ NM_0010057€¢ NM_0010057€¢ Mm.371737
NM_007415 NM_007415 NM_007415 Mm.277779
NM_00114597 NM_00114597 NM_00114597 Mm.379357
AK166588 0 AK166588  Mm.27913
NM_008783 NM_008783 NM_008783 Mm.43358
NM_144844 NM_144844 NM_144844 Mm.23876
NM_130448 NM_130448 NM_130448 Mm.87246
NM_00110524 NM_00110524 NM_00110524 Mm.39738
NM_00112275 NM_00112275 NM_0011227& Mm.332387
NM_021543 NM_021543 NM_021543 Mm.390715
NM_009960 NM_009960 NM_009960 Mm.308500
NM_138663 NM_138663 NM_138663 Mm.308500
NM_007766 NM_007766 NM_007766 Mm.308500
NM_201243 NM_201243 NM_201243 Mm.308500
NM_138661 NM_138661 NM_138661 Mm.308500
NM_00100367 NM_00100367 NM_00100367 Mm.308500
NM_00100367 NM_00100367 NM_00100367 Mm.308500
NM_053135 NM_053135 NM_053135 Mm.115996
NM_053139 NM_053139 NM_053139 Mm.196699
NM_053140 NM_053140 NM_053140 Mm.283857
NM_053141 NM_053141 NM_053141 Mm.197441
NM_053146 NM_053146 NM_053146 Mm.348053
NM_053128 NM_053128 NM_053128 Mm.82308
NM_053131 NM_053131 NM_053131 Mm.450193
NM_053133 NM_053133 NM_053133 Mm.348052
NM_033584 NM_033584 NM_033584 Mm.247203
NM_033593 NM_033593 NM_033593 Mm.247203
NM_033588 NM_033588 NM_033588 Mm.247203
NM_033574 NM_033574 NM_033574 Mm.247203
NM_033583 NM_033583 NM_033583 Mm.247203
NM_011995 NM_011995 NM_011995 Mm.146275
NM_008787 NM_008787 NM_008787 Mm.251794
NM_144868 NM_144868 NM_144868 Mm.329650
NM_013628 NM_013628 NM_013628 Mm.1333
NM_008792 NM_008792 NM_008792 Mm.294493
NM_00116314NM_00116314NM_00116314 Mm.3401
NM_153565 NM_153565 NM_153565 Mm.133268
NM_011053 NM_011053 NM_011053 Mm.41166
NM_026549 NM_026549 NM_026549 Mm.38173
NM_011052 NM_011052 NM_011052 Mm.29816
NM_018779 NM_018779 NM_018779 Mm.485878
NM_011056 NM_011056 NM_011056 Mm.434429
NM_178080 NM_178080 NM_178080 Mm.129840
NM_011058 NM_011058 NM_011058 Mm.221403
NM_024221 NM_024221 NM_024221 Mm.301527
NM_009787 NM_009787 NM_009787 Mm.2442
NM_145978 NM_145978 NM_145978 Mm.283968
NM_0010982: NM_0010982: NM_0010982: Mm.331489
NM_0010246( NM_0010246( NM_0010246( Mm.290750
NM_018863 NM_018863 NM_018863 Mm.6239
NM_018884 NM_018884 NM_018884 Mm.321654
NM_0011645¢ NM_0011645¢ NM_0011645¢ Mm.309826
NM_00104061NM_00104061NM_00104061Mm.320575
NM_008817 NM_008817 NM_008817 Mm.389800
NM_029231 NM_029231 NM_029231 Mm.340601
NM_011066 NM_011066 NM_011066 Mm.482463
NM_022889 NM_022889 NM_022889 Mm.28659

171567
230082
75416
18127
18128
18129
18131
18145
504193
19155
114249
230598
217827
18186
18187
18189
18191
18194
68501
235106
57764
18212
18213
68564
18223
98733
108155
320078
320078
258737
259163
258224
257888
18317
4143
75475
18389
18389
18390
216440
64291
66357
18439
18813
18458
381404
23969
18472
224105
72333
23971
71904
93742
381038
11545
328417
66923
18514
110821
73173
279653
54216
18530
12942
192164
12936
353235
192161
353236
353237
93881
93885
93886
93887
93892
93874
93877
93879
93709
93722
93713
93699
93708
26875
18541
104401
18548
18549
18552
100102
18572
68079
18571
54611
238871
83679
18595
68263
12304
213019
381511
382051
18610
55983
239618
170676
18616
752713
18627
64934
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ENSMUST00000038374
ENSMUST00000035931
ENSMUST00000149154
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A_55_P1963184
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A_55_P2127238
A_55_P2081560
A_52_P587648
A_51_P258698
A_55_P2092310
A_55_P1972192
A_52_P187217
A_52_P513347
A_55_P1981155
A_55_P2090055
A_52_P454994
A_52_P607195
A_51_P197175
A_55_P2006911
A_51_P110035
A_51_P393355
A_55_P2037156
A_52_P420712
A_52_P234729
A_51_P228892
A_52_P516091
A_66_P114784
A_55_P2173333
A_52_P327588
A_55_P2015860
A_51_P279163
A_55_P2139027
A_55_P1968718
A_55_P2165560
A_55_P1968340
A_55_P2169784
A_51_P396570
A_55_P2168098
A_55_P2141851
A_51_P232748
A_52_P642836
A_66_P125831
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A_55_P1985219
A_55_P2114347
A_55_P1952235
A_55_P1975110
A_51_P513449
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A_52_P126055
A_55_P1954086
A_66_P139785
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A_55_P1998374
A_55_P2016249
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A_51_P265219
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A_55_P1967315
A_55_P2053783
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A_52_P90124
A_55_P2072661
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A_55_P2020786
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A_52_P257472
A_55_P2432388
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A_55_P1994477
A_51_P363338
A_55_P2042101
A_66_P121495
A_55_P2138177
A_55_P1952127
A_52_P81468
A_55_P2176345
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A_55_P2009064
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A_55_P2121961
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Pfas
Pgap1
Pgk1
Pgr
Phc3
Phf20
Phf3
Phf8
Phgdh
Phkat
Phka2
Phkb
Phldb1
Phrft
Pidka
Pigh
Pigk
Pik3c3
Pik3r4
Pikfyve
Pja1
Pja2
Pkd2
Pkd2i2
Pla2g15
Pla2g7
Plcb4
Plcd4
Pleg1
Plcg2
Plec
Plekha6
Plekhg5
Plekhh1
Plod1
Plod2
Pirg1
Pis3
Pixnb3
Pnmal2
Pnn
Pnp
Pnplaé
Pnpla8
Pnpo
Pnpt1
Pogz
Pomt1
Pon2
Postn
Ppap2b
Ppat
Ppfia2
Ppfibp1
Ppid
Ppm1e
Ppm1g
Ppm1k
Ppptcc
Ppp1r15b
Ppp1ra
Ppp1r9b
Ppp2r3a
Pppérd
Ppp6r3
Ppre1
Ppt1
Ppwd1
Pre1
Prcp
Prdx4
Prep
Prex1
Prickle1
Prkar1a
Prkca
Prkeg
Prkd3
Prkdc
Prkrir
Prmt1
Prmt10
Prnp
Prokr2
Prost1
Proser1
Prox1
Prpf3
Prpfdb
Prpf8
Prr12
Prr14
Prr14
Prrc2a
Prrc2c
Prss41
Prune2
Psat1
Psd3
Psma3
Psma4
Psma5
Psma6
Psmb1
Psmb7
Psmc1
Psmc2
Psmc3
Psmc4
Psmd1

phosphoribosylformylglycinamidine synthase (FGAR amidotre
post-GPI attachment to proteins 1
phosphoglycerate kinase 1
progesterone receptor
polyhomeotic-like 3 (Drosophila)
PHD finger protein 20
PHD finger protein 3
PHD finger protein 8
3-phosphoglycerate dehydrogenase
phosphorylase kinase alpha 1
phosphorylase kinase alpha 2
phosphorylase kinase beta
pleckstrin homology-like domain, family B, member 1
PHD and ring finger domains 1
phosphatidylinositol 4-kinase, catalytic, alpha polypeptide
idyli glycan anchor bi , class H
glycan anchor bi class K
phosphoinositide-3-kinase, class 3
phosphatidylinositol 3 kinase, regulatory subunit, polypeptide
phosphoinositide kinase, FYVE finger containing
praja1, RING-H2 motif containing
praja 2, RING-H2 motif containing
polycystic kidney disease 2
polycystic kidney disease 2-like 2
phospholipase A2, group XV
phospholipase A2, group VII (platelet-activating factor acetylh
phospholipase C, beta 4
phospholipase C, delta 4
phospholipase C, gamma 1
phospholipase C, gamma 2
plectin
pleckstrin homology domain containing, family A member 6
pleckstrin homology domain containing, family G (with RhoGe
pleckstrin homology domain containing, family H (with MyTH4
procollagen-lysine, 2-oxoglutarate 5-dioxygenase 1
1 lysine, 2 5- 2
pleiotropic regulator 1, PRL1 homolog (Arabidopsis)
plastin 3 (T-isoform)

plexin B3

PNMA-like 2

pinin

purine-nucleoside phosphorylase

patatin-lik i domain ining 6
patatin-lik i domain ing 8

pyridoxine 5'-phosphate oxidase

" . 1
pogo transposable element with ZNF domain
protein-O-mannosyltransferase 1
paraoxonase 2
periostin, osteoblast specific factor
phosphatidic acid phosphatase type 2B

protein tyrosine phosphatase, receptor type, f polypeptide (PT
PTPRF interacting protein, binding protein 1 (liprin beta 1)
peptidylprolyl isomerase D (cyclophilin D)

protein phosphatase 1E (PP2C domain containing)
protein 1G (formerly 2C), i
protein phosphatase 1K (PP2C domain containing)
protein phosphatase 1, catalytic subunit, gamma isoform
protein phosphatase 1, regulatory (inhibitor) subunit 15b
protein phosphatase 1, regulatory (inhibitor) subunit 9A
protein phosphatase 1, regulatory subunit 9B

protein phosphatase 2, regulatory subunit B", alpha

protein phosphatase 4, regulatory subunit 4

protein phosphatase 6, regulatory subunit 3

peroxisome proliferative activated receptor, gamma, coactivat
palmitoyl-protein thioesterase 1

peptidylprolyl isomerase domain and WD repeat containing 1
protein regulator of cytokinesis 1

-dependen

C)

peroxiredoxin 4
prolyl endopeptidase

,4,5-1ri Rac exch
prickle homolog 1 (Drosophila)

protein kinase, CAMP dependent regulatory, type |, alpha
protein kinase C, alpha

protein kinase C, gamma

protein kinase D3

protein kinase, DNA activated, catalytic polypeptide
protein-kinase, interferon-inducible double stranded RNA dep:
protein arginine N-methyltransferase 1

protein arginine methyltransferase 10 (putative)

prion protein

prokineticin receptor 2

protein S (alpha)

proline and serine rich 1

prospero-related homeobox 1

PRP3 pre-mRNA processing factor 3 homolog (yeast)
PRP4 pre-mRNA processing factor 4 homolog B (yeast)
pre-mRNA processing factor 8

proline rich 12

proline rich 14-like

proline rich 14-like

proline-rich coiled-coil 2A

proline-rich coiled-coil 2C

protease, serine, 41

prune homolog 2 (Drosophila)

phosphoserine aminotransferase 1

pleckstrin and Sec7 domain containing 3

proteasome (prosome, macropain) subunit, alpha type 3
proteasome (prosome, macropain) subunit, alpha type 4
proteasome (prosome, macropain) subunit, alpha type 5
proteasome (prosome, macropain) subunit, alpha type 6
proteasome (prosome, macropain) subunit, beta type 1
proteasome (prosome, macropain) subunit, beta type 7
protease (prosome, macropain) 263 subunit, ATPase 1
proteasome (prosome, macropain) 26S subunit, ATPase 2
proteasome (prosome, macropain) 26S subunit, ATPase 3
proteasome (prosome, macropain) 26S subunit, ATPase, 4
proteasome (prosome, macropain) 26S subunit, non-ATPase,
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ENSMUST00000072154
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ENSMUST00000065778
ENSMUST00000097707
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ENSMUST00000086831
ENSMUST00000014647
ENSMUST00000034377
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ENSMUST00000017077
ENSMUST00000081232
ENSMUST00000073418
ENSMUST00000038295
ENSMUST00000105661
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ENSMUST00000019199
ENSMUST00000070522
ENSMUST00000029628
ENSMUST00000033547
ENSMUST00000149478
ENSMUST00000094807
ENSMUST00000021381
ENSMUST00000048615
ENSMUST00000111070
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ENSMUST00000153896
ENSMUST00000154924
ENSMUST00000107270
ENSMUST00000129163
ENSMUST00000057792
ENSMUST00000107985
ENSMUST00000064139
ENSMUST00000031158
ENSMUST00000029404
ENSMUST00000016631
ENSMUST00000161460
ENSMUST00000055438
ENSMUST00000031032
ENSMUST00000042766
ENSMUST00000134719
ENSMUST00000052529
ENSMUST00000035813
ENSMUST00000038696
ENSMUST00000075941
ENSMUST00000021631
0
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ENSMUST00000030412
ENSMUST00000022226
ENSMUST00000163812
ENSMUST00000076052
ENSMUST00000026328
ENSMUST00000099858
ENSMUST00000036719
ENSMUST00000109255
ENSMUST00000106677
ENSMUST00000100302
ENSMUST00000100301
ENSMUST00000168887
ENSMUST00000023352
ENSMUST00000033009
ENSMUST00000153576
ENSMUST00000118622
ENSMUST00000091288
ENSMUST00000049997
ENSMUST00000023629
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ENSMUSTO00000161476
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ENSMUST00000018449
ENSMUST00000057293
ENSMUST00000120129
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ENSMUST00000173558
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ENSMUST00000024926
ENSMUST00000087689
ENSMUST00000025542
ENSMUST00000038959
ENSMUST00000162851
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ENSMUST00000014913
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A_52_P652212
A_55_P1976007
A_66_P139876
A_55_P2021545
A_55_P2040227
A_51_P442053
A_51_P185713
A_51_P349008
A_55_P2349265
A_51_P311904
A_52_P585652
A_55_P2069485
A_55_P2172989
A_55_P1987694
A_55_P1992079
A_55_P2006327
A_52_P246165
A_55_P2028591
A_52_P15490
A_55_P2104327
A_55_P2011545
A_51_P287232
A_52_P543792
A_52_P138895
A_52_P444162
A_55_P2082156
A_52_P529360
A_51_P419117
A_51_P209280
A_52_P558939
A_51_P244558
A_51_P117604
A_55_P2060097
A_55_P2167818
A_51_P384091
A_55_P2042958
A_55_P2142371
A_52_P51029
A_51_P511375
A_52_P450123
A_55_P2064004
A_51_P285916
A_55_P2113683
A_52_P288614
A_55_P1968789
A_52_P16873
A_52_P671676
A_55_P2096768
A_55_P1969650
A_55_P2143233
A_55_P2119030
A_52_P542172
A_51_P516850
A_55_P2080542
A_55_P2016739
A_55_P1996742
A_55_P1968143
A_52_P574993
A_66_P117389
A_55_P2183172
A_51_P297963
A_55_P2035742
A_66_P108810
A_55_P2013357
A_55_P1968698
A_51_P271665
A_55_P2122444
A_55_P1982563
A_52_P665295
A_52_P145412
A_55_P2015964
A_66_P125741
A_55_P2054897
A_55_P2184009
A_52_P255250
A_65_P02958
A_52_P228964
A_66_P124724
A_51_P159503
A_51_P135939
A_55_P2043330
A_51_P236013
A_52_P466799
A_55_P2118734
A_55_P1985070
A_55_P2083929
A_55_P2036026
A_52_P119672
A_51_P320444
A_55_P2078123
A_55_P2135556
A_52_P152219
A_55_P2039205
A_55_P2109222
A_51_P292357
A_55_P2078115
A_51_P502082
A_55_P2132805
A_52_P191975
A_52_P379337
A_55_P2267736
A_51_P519756
A_55_P2124153
A_52_P440709
A_55_P2009622
A_52_P578043
A_51_P137094
A_52_P478256
A_52_P649224
A_51_P324228

Psmd14
Psme4
Psph
Ptcd1
Ptchd4
Ptdss1
Ptdss2

Pvrl3
Pxdn
Pyroxd1
Qars
Qrich1
Qsox2
Rab11a
Rab11fip3
Rab11fip5
Rab15
Rab31
Rab3gap1
Rab3gap2
Rab5a
Rabep1
Rabgeft
Rad21
Rad50
Rai1
Ralgapa1
Ranbp2
Ranbp6
Rapgef2
Rapgef4
Raph1
Rars
Rasa3
Rasal3
Rasgrf1
Rasgrf2
Rasgrp1
Rasgrp2
Rasl2-9
Rb1cct
Rbbp5
Rbbp7
Rbm12b2
Rbm14
Rbm25
Rbpjl
Ren2
Rdx
Recql
Reg3d
Reln
Renbp
Rere
Rev3l
Rgag4
Rhbdft
Ric3
Rictor
Rift
Ripply2
Rnd1
Rnd2
Rnf103
Rnf13
Rnf150
Rnf19b
Rnf213
Rnf219
Rnf26
Rnf40
Rngtt
Rnmt
Robo1
Robo2
Robo4
Rock1
Rock2
Rora
Rpgrip1
Rpgrip1!
Rprd2
Rps3
Rps3a
Rps6kc1
Rrm1
Rsf1
Rtn3
Rtn4
Rufy2
Rusc1
Rusc2
Ryr2
S$100pbp
Sacs
Sall2
Samm50
Sash1
Satb1

proteasome (prosome, macropain) 26S subunit, non-ATPase,
proteasome (prosome, macropain) activator subunit 4
phosphoserine phosphatase

pentatricopeptide repeat domain 1

patched domain containing 4

phosphatidylserine synthase 1

phosphatidylserine synthase 2

prostaglandin E synthase 2

PTK2 protein tyrosine kinase 2

PTK2 protein tyrosine kinase 2 beta

protein tyrosine phosphatase 4a2

protein tyrosine phosphatase, non-receptor type 13
protein tyrosine phosphatase, non-receptor type 23
protein tyrosine phosphatase, receptor type, D

protein tyrosine phosphatase, receptor type, F

protein tyrosine phosphatase, receptor type, G

protein tyrosine phosphatase, receptor type, K

protein tyrosine phosphatase, receptor type, M
poliovirus receptor-related 3

peroxidasin homolog (Drosophila)

pyridine nucleotide-disulphide oxidoreductase domain 1
glutaminy-tRNA synthetase

glutamine-rich 1

quiescin Q6 sulfhydryl oxidase 2

RAB11a, member RAS oncogene family

RAB11 family interacting protein 3 (class Il)

RAB11 family interacting protein 5 (class I)

RAB15, member RAS oncogene family

RAB31, member RAS oncogene family

RAB3 GTPase activating protein subunit 1

RAB3 GTPase activating protein subunit 2

RABS5A, member RAS oncogene family

rabaptin, RAB GTPase binding effector protein 1

RAB guanine nucleotide exchange factor (GEF) 1
RAD21 homolog (S. pombe)

RAD50 homolog (S. cerevisiae)

retinoic acid induced 1

Ral GTPase activating protein, alpha subunit 1

RAN binding protein 2

RAN binding protein 6

Rap guanine nucleotide exchange factor (GEF) 2

Rap guanine nucleotide exchange factor (GEF) 4

Ras association (RalGDS/AF-6) and pleckstrin homology don
arginyl-tRNA synthetase

RAS p21 protein activator 3

RAS protein activator like 3

RAS protein-specific guanine i I
RAS protein-specific guanine I
RAS guanyl releasing protein 1

RAS, guanyl releasing protein 2
RAS-like, family 2, locus 9
RB1-inducible coiled-coil 1
retinoblastoma binding protein 5
retinoblastoma binding protein 7
RNA binding motif protein 12 B2
RNA binding motif protein 14

RNA binding motif protein 25
recombination signal binding protein for immunoglobulin kapp
reticulocalbin 2

radixin

RecQ protein-like

regenerating islet-derived 3 delta

reelin

renin binding protein

arginine glutamic acid dipeptide (RE) repeats
REV3-like, catalytic subunit of DNA polymerase zeta RAD54 |
retrotransposon gag domain containing 4

rhomboid family 1 (Drosophila)

i to inhibitors of choli 3 homolog (C. elegal
RPTOR independent companion of MTOR, complex 2
Rap1 interacting factor 1 homolog (yeast)
ripply2 homolog (zebrafish)

Rho family GTPase 1

Rho family GTPase 2

ring finger protein 103

ring finger protein 13

ring finger protein 150

ring finger protein 19B

ring finger protein 213

ring finger protein 219

ring finger protein 26

ring finger protein 40

RNA sferase and 5"

RNA (guanine-7-) methyltransferase

roundabout homolog 1 (Drosophila)

roundabout homolog 2 (Drosophila)

roundabout homolog 4 (Drosophila)

Rho-associated coiled-coil containing protein kinase 1
Rho-associated coiled-coil containing protein kinase 2
RAR-related orphan receptor alpha

retinitis pigmentosa GTPase regulator interacting protein 1
Rpgrip1-like

regulation of nuclear pre-mRNA domain containing 2
ribosomal protein S3

ribosomal protein S3A

ribosomal protein S6 kinase polypeptide 1
ribonucleotide reductase M1

remodeling and spacing factor 1

reticulon 3

reticulon 4

RUN and FYVE domain-containing 2

RUN and SH3 domain containing 1

RUN and SH3 domain containing 2

ryanodine receptor 2, cardiac

$S100P binding protein

sacsin

sal-like 2 (Drosophila)

sorting and assembly machinery component 50 homolog (S. ¢
SAM and SH3 domain containing 1

special AT-rich sequence binding protein 1

ing factor 1
ing factor 2
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0,57
0,66
0,87
0,79
1,30
0,69
0,88
0,68
0,87
0,69
1,1
1,05
1,18
0,98
0,75
0,74
1,01
0,82
0,72
11
0,75
1,02
0,60
0,68
1,30
0,96
0,51
0,71
0,87
0,89
1,09
0,61
0,94
0,81
1,36

1,05
212
1,27
0,89
0,95
0,97
1,02
0,66
0,96
1,04
1,19
0,63
1,03
0,63
0,90
0,66
1,05
0,74
0,95
0,73
0,61
1,49
0,83
0,75
1,18
1,36
0,62
0,86
0,96
124
0,60
0,82
0,88
1.21
1,03
0,71
0,64
0,87
0,85
0,74
0,77
1,82
1,46
1,60
0,81
1,13
0,86
1,23
1,02
0,53
0,89
0,90
0,62
0,61
1,28
1,12
0,50
0,63
0,78
1,12
1,31
1,59
0,84
14
0,72
0,81
172
1,14
233
1,03
0,63
1,65
0,83

1,96
1,48
1,58
1,82
173
247
1,61
1,84

1,82
1,61
2,15
2,07
2,26
1,98
1,68
1,67
2,02
1,76
1,65
2,15
1,68
2,03
1,52
1,61
2,46
1,94
143
1,63
1,82
1,86
2,12

1,92
1,75
2,56
2,52
2,07
4,36
24
1,85
1,93
1,96
2,03
1,59
1,95
2,06
2,28

2,04
1,55
1,86
1,59
2,07
1,67
1,93
1,65
1,53
2,81
1,77
1,68
2,27
2,56
1,54
1,81
1,95
2,36
1,52
176
1,85
2,31
2,05
1,64
1,56
1,83
1,81
1,67
1.7
3,52
2,74
3,03
1,75
2,18
1,81
2,34
2,03
1,45
1,85
1,87
1,54
1,63
243
2,18
1,42
1,54
1,72
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247
3,01
1,79
2,65
1,65
1,75
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2,20
5,04
2,04
1,55
3,15
1,78

1,77E-05
4,55E-05
1,22E-04
7,39E-05
1,22E-04
1,15E-05
2,50E-05
4,19E-05
1,11E-04
1,02E-05
1,96E-05
3,43E-06
1,29E-06
1,05E-06
5,15E-06
2,75E-05
8,77E-05
7,86E-05
3,70E-05
1,18E-04
8,68E-06
1,03E-04
3,12E-05
2,03E-05
9,18E-05
6,06E-06
9,74E-05
9,04E-05
1,78E-05
2,82E-05
8,39E-06
2,06E-06
1,09E-04
3,54E-06
1,14E-05
1,66E-07
1,36E-07
1,09E-04
4,15E-08
1,90E-06
1,10E-05
3,37E-05
2,40E-06
2,35E-05
6,90E-05
2,88E-05
2,25E-06
6,09E-06
1,01E-04
5,43E-06
746E-05
6,92E-05
1,36E-04
2,31E-06
6,00E-05
3,45E-05
1,90E-05
1,10E-04
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3,05E-06
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3,88E-05
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2,18E-05
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1,54E-06
9,24E-06
8,39E-05
1,38E-04
2,08E-05
4,24E-06
1,20E-05
747E-08
4,62E-05
2,25E-05
1,93E-05
7,79E-06
4,63E-08
6,49E-07
2,09E-09
4,52E-06
5,15E-05
3,12E-06
8,55E-06
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1,73E-03
1,24E-03
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3,96E-04
6,27E-04
8,59E-04
1,62E-03
3,72E-04
544E-04
1,94E-04
1,13E-04
1,02E-04
2,47E-04
6,63E-04
1,39E-03
1,29E-03
7,91E-04
1,69E-03
3,39E-04
1,54E-03
7,13E-04
5,57E-04
1,43E-03
2,75E-04
1,49E-03
1,42E-03
5,13E-04
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3,32E-04
1,44E-04
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3,93E-04
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4,05E-05
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2,20E-05
1,38E-04
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7.47E-04
1,57E-04
6,03E-04
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6,80E-04
1,51E-04
2,76E-04
1,52E-03
1,02E-03
1,24E-03
1,18E-03
1,85E-03
1,54E-04
1,08E-03
7,58E-04
5,34E-04
1,61E-03
9,72E-04
1,66E-04
4,42E-04
7,07E-04
9,77E-05
1,70E-03
1,01E-03
2,46E-04
4,03E-04
1,35E-03
1,15E-03
1,44E-03
7,60E-04
1,64E-03
1,90E-03
6,32E-04
6,03E-04
1,49E-03
1,09E-03
6,61E-04
9,69E-05
5,96E-04
1,39E-05
1,10E-03
4,83E-04
1,74E-04
8,15E-04
1,03E-03
1,68E-03
141E-03
6,16E-04
5,82E-04
1,73E-03
1,23E-04
3,52E-04
1,34E-03
1,88E-03
5,64E-04
2,20E-04
4,04E-04
2,84E-05
9,17E-04
5,90E-04
5,39E-04
3,17E-04
2,24E-05
8,29E-05
5,69E-06
2,28E-04
9,82E-04
1,84E-04
1,36E-03

NM_021526 NM_021526 NM_021526 Mm.218198
NM_134013 NM_134013 NM_134013 Mm.481953
NM_133900 NM_133900 NM_133900 Mm.271784
AK172986 0 AK172986  Mm.332840
NM_028474 NM_028474 NM_028474 Mm.390999
NM_008959 NM_008959 NM_008959 Mm.281464
NM_013782 NM_013782 NM_013782 Mm.293591
NM_133783 NM_133783 NM_133783 Mm.28048
NM_0011304C NM_0011304C NM_0011304C Mm.254494
NM_172498 NM_172498 NM_172498 Mm.21613
NM_008974 NM_008974 NM_008974 Mm.193688
NM_011204 NM_011204 NM_011204 Mm.3414
NM_00108104NM_00108104NM_0010810 Mm.335477
NM_011211  NM_011211 NM_011211 Mm.184021
NM_011213  NM_011213 NM_011213 Mm.29855
NM_008981 NM_008981 NM_008981 Mm.431266
NM_008983 NM_008983 NM_008983 Mm.332303
NM_008984 NM_008984 NM_008984 Mm.311809
NM_021496 NM_021496 NM_021496 Mm.328072
NM_181395 NM_181395 NM_181395 Mm.251774
NM_183165 NM_183165 NM_183165 Mm.490474
NM_133794 NM_133794 NM_133794 Mm.272427
NM_175143 NM_175143 NM_175143 Mm.485781
NM_153559 NM_153559 NM_153559 Mm.116769
NM_017382 NM_017382 NM_017382 Mm.1387
NM_00116286 NM_00116286 NM_0011628€ Mm.41191
NM_0010039¢ NM_0010039¢ NM_0010039¢ Mm.220334
NM_134050 NM_134050 NM_134050 Mm.172847
NM_133685 NM_133685 NM_133685 Mm.29274
NM_178690 NM_178690 NM_178690 Mm.489713
NM_0011637¢ NM_00116375 NM_0011637¢ Mm.275841
NM_025887 NM_025887 NM_025887 Mm.329123
ENSMUSTO00C 0 BC003921  Mm.7087
NM_019983 NM_019983 NM_019983 Mm.288639
NM_009009 NM_009009 NM_009009 Mm.182628
NM_009012 NM_009012 NM_009012 Mm.4888
NM_009021 NM_009021 NM_009021 Mm.296366
NM_019994 NM_019994 NM_019994 Mm.292180
NM_011240 NM_011240 NM_011240 Mm.431695
NM_177721 NM_177721 NM_177721 Mm.125503
NM_00109962 NM_00109962z NM_00109962 Mm.31220
NM_019688 NM_019688 NM_019688 Mm.196153
NM_00104551NM_00104551NM_00104551 Mm.440325
NM_025936 NM_025936 NM_025936 Mm.284906
NM_009025 NM_009025 NM_009025 Mm.18517
NM_178785 NM_178785 NM_178785 Mm.122284
NM_011245 NM_011245 NM_011245 Mm.44561
NM_009027 NM_009027 NM_009027 Mm.248630
NM_011246 NM_011246 NM_011246 Mm.42150
NM_011242 NM_011242 NM_011242 Mm.77017
NM_009028 NM_009028 NM_009028 Mm.322186
NM_009826 NM_009826 NM_009826 Mm.293811
NM_172517 NM_172517 NM_172517 Mm.132868
NM_009031 NM_009031 NM_009031 Mm.270186
NM_198957 NM_198957 NM_198957 Mm.474129
NM_019869 NM_019869 NM_019869 Mm.276338
NM_027349 NM_027349 NM_027349 Mm.46005
NM_009036 NM_009036 NM_009036 Mm.473794
NM_011992 NM_011992 NM_011992 Mm.1782
NM_00110461NM_00110461NM_00110461Mm.245746
NM_023042 NM_023042 NM_023042 Mm.27407
NM_013893 NM_013893 NM_013893 Mm.33691
NM_011261 NM_011261 NM_011261 Mm.425236
NM_023132 NM_023132 NM_023132 Mm.236969
NM_0010854¢ NM_0010854¢ NM_0010854¢ Mm.291274
NM_011264 NM_011264 NM_011264 Mm.439723
NM_183318 NM_183318 NM_183318 Mm.23297
NM_010117  NM_010117 NM_010117 Mm.11545
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NM_030168 NM_030168 NM_030168 Mm.275811
NM_175238 NM_175238 NM_175238 Mm.254530
NM_0010379CNM_0010379C NM_0010379( Mm.92244
NM_172612 NM_172612 NM_172612 Mm.274010
NM_009708 NM_009708 NM_009708 Mm.378883
NM_009543 NM_009543 NM_009543 Mm.422969
NM_00111341 NM_00111341 NM_00111341 Mm.274360
NM_177378 NM_177378 NM_177378 Mm.66737
ENSMUSTO00( 0 BC117807  Mm.259672
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NM_026047 NM_026047 NM_026047 Mm.291811
NM_153762 NM_153762 NM_153762 Mm.392032
NM_172281 NM_172281 NM_172281 Mm.41122
NM_011884 NM_011884 NM_011884 Mm.240024
NM_026440 NM_026440 NM_026440 Mm.27544
NM_019413 NM_019413 NM_019413 Mm.310772
NM_175549 NM_175549 NM_175549 Mm.171736
NM_028783 NM_028783 NM_028783 Mm.485070
NM_009071 NM_009071 NM_009071 Mm.6710
NM_009072 NM_009072 NM_009072 Mm.276024
NM_013646 NM_013646 NM_013646 Mm.427266
NM_023879 NM_023879 NM_023879 Mm.21662
NM_173431 NM_173431 NM_173431 Mm.324592
NM_0010812¢ NM_0010812¢ NM_0010812¢ Mm.196275
AK146165 0 AK146165  Mm.236868
NM_016959 NM_016959 NM_016959 Mm.399829
NM_178775 NM_178775 NM_178775 Mm.220912
NM_009103 NM_009103 NM_009103 Mm.197486
NM_0010812€ NM_0010812€ NM_0010812¢ Mm.43977
NM_0010039: NM_0010039: NM_0010039: Mm.246990
NM_194054 NM_194054 NM_194054 Mm.192580
NM_027425 NM_027425 NM_027425 Mm.234587
NM_028188 NM_028188 NM_028188 Mm.27687
NM_0010377CNM_0010377CNM_0010377( Mm.235730
NM_023868 NM_023868 NM_023868 Mm.239871
NM_029036 NM_029036 NM_029036 Mm.172064
ENSMUSTO00( 0 AK173011  Mm.440703
NM_015772 NM_015772 NM_015772 Mm.39487
NM_178614 NM_178614 NM_178614 Mm.290725
NM_175155 NM_175155 NM_175155 Mm.338275
NM_009122 NM_009122 NM_009122 Mm.311655
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627626
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19244
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19266
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19270
19272
19274
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69675
232491
97541
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227638
53869
215445
52055
104886
106572
226407
98732
271457
54189
56715
19357
19360
19377
56784
19386
240614
76089
56508
77300
104458
19414
320484
19417
19418
19419
19395
19428
12421
213464
245688
77604
56275
67039
19668
26611
19684
19691
30053
19699
19703
68703
19714
331474
13650
320360
78757
51869
382089
223881
11858
22644
24017
330812
75234
672511
72486
213211
233900
24018
67897
19876
268902
4144
19877
19878
19883
77945
244585
75137
27050
20091
320119
20133
233532
20168
68585
70432
72296
100213
20191
74648
50720
50524
68653
70097
20230

ENSMUST00000146051
ENSMUST00000129824
ENSMUST00000031399
0

ENSMUST00000048691
ENSMUST00000021990
ENSMUST00000026568
ENSMUST00000028162
ENSMUST00000170939
ENSMUST00000136216
ENSMUST00000030578
ENSMUST00000048957
ENSMUST00000040021
ENSMUST00000084467
ENSMUST00000124758
ENSMUST00000142917
ENSMUST00000166468
ENSMUST00000037974
ENSMUST00000096052
ENSMUST00000122328
ENSMUST00000041852
ENSMUST00000136293
ENSMUST00000006851
ENSMUST00000036187
ENSMUST00000172298
ENSMUST00000120691
ENSMUST00000060837
ENSMUST00000021459
ENSMUST00000070673
ENSMUST00000037649
ENSMUST00000069652
ENSMUST00000017975
ENSMUST00000100928
ENSMUST00000125937
ENSMUST00000022927
ENSMUST00000020649
ENSMUST00000064190
ENSMUST00000110687
ENSMUST00000003310
ENSMUST00000099525
ENSMUST00000118340
ENSMUST00000102698
0

ENSMUST00000165817
ENSMUST00000117551
ENSMUST00000137458
ENSMUST00000034912
ENSMUST00000099326
ENSMUST00000178884
ENSMUST00000113468
ENSMUST00000147835
ENSMUST00000159656
ENSMUST00000027700
ENSMUST00000033720
ENSMUST00000063839
ENSMUST00000006625
ENSMUST00000048155
ENSMUST00000137427
ENSMUST00000114276
ENSMUST00000061352
ENSMUST00000111803
ENSMUST00000089667
ENSMUST00000159768
ENSMUST00000135711
ENSMUST00000105682
ENSMUST00000131186
ENSMUST00000119076
ENSMUST00000146179
ENSMUST00000055993
ENSMUST00000061656
ENSMUST00000125322
ENSMUST00000058846
ENSMUST00000120997
ENSMUST00000153185
ENSMUST00000150069
ENSMUST00000041826
ENSMUST00000078525
ENSMUST00000030584
ENSMUST00000093902
ENSMUST00000022716
ENSMUST00000097218
ENSMUST00000033088
ENSMUST00000029942
ENSMUST00000009679
ENSMUST00000023600
ENSMUST00000149114
ENSMUST00000102895
ENSMUST00000067947
ENSMUST00000020904
ENSMUST00000113624
ENSMUST00000111603
ENSMUST00000047783
ENSMUST00000090791
0

ENSMUST00000074680
ENSMUST00000162692
ENSMUST00000033283
ENSMUST00000042399
ENSMUST00000088169
ENSMUST00000170731
0

ENSMUST00000090929
ENSMUST00000098106
ENSMUST00000021750
ENSMUST00000151971
ENSMUST00000119943
ENSMUST00000058326
ENSMUST00000023071
ENSMUST00000015449
ENSMUST00000152830



A_55_P1960626
A_51_P123805
A_55_P2055477
A_51_P298666
A_51_P494006
A_55_P2426272
A_52_P682382
A_51_P129464
A_55_P2083949
A_55_P2067905
A_55_P2106514
A_66_P106808
A_55_P2072333
A_55_P2040748
A_55_P2002562
A_55_P1962736
A_51_P477440
A_55_P2024575
A_51_P129100
A_55_P2054013
A_55_P2103026
A_51_P462516
A_51_P214343
A_52_P153327
A_55_P2109554
A_51_P128336
A_51_P268094
A_66_P100165
A_52_P230167
A_52_P468033
A_51_P110395
A_55_P1965635
A_51_P470448
A_55_P2118744
A_51_P504442
A_66_P108345
A_55_P1984730
A_55_P2088705
A_55_P2130249
A_55_P2062181
A_55_P2051656
A_55_P2154749
A_55_P2153541
A_55_P2112693
A_55_P2098782
A_55_P1975732
A_51_P243914
A_51_P118132
A_52_P614960
A_51_P476711
A_55_P1953874
A_55_P2087544
A_55_P1972252
A_52_P307752
A_55_P2044242
A_51_P312336
A_51_P267278
A_52_P566129
A_52_P408736
A_51_P493117
A_52_P8197
A_55_P2000489
A_51_P456826
A_55_P1955412
A_51_P268697
A_51_P453475
A_55_P1977245
A_52_P286520
A_55_P2161026
A_52_P169901
A_51_P113403
A_52_P354744
A_51_P300572
A_51_P420859
A_55_P2054491
A_55_P1985286
A_55_P2176300
A_55_P2110595
A_52_P618379
A_51_P209319
A_51_P501773
A_55_P2089020
A_55_P2136743
A_51_P122740
A_51_P385598
A_55_P2161640
A_51_P458384
A_55_P2153797
A_51_P223498
A_55_P203639%4
A_51_P259214
A_55_P1976102
A_52_P578562
A_51_P219505
A_55_P1967776
A_55_P2026818
A_51_P112762
A_55_P2000182
A_55_P2000613
A_55_P1956553
A_66_P106661
A_51_P268193
A_55_P2055127
A_52_P77764
A_55_P1988384
A_55_P1999775
A_55_P2017972
A_51_P112734
A_55_P2049999
A_51_P192149

Sath2
Shno1
Scaft1
Scaf4
Scaf8
Scaper
Scd1
Scd2
Scfd1
Scfd2
Scn2al
Scn3a
Scn8a
Scrib
Sectla
Sec23b
Sec23ip
Sec24c
Sec63
Sema3a
Sema3d
Senp7
Sephs1
Sept2
Serinc3
Serinc5
Serpine2
Serpini1
Setbp1
Setd1b
Setd2
Setdb1
Setx
Sez6/
Sf3a1
Sgch
Sgpl1
Sgsm1
Sh3gl2
Shank1
Shank2
Shisab
Sik3
Sipatlt
Sipatl2
Sipa1l3
Skap2
Skil
Skiv2l
Skiv2I2
Skor2
Slc12a5
Slc12a6
Slc12a9
Slc13a5
Slc14a1
Slc15a2
Slc16a14
Slc16a7
Slc16a9
Slc17a6
Slc18a2
Slc19a3
Slc1a2
Slc1a3
Sle1as
Slc22a13
Slc23a2
Slc24a2
Slc25a51
Slc26a11
Slc2a3
Slc30a1
Slec30a3
Sle31a2
Slc32a1
Slc33a1
Slc35a2
Slc35a5
Slc35b1
Slc35f3
Slc3592
Slc36a4
Slc37a3
Slc37a4
Slc38a1
Slc38a2
Slc38a6
Slc39a10
Slc39a12
Slc39a6
Slc39a9
Slc41at
Slc41a2
Slcda4
Slcda7
Slc5a3
Slc5a6
Slc6al
Slc6as
Slc7a1
Slc7a10
Slc7a14
Slc7a2
Slc7a3
Slc7a4
Slc7a5
Slc7a8
Slc9a1
Slc9a6

special AT-rich sequence binding protein 2
sno, strawberry notch homolog 1 (Drosophila)
SR-related CTD-associated factor 11
SR-related CTD-associated factor 4
SR-related CTD-associated factor 8
S phase cyclin A-associated protein in the ER
stearoyl-Coenzyme A desaturase 1
stearoyl-Coenzyme A desaturase 2
Sec1 family domain containing 1
Sec1 family domain containing 2
sodium channel, voltage-gated, type Il, alpha 1
sodium channel, voltage-gated, type Il alpha
sodium channel, voltage-gated, type VIII, alpha
scribbled homolog (Drosophila)
SEC11 homolog A (S. cerevisiae)
SEC23B (S. cerevisiae)
Sec23 interacting protein
Sec24 related gene family, member C (S. cerevisiae)
SEC63-like (S. cerevisiae)
sema domain, immunoglobulin domain (Ig), short basic domal
sema domain, immunoglobulin domain (Ig), short basic domal
SUMO1/sentrin specific peptidase 7
selenophosphate synthetase 1
septin 2
serine incorporator 3
serine incorporator 5
serine (or cysteine) peptidase inhibitor, clade E, member 2
serine (or cysteine) peptidase inhibitor, clade I, member 1
SET binding protein 1
SET domain containing 1B
SET domain containing 2
SET domain, bifurcated 1
senataxin
seizure related 6 homolog like
splicing factor 3a, subunit 1
, beta phi i p
sphingosine phosphate lyase 1
small G protein signaling modulator 1
SH3-domain GRB2-like 2
SH3/ankyrin domain gene 1
SH3/ankyrin domain gene 2
shisa homolog 6 (Xenopus laevis)
SIK family kinase 3
signal-induced proliferation-associated 1 like 1
signal-induced proliferation-associated 1 like 2
signal-induced proliferation-associated 1 like 3
src family associated phosphoprotein 2
SKI-like
superkiller viralicidic activity 2-like (S. cerevisiae)
superkiller viralicidic activity 2-like 2 (S. cerevisiae)
SKI family transcriptional corepressor 2
solute carrier family 12, member 5
solute carrier family 12, member 6
solute carrier family 12 (potassium/chloride transporters), mer
solute carrier family 13 (sodium-dependent citrate transporter
solute carrier family 14 (urea transporter), member 1
solute carrier family 15 (H+/peptide transporter), member 2
solute carrier family 16 (monocarboxylic acid transporters), m:
(
(
(
(

solute carrier family 16 (monocarboxylic acid transporters), m
solute carrier family 16 (monocarboxylic acid transporters), m
solute carrier family 17 (sodium-dependent inorganic phosphe
solute carrier family 18 (vesicular monoamine), member 2
solute carrier family 19, member 3

solute carrier family 1 (glial high affinity glutamate transporter,
solute carrier family 1 (glial high affinity glutamate transporter,
solute carrier family 1 (neutral amino acid transporter), membr
solute carrier family 22 (organic cation transporter), member
solute carrier family 23 (nucleobase transporters), member 2
solute carrier family 24 (sodium/potassium/calcium exchangel
solute carrier family 25, member 51

solute carrier family 26, member 11

solute carrier family 2 (facilitated glucose transporter), membe
solute carrier family 30 (zinc transporter), member 1

solute carrier family 30 (zinc transporter), member 3

solute carrier family 31, member 2

solute carrier family 32 (GABA vesicular transporter), member
solute carrier family 33 (acetyl-CoA transporter), member 1
solute carrier family 35 (UDP-galactose transporter), member
solute carrier family 35, member AS

solute carrier family 35, member B1

solute carrier family 35, member F3

solute carrier family 35, member G2

solute carrier family 36 (proton/amino acid symporter), memb:
solute carrier family 37 (glycerol-3-phosphate transporter), me
solute carrier family 37 (glucose-6-phosphate transporter), me
solute carrier family 38, member 1

solute carrier family 38, member 2

solute carrier family 38, member 6

solute carrier family 39 (zinc transporter), member 10

solute carrier family 39 (zinc transporter), member 12

solute carrier family 39 (metal ion transporter), member 6
solute carrier family 39 (zinc transporter), member 9

solute carrier family 41, member 1

solute carrier family 41, member 2

solute carrier family 4 (anion exchanger), member 4

solute carrier family 4, sodium bicarbonate cotransporter, mer
solute carrier family 5 (inositol transporters), member 3

solute carrier family 5 (sodium-dependent vitamin transporter)
solute carrier family 6 (neurotransmitter transporter, GABA), n
solute carrier family 6 (neurotransmitter transporter, glycine), 1
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 7 (cationic amino acid transporter, y+ sys
solute carrier family 9 (sodium/hydrogen exchanger), member
solute carrier family 9 (sodium/hydrogen exchanger), member

1,35
0,91
1,57
0,72
0,51
1,73
1,15
1,26
1,55
0,65
1,05
0,96
127
0,78
1,04
0,81
0,77
0,48
0,79
1,67
0,98
0,92
0,57
0,97
0,83
0,86
0,86
1,23
091
0,87
1,23
2,10
11
124
0,67
091
0,76
0,85
0,79
1,06
0,88
0,72
0,74
2,33
1,05
0,62
0,85
0,75
1,26
1,22
0,99
1,55
1,15
1,05
0,56
0,85
0,96
0,96
0,92
1,22
1,07
0,99
1,10
1,04
1,12
1,00
124
1,01
1,04
0,62
1,05
1,24
0,81
0,65
0,60
1,58

1,10
1,20
0,89
0,52
127
0,79
0,75
0,57
1,39
1,15
1,39
0,77
1,14
1,26
0,99
0,82
0,78
0,84
0,98
0,82
0,89
1,49
1,21
1,08
0,48
0,96
1,29

0,75
0,96
0,75
0,59
0,72

2,55
1,88
2,98
1,65

331
2,22
2,39
2,93
1,57
2,07
1,95
241
172
2,05
1,76
1,71
1,39
173
3,19
1,97
1,89
1,49
1,96
178
181
1,81
2,34
1,88
1,83
2,35
428
2,16
2,36
1,59
1,88
1,69
1,80
173
2,07
1,85
1,65
1,68
5,02
2,08
1,54
1,80
1,68
2,39
2,32
1,99
2,92
221
2,06
148
1,80
1,95
1,95
1,89
2,33
21
1,98
2,15
2,05
217
2,00
2,35
2,01
2,06
1,54
2,07
2,36
175
1,57
1,61
2,98
2,71
215
2,29
1,86

241
1,73
1,68
149
2,63
2,21
2,62
1,71
220
2,39
1,99
177
172
1,79
1,97
176
1,85
2,82
2,32
2,08
1,39
1,95
245
2,54
1,68
1,94
1,68
1,50
1,64

1,58E-06
3,13E-056
2,44E-06
1,21E-04
1,18E-04
5,10E-07
3,33E-05
5,92E-06
3,52E-07
3,64E-05
7,67E-06
2,69E-05
5,15E-07
2,82E-05
2,22E-06
2,25E-05
4,06E-05
9,18E-05
9,03E-06
1,43E-07
2,64E-06
9,31E-06
4,89E-05
1,03E-06
3,86E-05
1,99E-05
8,86E-05
1,47E-05
3,06E-05
1,70E-05
1,64E-06
1,23E-06
9,27E-06
2,10E-07
6,44E-05
1,53E-05
7,86E-05
1,90E-05
9,48E-05
4,86E-05
1,34E-05
2,78E-05
3,52E-05
7,71E-08
1,95E-05
1,28E-04
1,61E-05
8,13E-06
2,07E-06
7,32E-06
1,18E-05
9,28E-06
1,58E-05
8,18E-07
7,42E-05
743E-05
1,55E-05
9,67E-06
1,02E-05
6,90E-07
3,70E-06
9,42E-05
4,67E-06
8,40E-05
3,35E-06
1,67E-05
1,39E-06
1,55E-05
2,21E-06
6,88E-05
747E-06
1,20E-06
5,05E-05
7.41E-06
5,97E-05
2,86E-06
7,55E-06
141E-05
1,65E-05
4,80E-06
1,52E-04
747E-06
1,37E-04
7,96E-05
9,41E-05
5,07E-07
3,86E-05
2,57E-07
2,85E-05
6,82E-06
4,04E-06
3,63E-05
1,58E-05
5,46E-05
9,93E-06
2,10E-06
6,18E-05
2,56E-05
2,33E-05
1,40E-07
2,06E-05
1,10E-04
1,91E-06
2,03E-06
6,95E-07
6,16E-05
8,10E-06
2,90E-05
4,07E-05
9,89E-05

1,25E-04
7,15E-04
1,58E-04
1,72E-03
1,68E-03
7,35E-05
741E-04
2,71E-04
6,19E-05
7,83E-04
3,14E-04
6,55E-04
7.41E-05
6,72E-04
1,50E-04
5,90E-04
8,41E-04
1,43E-03
347E-04
4,10E-05
1,65E-04
3,54E-04
9,53E-04
1,02E-04
8,13E-04
5,48E-04
1,40E-03
4,60E-04
7,08E-04
4,98E-04
1,26E-04
1,10E-04
3,53E-04
4,78E-05
1,13E-03
4,70E-04
1,29E-03
5,35E-04
1,46E-03
9,48E-04
4,33E-04
6,68E-04
7,68E-04
2,87E-05
5,42E-04
1,78E-03
4,83E-04
3,27E-04
1,44E-04
3,06E-04
4,01E-04
3,53E-04
4,79E-04
9,27E-05
1,24E-03
1,24E-03
4,74E-04
3,61E-04
3,72E-04
8,59E-05
2,04E-04
1,45E-03
2,33E-04
1,34E-03
1,92E-04
4,93E-04
1,17E-04
4,73E-04
1,50E-04
1,18E-03
3,10E-04
1,09E-04
9,71E-04
1,24E-03
1,08E-03
1,75E-04
3,11E-04
4,4TE-04
4,91E-04
2,36E-04
1,99E-03
3,10E-04
1,87E-03
1,29E-03
1,45E-03
7,34E-05
8,13E-04
541E-05
6,76E-04
2,94E-04
2,14E-04
7,82E-04
4,79E-04
1,02E-03
3,67E-04
1,45E-04
1,10E-03
6,36E-04
6,02E-04
4,10E-05
5,61E-04
1,61E-03
1,38E-04
1,43E-04
8,60E-05
1,10E-03
3,26E-04
6,83E-04
8,42E-04
1,51E-03

NM_139146 NM_139146 NM_139146 Mm.145599
NM_0010812C NM_0010812C NM_0010812( Mm.23879
NM_028148 NM_028148 NM_028148 Mm.324474
NM_178923 NM_178923 NM_178923 Mm.439811
NM_134123 NM_134123 NM_134123 Mm.124373
NM_00108134NM_00108134NM_0010813< Mm.86588
NM_009127 NM_009127 NM_009127 Mm.267377
NM_009128 'NM_009128 NM_009128 Mm.487021
AK129238 0 AK129238  Mm.216511
NM_00111466 NM_00111466 NM_00111466 Mm. 134147
NM_0010992¢ NM_0010992¢ NM_0010992¢ Mm.220329
NM_018732 NM_018732 NM_018732 Mm.330256
NM_0010774¢ NM_0010774¢ NM_0010774¢ Mm.385012
NM_134089 NM_134089 NM_134089 Mm.25568
NM_019951 NM_019951 NM_019951 Mm.43760
NM_019787 NM_019787 NM_019787 Mm.248492
NM_0010299¢ NM_0010299¢ NM_0010299¢ Mm.297105
NM_172596 NM_172596 NM_172596 Mm.173119
NM_153055 NM_153055 NM_153055 Mm.214344
NM_009152 NM_009152 NM_009152 Mm.372039
NM_028882 NM_028882 NM_028882 Mm.89313
NM_00100397 NM_00100397 NM_00100397 Mm.255784
NM_175400 NM_175400 NM_175400 Mm.34329
NM_010891 NM_010891 NM_010891 Mm.428652
NM_012032 NM_012032 NM_012032 Mm.218473
NM_172588 NM_172588 NM_172588 Mm.297970
NM_009255 NM_009255 NM_009255 Mm.3093
NM_009250 NM_009250 NM_009250 Mm.41560
NM_053099 NM_053099 NM_053099 Mm.312871
NM_0010403¢ NM_0010403¢ NM_0010403¢ Mm.250391
NM_00108134NM_00108134NM_0010813< Mm.288949
NM_00116364 NM_00116364 NM_00116364 Mm.490259
NM_198033 NM_198033 NM_198033 Mm.41867
NM_00125391NM_00125391NM_00125391 Mm. 143742
NM_026175 NM_026175 NM_026175 Mm.156914
NM_011890 NM_011890 NM_011890 Mm.89310
NM_009163 NM_009163 NM_009163 Mm.412319
NM_00125472 NM_00125472NM_0012547: Mm.200203
NM_019535 NM_019535 NM_019535 Mm.143603
ENSMUSTO00C0 AK078290  Mm.360368
NM_00111337 NM_00111337 NM_00111337 Mm.483624
NM_00103487 NM_00103487 NM_00103487 Mm.351764
NM_027498 NM_027498 NM_027498 Mm.219459
NM_0011679¢ NM_00116798 NM_0011679¢ Mm.261333
AK122501 0 AK122501  Mm.271668
NM_0010810ZNM_0010810zNM_0010810Z Mm.375176
NM_018773 NM_018773 NM_018773 Mm.221479
NM_011386 NM_011386 NM_011386 Mm.15406
NM_021337 NM_021337 NM_021337 Mm.18845
NM_028151 NM_028151 NM_028151 Mm.291029
NM_00110974 NM_00110974 NM_00110974 Mm.329543
NM_020333 NM_020333 NM_020333 Mm.252987
NM_133649 NM_133649 NM_133649 Mm.46449
NM_031406 NM_031406 NM_031406 Mm.235625
NM_00100414NM_00100414NM_00100414 Mm.340778
NM_028122 NM_028122 NM_028122 Mm.33832
NM_021301 NM_021301 NM_021301 Mm.281804
NM_027921 NM_027921 NM_027921 Mm.158754
ENSMUSTO00C0 AK085398  Mm.29161
NM_025807 NM_025807 NM_025807 Mm.19325
NM_080853 NM_080853 NM_080853 Mm.256618
NM_172523 NM_172523 NM_172523 Mm.361919
NM_030556 NM_030556 NM_030556 Mm.261542
NM_011393 NM_011393 NM_011393 Mm.267547
NM_148938 NM_148938 NM_148938 Mm.204834
NM_009201 NM_009201 NM_009201 Mm.1056
NM_133980 NM_133980 NM_133980 Mm.38775
NM_018824 NM_018824 NM_018824 Mm.103581
NM_00111024 NM_00111024 NM_00111024 Mm.490487
NM_00100994 NM_00100994 NM_00100992 Mm.260210
NM_178743 NM_178743 NM_178743 Mm.31869
NM_011401  NM_011401 NM_011401 Mm.395108
NM_009579 NM_009579 NM_009579 Mm.9024
NM_011773 NM_011773 NM_011773 Mm.1396
NM_025286 NM_025286 NM_025286 Mm.292539
NM_009508 NM_009508 NM_009508 Mm.413854
NM_00127202 NM_00127202NM_0012720: Mm.135619
NM_078484 NM_078484 NM_078484 Mm.214976
NM_028756 NM_028756 NM_028756 Mm.264984
NM_016752 NM_016752 NM_016752 Mm.4593
NM_175434 NM_175434 NM_175434 Mm.459322
NM_0011014& NM_00110148 NM_0011014€ Mm.236289
NM_172289 NM_172289 NM_172289 Mm.138815
NM_028123 NM_028123 NM_028123 Mm.482167
NM_008063 NM_008063 NM_008063 Mm.30087
NM_134086 NM_134086 NM_134086 Mm.103568
NM_175121 NM_175121 NM_175121 Mm.46754
ENSMUSTO00C0 BC048389  Mm.37829
NM_172653 NM_172653 NM_172653 Mm.233889
NM_0010123( NM_0010123C NM_0010123( Mm.44662
NM_139143 NM_139143 NM_139143 Mm.21688
NM_026244 NM_026244 NM_026244 Mm.238279
NM_173865 NM_173865 NM_173865 Mm.389181
NM_177388 NM_177388 NM_177388 Mm.67073
NM_018760 NM_018760 NM_018760 Mm.41044
NM_00103327 NM_00103327 NM_00103327 Mm.258893
NM_017391 NM_017391 NM_017391 Mm.217354
NM_00117762 NM_00117762NM_00117762 Mm.205463
NM_178703 NM_178703 NM_178703 Mm.5260
ENSMUSTO00C0 AY147186  Mm.207053
NM_007513 NM_007513 NM_007513 Mm.275489
NM_017394 NM_017394 NM_017394 Mm.35567
NM_172861 NM_172861 NM_172861 Mm.285366
NM_007514 NM_007514 NM_007514 Mm.4676
NM_007515 NM_007515 NM_007515 Mm.5140
NM_144852 NM_144852 NM_144852 Mm.298878
NM_011404 NM_011404 NM_011404 Mm.27943
NM_016972 NM_016972 NM_016972 Mm.276831
NM_016981 NM_016981 NM_016981 Mm.4312
NM_172780 NM_172780 NM_172780 Mm.17815

212112
243272
72193
224432
106583
244891
20249
20250
76983
212986
110876
20269
20273
105782
56529
27054
207352
218811
140740
20346
108151
66315
109079
18000
26943
218442
20720
20713
240427
208043
235626
84505
269254
56747
67465
24051
20397
52850
20404
243961
210274
380702
70661
217692
244668
74206
54353
20482
108077
72198
664805
57138
107723
83704
237831
108052
57738
71781
20503
66859
140919
214084
80721
20511
20512
20514
102570
54338
76376
230125
268512
20527
22782
22784
20530
22348
11416
22232
4102
10172
210027
245020
234967
72144
14385
105727
67760
625098
227059
277468
106957
328133
98396
338365
54403
218756
53881
330064
232333
104245
11987
53896
241919
11988
11989
224022
20539
50934
20544
236794

ENSMUST00000042857
ENSMUST00000065263
ENSMUST00000047835
ENSMUST00000039280
ENSMUST00000076734
ENSMUST00000037408
ENSMUST00000041331
ENSMUST00000026221
0

ENSMUST00000113542
ENSMUST00000144254
ENSMUST00000100069
ENSMUST00000108909
ENSMUST00000109946
ENSMUST00000147813
ENSMUST00000028916
ENSMUST00000042942
ENSMUST00000048657
ENSMUST00000124613
ENSMUST00000095012
ENSMUST00000030868
ENSMUST00000049128
ENSMUST00000115019
ENSMUST00000131175
ENSMUST00000017851
ENSMUST00000049488
ENSMUST00000027467
ENSMUST00000161776
ENSMUST00000025430
ENSMUST00000174836
ENSMUST00000173373
ENSMUST00000124638
ENSMUST00000061578
ENSMUST00000079491
ENSMUST00000002198
ENSMUST00000081170
ENSMUST00000122259
ENSMUST00000145708
ENSMUST00000107188
ENSMUSTO00000154776
ENSMUST00000097929
ENSMUST00000123454
ENSMUST00000126865
ENSMUST00000166429
0

ENSMUST00000085809
ENSMUST00000078214
ENSMUST00000029194
ENSMUST00000174363
ENSMUST00000022281
ENSMUST00000166956
ENSMUST00000099092
ENSMUST00000110991
ENSMUST00000039991
ENSMUST00000021161
ENSMUST00000160639
ENSMUST00000023616
ENSMUST00000027422
ENSMUST00000063318
ENSMUST00000046807
ENSMUST00000032710
ENSMUST00000026084
ENSMUST00000164473
ENSMUST00000154446
ENSMUST00000005493
ENSMUST00000108496
ENSMUST00000084797
ENSMUST00000028815
ENSMUST00000155361
ENSMUST00000116341
ENSMUST00000151612
ENSMUST00000168704
ENSMUST00000044954
ENSMUST00000031037
ENSMUST00000107467
ENSMUST00000045738
ENSMUST00000160883
ENSMUST00000115660
ENSMUST00000180636
ENSMUST00000021243
ENSMUST00000108759
ENSMUST00000093792
ENSMUST00000061568
ENSMUST00000090243
ENSMUST00000165839
ENSMUST00000100262
ENSMUST00000023099
ENSMUST00000058139
ENSMUST00000027131
ENSMUST00000082290
ENSMUST00000070726
ENSMUST00000085245
ENSMUST00000086559
ENSMUST00000039956
ENSMUST00000068864
ENSMUST00000068865
ENSMUST00000068866
ENSMUST00000068870
ENSMUST00000068871
ENSMUST00000068874
ENSMUST00000068875
ENSMUST00000068876
ENSMUST00000068877
ENSMUST00000068878
ENSMUST00000068879
ENSMUST00000068880
ENSMUST00000068882
ENSMUST00000068883
ENSMUST00000068890
ENSMUST00000068891



A_52_P85791
A_52_P296996
A_52_P375323
A_55_P2185832
A_55_P1989703
A_55_P1958394
A_51_P301809
A_51_P141012
A_52_P462125
A_66_P116804
A_52_P171791
A_66_P137654
A_51_P479786
A_55_P2007525
A_52_P600030
A_55_P2029151
A_52_P467140
A_55_P2086677
A_55_P2120682
A_66_P111877
A_52_P274555
A_55_P1975695
A_55_P1957389
A_55_P2065726
A_55_P1952788
A_55_P1960857
A_55_P2044587
A_55_P2042151
A_66_P123824
A_51_P517145
A_52_P475356
A_51_P513530
A_55_P2046807
A_66_P122828
A_55_P1955279
A_55_P2087162
A_55_P2009943
A_55_P2033849
A_55_P2082837
A_55_P2081253
A_51_P151902
A_55_P2085142
A_55_P2072985
A_51_P489138
A_55_P2081223
A_51_P403799
A_55_P2075966
A_51_P345593
A_51_P321331
A_52_P25420
A_55_P2042510
A_52_P112178
A_55_P2137736
A_52_P279184
A_55_P2166592
A_51_P420236
A_66_P125071
A_55_P2403135
A_51_P314264
A_52_P312398
A_52_P546090
A_51_P432950
A_51_P129546
A_51_P352594
A_51_P101375
A_51_P232371
A_52_P491861
A_55_P2000638
A_52_P640204
A_51_P251129
A_55_P2059606
A_55_P1991219
A_51_P233334
A_51_P192130
A_55_P2056393
A_55_P2036723
A_66_P130366
A_55_P1988804
A_52_P639064
A_51_P515242
A_52_P505234
A_51_P149621
A_55_P2009910
A_55_P2105988
A_51_P142744
A_52_P193925
A_51_P249360
A_51_P280532
A_51_P510663
A_55_P2085195
A_55_P2131168
A_51_P354077
A_51_P210143
A_55_P1955517
A_55_P2142103
A_55_P2052696
A_52_P223127
A_55_P2236291
A_55_P2017894
A_52_P628915
A_51_P290921
A_55_P2015734
A_66_P138567
A_55_P2036472
A_55_P2004797
A_55_P2462940
A_52_P261322
A_55_P2294295
A_55_P2028004
A_52_P381430

Slc9a7
Slc9a8
Slc9a9
Slcotct
Slco2a1
Slit2
Slit3
Slitrk1
Smarca5-ps
Smchd1
Smg1
Smpd2
Smtn
Smu1
Smyd3
Snap47
Snd1
Snrk
Snrpal
Snx13
Snx14
Snx18
Snx25
Snx29
Son
Sorbs2
Sorcs1
Sorcs2
Sorl1
Sort1
Sox6
Spag5
Sparc
Spata31
Specct
Specctl
Spen
Sphkap
Spin1
Spock3
Spont
Spp1
Sptan1
Sptb
Sptbn1
Sptbn2
Sptbnd
Sptic1
Sptic2
Srein1
Srgap1
Srgap2
Srgap3
Srp54a
Srrm2
Srrt
Ssb
Ssh2
Ssr2
Ssr3
Ssr4
Sstr1
Sstrd
St5
Stégal1
Stab1
Stag1
Stag2
Stam
Stard8
Stat2
Stat3
Ste1
Stk10
Stk11ip
Stk36
Stk38!
Stom
Strbp
Strip2
Stt3a
Stt3b
Stxbp3a
Stxbp5!
Sulft
Sulf2
Suox
Supt16
Supt3
Supt6
Sv2e
Svil
Syne2
Synj1
Synj2
Synm
Synpo2
Syt16
Syt2
Sytd
Syti2
Syvnt
Szt2

T2
Tacc2
Taft
Tanc1
Tanc2
Tas2r124
Thc1d4

solute carrier family 9 (sodium/hydrogen exchanger), member
solute carrier family 9 (sodium/hydrogen exchanger), member
solute carrier family 9 (sodium/hydrogen exchanger), member
solute carrier organic anion transporter family, member 1c1
solute carrier organic anion transporter family, member 2a1
slit homolog 2 (Drosophila)

slit homolog 3 (Drosophila)

SLIT and NTRK-like family, member 1

SWI/SNF related, matrix associated, actin depenent ragulator
SMC hinge domain containing 1

SMG1 homolog, phosphatidylinositol 3-kinase-related kinase
sphingomyelin phosphodiesterase 2, neutral

smoothelin

smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans)
SET and MYND domain containing 3
synaptosomal-associated protein, 47

staphylococcal nuclease and tudor domain containing 1

SNF related kinase

small nuclear ribonucleoprotein polypeptide A'

sorting nexin 13

sorting nexin 14

sorting nexin 18

sorting nexin 25

sorting nexin 29

Son DNA binding protein

sorbin and SH3 domain containing 2

VPS10 domain receptor protein SORCS 1

sortilin-related VPS10 domain containing receptor 2
sortilin-related receptor, LDLR class A repeats-containing
sortilin 1

SRY-box containing gene 6

sperm associated antigen 5

secreted acidic cysteine rich glycoprotein

spermatogenesis associated 31

sperm antigen with calponin homology and coiled-coil domain
sperm antigen with calponin homology and coiled-coil domain
SPEN homolog, transcriptional regulator (Drosophila)

SPHK1 interactor, AKAP domain containing

spindlin 1

sparc/osteonectin, cwev and kazal-like domains proteoglycan
spondin 1, (f-spondin) extracellular matrix protein

secreted phosphoprotein 1

spectrin alpha, non-erythrocytic 1

spectrin beta, erythrocytic

spectrin beta, non-erythrocytic 1

spectrin beta, non-erythrocytic 2

spectrin beta, non-erythrocytic 4

serine palmitoyltransferase, long chain base subunit 1

serine palmitoyltransferase, long chain base subunit 2

SRC kinase signaling inhibitor 1

SLIT-ROBO Rho GTPase activating protein 1

SLIT-ROBO Rho GTPase activating protein 2

SLIT-ROBO Rho GTPase activating protein 3

signal recognition particle 54A

serinefarginine repetitive matrix 2

serrate RNA effector molecule homolog (Arabidopsis)
Sjogren syndrome antigen B

slingshot homolog 2 (Drosophila)

signal sequence receptor, beta

signal sequence receptor, gamma

signal sequence receptor, delta

somatostatin receptor 1

somatostatin receptor 4

suppression of tumorigenicity 5

beta galactoside alpha 2,6 sialyltransferase 1

stabilin 1

stromal antigen 1

stromal antigen 2

signal transducing adaptor molecule (SH3 domain and ITAM 1
START domain containing 8

signal transducer and activator of transcription 2

signal transducer and activator of transcription 3
stanniocalcin 1

serine/threonine kinase 10

serine/threonine kinase 11 interacting protein
serine/threonine kinase 36

serine/threonine kinase 38 like

stomatin

spermatid perinuclear RNA binding protein

striatin interacting protein 2

STT3, subunit of the oligosaccharyltransferase complex, hom
STT3, subunit of the oligosaccharyltransferase complex, hom
syntaxin binding protein 3A

syntaxin binding protein 5-like

sulfatase 1

sulfatase 2

sulfite oxidase

suppressor of Ty 16

suppressor of Ty 3

suppressor of Ty 6

synaptic vesicle glycoprotein 2¢

supervillin

spectrin repeat containing, nuclear envelope 2

synaptojanin 1

synaptojanin 2

synemin, intermediate filament protein

synaptopodin 2

synaptotagmin XVI

synaptotagmin II

synaptotagmin [V

synaptotagmin-like 2

synovial apoptosis inhibitor 1, synoviolin

seizure threshold 2

brachyury 2

transforming, acidic coiled-coil containing protein 2

TAF1 RNA polymerase II, TATA box binding protein (TBP)-ass
tetratricopeptide repeat, ankyrin repeat and coiled-coil contair
tetratricopeptide repeat, ankyrin repeat and coiled-coil contair
taste receptor, type 2, member 124

TBC1 domain family, member 4
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1,75
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0,74
1,14
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0,83
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1,34
1,22
0,61
0,72
091
0,72
0,73
0,52
1,35

1,79
0,66
144
1,49
0,93
1,08
1,01
0,83
0,65
1,26
1,39
1,23
1,39
0,73
0,68
1,40
0,81
2,62
1,56
3,08
2,80
1,33
1,03
0,63
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1,45
0,85
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0,66
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1,02
0,69
0,81
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1,13
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0,58
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0,77
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0,76
0,75
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1,03
0,65
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2,56
2,08
0,81
1,09
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1,09
0,88
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1,33
1,05
0,93
1,30
1,1
0,83
1,46
1,14
1,06
1,08
0,98

334
1,69
1,79
3,36

171
2,26
1,67
221
2,77
1,78
1,87
2,39
1,80
1,87
2,53
2,33
1,52
1,65
1,87
1,64
1,66
144
2,56
2,71
347
1,58
2,71
2,81
1,90
21
2,01
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1,57
2,39
2,63
2,35
2,63
1,65
1,60
2,63
1,75
6,15
2,94
848
6,97
2,51
2,04
1,55
1,56
1,93
2,73
1,80
2,16
2,06
1,58
1,82
4,29
2,03
1,62
176
1,98
2,19
3,04
1,49
1,99
1,73
1,81
1,81
172
1,7
2,31
1,70
1,69
1,75
2,04
1,57
1,56
2,34
175
3,64
333
2,22
2,36
1,93
2,03
1,57
1,65
2,05
2,18
2,25
591
423
1,75
2,13
2,98
212
1,84
2,22
2,51
2,07
191
2,46
2,16
178
2,75
2,20
2,09
21
1,97

5,50E-07
2,66E-06
7,58E-05
1,11E-07
1,08E-04
7,00E-06
5,10E-07
1,04E-04
1,42E-05
2,63E-07
9,78E-05
4,49E-05
8,63E-08
5,32E-05
5,66E-05
1,93E-06
1,90E-05
3,83E-05
547E-05
4,84E-05
2,29E-05
8,50E-06
7,36E-05
8,16E-07
6,55E-07
9,72E-05
5,45E-05
9,92E-07
4,72E-07
6,41E-05
9,90E-05
2,64E-05
3,74E-05
2,21E-05
1,25E-06
3,20E-06
1,27E-07
3,36E-06
4,81E-05
8,16E-05
1,16E-05
1,20E-04
5,83E-09
4,43E-07
5,18E-10
2,84E-09
7,50E-07
2,24E-05
4,57TE-05
2,75E-05
3,13E-05
4,22E-06
9,56E-05
3,92E-05
1,74E-06
9,74E-05
4,34E-05
2,15E-07
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3,74E-05
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9,34E-06
3,12E-06
7,61E-06
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7,72E-06
5,31E-06
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1,25E-03
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2,98E-04
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1,55E-03
4,50E-04
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1,50E-03
9,00E-04
3,10E-05
1,01E-03
1,04E-03
1,39E-04
5,34E-04
8,09E-04
1,02E-03
9,48E-04
5,96E-04
3,35E-04
1,23E-03
9,25E-05
8,34E-05
1,49E-03
1,02E-03
1,00E-04
7,16E-05
1,13E-03
1,61E-03
6,49E-04
7,96E-04
5,85E-04
1,11E-04
1,87E-04
3,94E-05
1,92E-04
9,44E-04
1,32E-03
3,98E-04
1,71E-03
8,90E-06
6,97E-05
4,08E-06
6,40E-06
8,85E-05
5,90E-04
9,1E-04
6,63E-04
7,15E-04
2,19E-04
1,47E-03
8,20E-04
1,31E-04
1,49E-03
8,80E-04
4,80E-05
4,00E-04
3,35E-04
3,58E-04
7,22E-05
1,57E-04
1,66E-05
7,27E-04
1,79E-04
1,14E-03
1,93E-04
1,29E-03
7,09E-04
3,49E-04
9,66E-05
1,28E-03
8,66E-04
2,89E-04
1,14E-04
1,45E-03
1,42E-03
6,90E-04
1,03E-03
3,22E-05
1,58E-04
6,97E-04
1,26E-04
4,42E-04
1,22E-03
5,40E-04
1,89E-03
1,25E-04
3,25E-04
2,94E-04
1,69E-05
7,12E-06
6,21E-04
2,59E-04
4,10E-05
8,87E-05
2,48E-04
1,49E-04
1,90E-04
7,96E-04
1,45E-03
1,11E-04
2,80E-04
3,54E-04
1,84E-04
3,13E-04
1,44E-04
3,15E-04
2,52E-04

Mm.132983
Mm.278924
Mm.326125
Mm.284495
Mm.207106
Mm.289739
Mm.478604
Mm.257268

NM_177353
NM_148929
NM_177909
NM_021471
NM_033314
NM_178804
NM_011412
NM_199065

NM_177353
NM_148929
NM_177909
NM_021471
NM_033314

NM_177353
NM_148929
NM_177909
NM_021471
NM_033314
NM_178804 NM_178804
NM_011412  NM_011412
NM_199085 NM_199065
NR_002888 NR_002888 NR_002888 Mm.389595
NM_028887 NM_028887 NM_028887 Mm.194450
NM_00103181NM_00103181NM_00103181Mm.309053
NM_009213 NM_009213 NM_009213 Mm.953

NM_013870 NM_013870 NM_013870 Mm.188516
NM_021535 NM_021535 NM_021535 Mm.289929
NM_027188 NM_027188 NM_027188 Mm.222338
NM_144521 NM_144521 NM_144521 Mm.26680
NM_019776 NM_019776 NM_019776 Mm.439987
ENSMUSTO00( 0 AK082185  Mm.257989
NM_021336 NM_021336 NM_021336 Mm.22362
NM_00101497NM_00101497 NM_00101497 Mm.213991
NM_172926 NM_172926 NM_172926 Mm.439873
NM_130796 NM_130796 NM_130796 Mm.33721

NM_207213 NM_207213 NM_207213 Mm.267258
ENSMUSTO00C0 AK086865  Mm.325831
ENSMUSTO00C 0 AB546195  Mm.46401

NM_00120521NM_00120521NM_00120521 Mm.211096
NM_0012525C NM_0012525( NM_0012525( Mm.313672
NM_030889 NM_030889 NM_030889 Mm.34113
ENSMUSTO00C 0 AK162665 ~ Mm.121920
NM_019972 NM_019972 NM_019972 Mm.157119
NM_011445 NM_011445 NM_011445 Mm.323365
NM_017407 NM_017407 NM_017407 Mm.24250
NM_009242 NM_009242 NM_009242 Mm.291442
NM_030047 NM_030047 NM_030047 Mm.342895
NM_0010299: NM_0010299NM_0010299: Mm.458025
NM_00114582 NM_00114582NM_00114582 Mm.27716
NM_019763 NM_019763 NM_019763 Mm.299906
NM_172430 NM_172430 NM_172430 Mm.154303
NM_146043 NM_146043 NM_146043 Mm.188432
NM_023689 NM_023689 NM_023689 Mm.334552
NM_145584 NM_145584 NM_145584 Mm.334160
NM_0012042: NM_0012042 NM_0012042: Mm.288474
NM_0010765¢ NM_0010765¢ NM_0010765¢ Mm.204969
NM_013675 NM_013675 NM_013675 Mm.32881
NM_175836 NM_175836 NM_175836 Mm.123110
NM_021287 NM_021287 NM_021287 Mm.329668
NM_032610 NM_032610 NM_032610 Mm.459123
NM_009269 NM_009269 NM_009269 Mm.240336
NM_011479 NM_011479 NM_011479 Mm.565
NM_018873 NM_018873 NM_018873 Mm.342665
NM_00108102 NM_00108102NM_0010810: Mm.288698
NM_00108101NM_00108101NM_00108101Mm.276259
NM_080448 NM_080448 NM_080448 Mm.236401
NM_011899 NM_011899 NM_011899 Mm.471968
NM_175229 NM_175229 NM_175229 Mm.5222
NM_031405 NM_031405 NM_031405 Mm.387734
NM_009278 NM_009278 NM_009278 Mm.10508
NM_177710 NM_177710 NM_177710 Mm.440381
NM_025448 NM_025448 NM_025448 Mm.7091
NM_026155 NM_026155 NM_026155 Mm.232728
NM_009279 NM_009279 NM_009279 Mm.831
NM_009216 NM_009216 NM_009216 Mm.278336
NM_009219 NM_009219 NM_009219 Mm.35324
NM_00100132NM_0010013ZNM_0010013Z Mm.252009
NM_145933 NM_145933 NM_145933 Mm.149029
NM_138672 NM_138672 NM_138672 Mm.220821
NM_009282 NM_009282 NM_009282 Mm.42135
NM_00107771NM_00107771NM_00107771Mm.290422
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A_55_P1961320
A_52_P394539
A_55_P1970097
A_51_P502348
A_51_P167876
A_51_P212754
A_65_P16059
A_55_P2118575
A_55_P2275402
A_51_P461877
A_52_P401504
A_51_P263844
A_55_P2091201
A_55_P2161219
A_51_P256066
A_52_P679101
A_55_P2108599
A_52_P451888
A_55_P1956973
A_55_P2071834
A_51_P504588
A_55_P2032222
A_51_P368713
A_51_P454993
A_55_P2038117
A_52_P429749
A_51_P375693
A_52_P515094
A_66_P111322
A_51_P392090
A_55_P2183622
A_55_P2444965
A_52_P518270
A_52_P263201
A_51_P407606
A_51_P265545
A_55_P2045268
A_51_P204387
A_51_P484753
A_55_P1970474
A_55_P1969850
A_55_P2216996
A_51_P212473
A_55_P2023777
A_51_P319379
A_52_P355169
A_51_P385099
A_52_P663757
A_52_P127024
A_51_P221362
A_52_P420308
A_52_P480544
A_55_P1974957
A_55_P2030578
A_52_P403443
A_55_P1989296
A_55_P2133047
A_55_P2162712
A_55_P2130219
A_52_P615401
A_55_P2096777
A_51_P144957
A_51_P402435
A_51_P356525
A_52_P251425
A_55_P1974627
A_55_P2073099
A_55_P2037585
A_66_P136097
A_55_P2026863
A_55_P2030938
A_55_P2006861
A_51_P176265
A_55_P2050380
A_55_P2110235
A_55_P2298438
A_52_P550218
A_52_P346033
A_66_P116998
A_55_P1978860
A_55_P2043782
A_55_P2075692
A_55_P2024654
A_66_P102528
A_52_P270035
A_66_P101903
A_51_P257675
A_52_P290511
A_51_P292490
A_51_P107808
A_52_P528634
A_51_P303089
A_66_P106065
A_52_P131458
A_51_P103209
A_51_P262238
A_51_P315795
A_55_P2108808
A_51_P507792

Thed
Thr1
Tef20
Tchp
Teirg1
Tept1
Tenm1
Tenm2
Tenm3
Tenm4
Tep1

Tes

Tex2
Tex28
Thip11
Tfrc
Tgfbi
Tgfbr3
Tgs1

Th
Thbs2
Thbs4
Thnsl1
Thoc2
Thsd7a
Tiam2
Tip2
Ticd1
Tik2

Tin1

Tin2
Tm2d2
Tm9sf2
Tmbim4
Tmcc2
Tmem104
Tmem115
Tmem135
Tmem176a
Tmem178b
Tmem19
Tmem201
Tmem245
Tmem255a
Tmem33
Tmem48
Tmem57
Tmem59
Tmem63c
Tmem66
Tmem67
Tmem68
Tmem87a
Tmtc3
Tmx2
Tmx4
Tnc

Tnf

Tnik
Tnks
Tnks2
Tnpo1
Tnpo2
Tnr

Tns1
Tns3
Tnxb
Tollip
Tph2
Tpr
Tprat
Tprn
Tram1/1
Trap1
Trappc11
Trappc8
Trappc9
Trex1

i
Trim13
Trim32
Trim59
Trio
Trip11
Trip11
Trip12
Trmt10a
Trmt12
Trmt1l
Tro
Trp53bp2
Trom1
Trpm3
Trrap
Tspan5
Tspyl2
Tspyl3
Tspyl4
Tstd2
Ttbk2
Ttc19
Ttc27
Ttc28
Ttc3
Ttc39b
Ttc7

Tub
Tubbda
Tubgcp4
Tubgcp6

tubulin-specific chaperone d
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telomerase associated protein 1
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transforming growth factor, beta receptor Il
trimethylguanosine synthase homolog (S. cerevisiae)
tyrosine hydroxylase
thrombospondin 2
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THO complex 2
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T cell lymphoma invasion and metastasis 2
tight junction protein 2
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tousled-like kinase 2 (Arabidopsis)
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transmembrane 9 superfamily member 2
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transmembrane and coiled-coil domains 2
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transmembrane protein 135
transmembrane protein 176A
transmembrane protein 178B
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transmembrane protein 245
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transmembrane protein 48
transmembrane protein 57
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transmembrane protein 66
transmembrane protein 67
transmembrane protein 68
transmembrane protein 87A
e and i repeat i 3
thioredoxin-related transmembrane protein 2
thioredoxin-related transmembrane protein 4
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tumor necrosis factor
TRAF2 and NCK interacting kinase
tankyrase, TRF1-interacting ankyrin-related ADP-ribose polyn
tankyrase, TRF1-interacting ankyrin-related ADP-ribose polyn
transportin 1
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tryptophan hydroxylase 2
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transmembrane protein, adipocyte asscociated 1
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translocation associated membrane protein 1-like 1
TNF receptor-associated protein 1
trafficking protein particle complex 11
trafficking protein particle complex 8
trafficking protein particle complex 9
three prime repair exonuclease 1
transferrin
tripartite motif-containing 13
tripartite motif-containing 32
tripartite motif-containing 59
triple functional domain (PTPRF interacting)
thyroid hormone receptor interactor 11
thyroid hormone receptor interactor 11
thyroid hormone receptor interactor 12
tRNA methyltransferase 10A
tRNA methyltranferase 12
tRNA methyltransferase 1 like
trophinin
transformation related protein 53 binding protein 2
transient receptor potential cation channel, subfamily M, mem
transient receptor potential cation channel, subfamily M, mem

domain-: protein
tetraspanin 5
TSPY-like 2
TSPY-like 3
TSPY-like 4
i (rhe -like domain containi

tau tubulin kinase 2

tetratricopeptide repeat domain 19
tetratricopeptide repeat domain 27
tetratricopeptide repeat domain 28
tetratricopeptide repeat domain 3
tetratricopeptide repeat domain 39B
tetratricopeptide repeat domain 7

tubby candidate gene

tubulin, beta 4A class IVA

tubulin, gamma complex associated protein 4
tubulin, gamma complex associated protein 6
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A_52_P244496
A_55_P1971966
A_55_P2136020
A_52_P671062
A_55_P1996941
A_51_P499061
A_55_P2077994
A_55_P2158627
A_55_P2074908
A_51_P107938
A_55_P2008576
A_52_P160418
A_52_P647607
A_55_P1980651
A_52_P24308
A_51_P446417
A_55_P2016089
A_52_P439263
A_66_P120074
A_55_P1983070
A_51_P141772
A_55_P2427900
A_55_P2026794
A_52_P380301
A_55_P2073313
A_55_P2003586
A_51_P183051
A_51_P128648
A_52_P484118
A_55_P2060722
A_51_P315673
A_51_P104077
A_65_P11632
A_55_P2099785
A_66_P138769
A_55_P1974238
A_55_P2440032
A_51_P257982
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A_55_P1980421
A_51_P299216
A_52_P165455
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Vps13c
Vps13d
Vin
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Wasf2
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Wbp11
Wbp7
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War11
Wdr3
Wdr36
Wdr37
Wdr41
Wdrd5!
Wdrd7
Wdré
Wdr61
Wdr7
Wdr74
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Wdrg1
Wdr90
Wwp1
Wwp2
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X1
X2
Yipft
Yipm1
Ythdf2
Ythdf3
Zbtb11
2Zbth18
Zbth34
Zbtb40
Zc3h13
2Zc3h15
Zc3h7h
Zcche12
Zeche18
Zcche2
Zdbf2
Zdhhc17
Zdhhc6
Zfe3h1
Zfhx3
Zfhx4
Zfml
Zfp119b
Zfp120
Zfp142
Zfp157
2Zfp169
Zfp213
Zfp266
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U2 snRNP-associated SURP domain containing
ubiquitin-like modifier activating enzyme 1
ubiquitin-like modifier activating enzyme 2
ubiquitin-like modifier activating enzyme 6
ubiquitin-conjugating enzyme E2C
ubiquitin-conjugating enzyme E20
ubiquitin-conjugating enzyme E2 variant 2
ubiquitination factor E4A, UFD2 homolog (S. cerevisiae)
ubiquitination factor E4B, UFD2 homolog (S. cerevisiae)
ubiquitin protein ligase E3 component n-recognin 1
ubiquitin protein ligase E3 component n-recognin 2
ubiquitin protein ligase E3 component n-recognin 3
ubiquitin protein ligase E3 component n-recognin 4
ubiquitin protein ligase E3 component n-recognin 5
ubiquitin carboxy-terminal hydrolase L1

UFM1 specific ligase 1

UDP-glucose glycoprotein glucosyltransferase 1

UDP galactosyltransferase 8A

ubiquitin-like, containing PHD and RING finger domains, 1
UHRF1 (ICBP90) binding protein 1

ubiquitin-like, containing PHD and RING finger domains 2
unc-13 homolog C (C. elegans)

unc-50 homolog (C. elegans)

unc-5 homolog C (C. elegans)

unc-79 homolog (C. elegans)

unkempt-like (Drosophila)

ureidopropionase, beta

ubiquinol cytochrome ¢ reductase core protein 2
URB2 ribosome biogenesis 2 homolog (S. cerevisiae)
USO1 vesicle docking factor

ubiquitin specific peptidase 11

ubiquitin specific peptidase 13 (isopeptidase T-3)
ubiquitin specific peptidase 14

ubiquitin specific peptidase 15

ubiquitin specific peptidase 19

ubiquitin specific peptidase 20

ubiquitin specific peptidase 24

ubiquitin specific peptidase 29

ubiquitin specific peptidase 31

ubiquitin specific peptidase 33

ubiquitin specific peptidase 34

ubiquitin specific peptidase 36

ubiquitin specific peptidase 54

ubiquitin specific peptidase 9, X chromosome

UTP14, U3 small nucleolar ribonucleoprotein, homolog A (yea

utrophin

valyl-tRNA synthetase

vascular cell adhesion molecule 1
versican

vinculin

vascular endothelial growth factor A
vitamin K epoxide reductase complex, subunit 1-like 1
Vpr (HIV-1) binding protein

vacuolar protein sorting 13C

vacuolar protein sorting 13D

vitronectin

von Willebrand factor A domain containing 8
WAS protein family, member 2
Wiskott-Aldrich syndrome-like (human)
WW domain binding protein 11

WW domain binding protein 7

WD repeat and FYVE domain containing 3
WD repeat domain 11

WD repeat domain 3

WD repeat domain 36

WD repeat domain 37

WD repeat domain 41

Ward5 like

WD repeat domain 47

WD repeat domain 6

WD repeat domain 61

WD repeat domain 7

WD repeat domain 74

WD repeat domain 77

WD repeat domain 81

WD repeat domain 90

WW domain containing E3 ubiquitin protein ligase 1
WW domain containing E3 ubiquitin protein ligase 2
xenotropic and polytropic retrovirus receptor 1
53" exoribonuclease 1

53" exoribonuclease 2

Yip1 domain family, member 1

YLP motif containing 1

YTH domain family 2

YTH domain family 3

zinc finger and BTB domain containing 11
zinc finger and BTB domain containing 18
zinc finger and BTB domain containing 34
zinc finger and BTB domain containing 40
zinc finger CCCH type containing 13

zinc finger CCCH-type containing 15

zinc finger CCCH type containing 78

zinc finger, CCHC domain containing 12
zinc finger, CCHC domain containing 18
zinc finger, CCHC domain containing 2
zinc finger, DBF-type containing 2

zinc finger, DHHC domain containing 17
zinc finger, DHHC domain containing 6
zinc finger, C3H1-type containing

zinc finger homeobox 3

zinc finger homeodomain 4

zinc finger, matrin-like

zinc finger protein 119b

zinc finger protein 120

zinc finger protein 142

zinc finger protein 157

zinc finger protein 169

zinc finger protein 213

zinc finger protein 266

zinc finger protein 281
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NM_0010155( NM_0010155( NM_0010155( Mm.489783
AK048766 0 AK048766 ~ Mm.241454
ENSMUSTO00C0 AK134463  Mm.476856
NM_011707 NM_011707 NM_011707 Mm.3667
NM_173758 NM_173758 NM_173758 Mm.159651
NM_153423 NM_153423 NM_153423 Mm.23566
NM_028459 NM_028459 NM_028459 Mm.1574
NM_021714 NM_021714 NM_021714 Mm.141197
NM_029274 NM_029274 NM_029274 Mm.168688
NM_172882 NM_172882 NM_172882 Mm.332522
NM_172255 NM_172255 NM_172255 Mm.229323
NM_175552 NM_175552 NM_175552 Mm.24591
NM_144863 NM_144863 NM_144863 Mm.38816
NM_0010393¢ NM_0010393¢ NM_0010393¢ Mm.284654
NM_172590 NM_172590 NM_172590 Mm.33856
NM_025793 NM_025793 NM_025793 Mm.103986
NM_181400 NM_181400 NM_181400 Mm.285968
NM_031392 NM_031392 NM_031392 Mm.335454
NM_00102537 NM_00102537 NM_00102537 Mm.28437
NM_0010149¢ NM_0010149¢ NM_0010149¢ Mm.30850
NM_134139 NM_134139 NM_134139 Mm.29627
NM_027432 NM_027432 NM_027432 Mm.5110
NM_138950 NM_138950 NM_138950 Mm.340378
NM_0011637€ NM_00116376 NM_0011637€ Mm.35470
NM_177327 NM_177327 NM_177327 Mm.78312
NM_025830 NM_025830 NM_025830 Mm.390058
NM_011273  NM_011273 NM_011273 Mm.266215
NM_011916 NM_011916 NM_011916 Mm.291179
NM_011917 NM_011917 NM_011917 Mm.3065
NM_145550 NM_145550 NM_145550 Mm.29118
NM_178363 NM_178363 NM_178363 Mm.153183
NM_145393 NM_145393 NM_145393 Mm.23998
NM_172677 NM_172677 NM_172677 Mm.23834
NM_173026 NM_173026 NM_173026 Mm.282814
NM_013915 NM_013915 NM_013915 Mm.330700
NM_0010855( NM_0010855( NM_0010855( Mm.296512
NM_198248 NM_198248 NM_198248 Mm.31068
NM_026083 NM_026083 NM_026083 Mm.74704
NM_026934 NM_026934 NM_026934 Mm.27804
NM_00108101NM_00108101NM_00108101Mm.432075
NM_028325 NM_028325 NM_028325 Mm.297698
NM_00103551NM_00103551NM_00103551Mm.440155
NM_00112267 NM_00112267 NM_00112267 Mm.210188
NM_028673 NM_028673 NM_028673 Mm.86986
NM_172554 NM_172554 NM_172554 Mm.339281
NM_00103357 NM_00103357 NM_00103357 Mm.386789
NM_0010332¢ NM_0010332€ NM_0010332¢ Mm.207621
NM_007496 NM_007496 NM_007496 Mm.416972
NM_030708 NM_030708 NM_030708 Mm.41522
NM_008717 'NM_008717 NM_008717 Mm.132392
NM_146249 NM_146249 NM_146249 Mm.441018
NM_181266 NM_181266 NM_181266 Mm.485851
NM_029888 NM_029888 NM_029888 Mm.207298
NM_028130 NM_028130 NM_028130 Mm.20263
NM_026450 NM_026450 NM_026450 Mm.251375
NM_0010334¢ NM_0010334¢ NM_0010334¢ Mm.268582
NM_0010824¢ NM_0010824¢ NM_0010824¢ Mm.431849
NM_177643 NM_177643 NM_177643 Mm.62521

67958
22201
50995
231380
68612
217342
70620
140630
63958
22222
224826
68795
69116
70790
22223
67490
320011
22239
18140
224648
109113
208898
67387
22253
217843
74154
103149
67003
382038
56041
236733
72607
59025
14479
71472
74270
329908
57775
76179
170822
17847
72344
78787
22284
72554
22288
22321
22329
13003
22330
22339
69568
321006
320528
230895
22370
219189
242687
73178
60321
75410
72145
207425
269470
225348
207615
218460
66840
99512
83669
66317
104082
107071
70465
192652
106618
107568
66894
19775
241217
24128
230584
56531
213541
229096
271377
30928
241311
230848
67302
69082
20286
72693
66995
227449
73884
320150
66980
216345
11906
80892
18139
240120
104348
77264
72154
67911
449521
77519
226442

ENSMUST00000069186
ENSMUST00000069187
ENSMUST00000069188
ENSMUST00000069189
ENSMUST00000069190
ENSMUST00000069191
ENSMUST00000069192
ENSMUSTO00000069193
ENSMUST00000069194
ENSMUST00000069195
ENSMUST00000069196
ENSMUST00000069198
ENSMUST00000069200
ENSMUST00000069202
ENSMUST00000069203
ENSMUST00000069204
ENSMUST00000069205
ENSMUST00000069206
ENSMUST00000069207
ENSMUST00000069208
ENSMUST00000069209
ENSMUST00000069210
ENSMUST00000069211
ENSMUST00000069212
ENSMUST00000069213
ENSMUST00000069214
ENSMUST00000069215
ENSMUST00000069216
ENSMUST00000069217
ENSMUST00000069218
ENSMUST00000069219
ENSMUST00000069220
ENSMUST00000069221
ENSMUST00000069222
ENSMUST00000069223
ENSMUST00000069225
ENSMUST00000069227
ENSMUST00000069229
ENSMUST00000069230
ENSMUST00000069231
ENSMUST00000069232
ENSMUST00000069233
ENSMUST00000069234
ENSMUST00000069235
ENSMUST00000069236
ENSMUST00000069237
ENSMUST00000069238
ENSMUST00000069239
ENSMUST00000069241
ENSMUST00000069243
ENSMUST00000069245
ENSMUST00000069246
ENSMUST00000069247
ENSMUST00000069249
ENSMUST00000069250
ENSMUST00000069251
ENSMUST00000069261
ENSMUST00000069263
ENSMUST00000069264
ENSMUST00000069265
ENSMUST00000069266
ENSMUST00000069267
ENSMUST00000069269
ENSMUST00000069270
ENSMUST00000069273
ENSMUST00000069274
ENSMUST00000069275
ENSMUST00000069276
ENSMUST00000069277
ENSMUST00000069278
ENSMUST00000069288
ENSMUST00000069289
ENSMUST00000069290
ENSMUST00000069293
ENSMUST00000069294
ENSMUST00000069296
ENSMUST00000069297
ENSMUST00000069298
ENSMUST00000069299
ENSMUST00000069300
ENSMUST00000069301
ENSMUST00000069302
ENSMUST00000069303
ENSMUST00000069305
ENSMUST00000069307
ENSMUST00000069309
ENSMUST00000069311
ENSMUST00000069312
ENSMUST00000069313
ENSMUST00000069314
ENSMUST00000069316
ENSMUST00000069317
ENSMUST00000069319
ENSMUST00000069320
ENSMUST00000069321
ENSMUST00000069322
ENSMUST00000069323
ENSMUST00000069324
ENSMUST00000069325
ENSMUST00000069326
ENSMUST00000069327
ENSMUST00000069329
ENSMUST00000069330
ENSMUST00000069331
ENSMUST00000069332
ENSMUST00000069333
ENSMUST00000069334
ENSMUST00000069339
ENSMUST00000069340
ENSMUST00000069342



A_55_P2029136
A_51_P275591
A_52_P509185
A_52_P312371
A_51_P273705
A_52_P61703
A_55_P2153941
A_51_P372895
A_51_P446583
A_55_P2059085
A_51_P357207
A_55_P2159665
A_51_P218953
A_55_P1976529
A_55_P2000903
A_52_P400857
A_55_P2130032
A_66_P124732
A_55_P2173373
A_55_P2083997
A_55_P1982234
A_51_P472621
A_51_P366227
A_55_P2046478
A_55_P1967301
A_51_P366290
A_52_P493322
A_51_P341664
A_55_P1959076
A_55_P2117130
A_52_P239023
A_51_P336509
A_51_P312149
A_52_P566390
A_55_P1980416
A_55_P2059502
A_55_P2113071
A_55_P2034270
A_52_P28582
A_55_P2122688
A_55_P2021991
A_55_P2076757
A_52_P513345
A_51_P215995
A_55_P2039180
A_55_P2172430
A_52_P32903

Zfp287
Zfp292
Zfp318
Zfp345
Zfp354c
2Zfp369
Zfp386
Zfp433
Zfpdd5
ZfpdsT
Zfp518b
Zfp534
Zfp536
Zfp551
2Zfp58
Zfp595
Zfp599
2Zfp606
2Zfp62
Zfo664
Zfp708
Zfp719
Zfp799
Zfp81
Zfp85-rs1
2Zfp865
Zfp866
Zfo87
Zfp930
Zfp937
Zfp955b
Zfpm2
Zfr
Zfyve26
Zkscan1
Zkscan16
Zkscan5
Zkscan?
Zmym2
Zmym3
Zmym4
Znfx1
Zswim5
Zswim6
Zswim8
Zxdb
Zzeft

zinc finger protein 287

zinc finger protein 292

zinc finger protein 318

zinc finger protein 345

zinc finger protein 354C

zinc finger protein 369

zinc finger protein 386 (Kruppel-like)
RIKEN cDNA 1700123A16 gene

zinc finger protein 445

zinc finger protein 457

zinc finger protein 5188

zinc finger protein 534

zinc finger protein 536

zinc fingr protein 551

zinc finger protein 58

zinc finger protein 595

zinc finger protein 599

zinc finger protein 606

zinc finger protein 62

zinc finger protein 664

zinc finger protein 708

zinc finger protein 719

zinc finger protein 799

zinc finger protein 81

zinc finger protein 85, related sequence 1
zinc finger protein 865

zinc finger protein 866

zinc finger protein 87

zinc finger protein 930

zinc finger protein 937

zinc finger protein 955B

zinc finger protein, multitype 2

zinc finger RNA binding protein

zinc finger, FYVE domain containing 26
zinc finger with KRAB and SCAN domains 1
zinc finger with KRAB and SCAN domains 16
zinc finger with KRAB and SCAN domains 5
zinc finger with KRAB and SCAN domains 7
zinc finger, MYM-type 2

zinc finger, MYM-type 3

zinc finger, MYM-type 4

zinc finger, NFX1-type containing 1

zinc finger SWIM-type containing 5

zinc finger SWIM-type containing 6

zinc finger SWIM-type containing 8

zinc finger, X-linked, duplicated B

zinc finger, ZZ-type with EF hand domain 1

0,77
0,89
1,95
0,67
1,02
1,08
0,95
0,78
0,87
1,10
0,88
0,85
0,98
1,25
127
1,28
0,85
0,66
0,74
0,66
0,86
0,77
0,97
0,88
1,16
0,77
0,66
1,06
0,74
1,08
1,32
0,76
0,70
0,62
0,92
1,03
0,53
0,73
0,98
1,13
0,82
1,35
0,93
0,53
0,92
0,65
144

17
1,85
3,87
1,59
2,03
212
1,93
172
1,83
2,14
1,84
1,80
1,98
2,38
241
243
1,81
1,58
1,67
1,58
1,81
1,7
1,96
1,84
2,23
1,70
1,58
2,07
1,67
2,09
2,50
1,69
1,62
1,53
1,89
2,04
1,45
1,66
1,97
2,20
177
2,55
1,91
145
1,89
1,57
2,72

7,23E-06
1,62E-05
2,44E-08
547E-05
1,67E-06
5,02E-05
7,04E-06
3,70E-05
1,48E-05
9,16E-06
8,56E-05
7,05E-05
9,45E-07
2,44E-06
8,64E-06
4,47E-06
1,49E-05
7,14E-05
3,83E-06
5,70E-05
7,29E-05
2,06E-05
4,01E-05
4,10E-05
2,69E-06
1,22E-04
6,77E-05
1,07E-05
2,67E-05
2,42E-06
1,77E-06
2,62E-05
1,30E-04
7,49E-05
2,70E-05
1,15E-05
1,21E-04
1,18E-05
1,24E-05
1,22E-06
2,94E-05
1,67E-07
1,23E-05
9,90E-05
1,22E-05
1,15E-04
4,45E-07

3,04E-04
4,85E-04
1,69E-05
1,02E-03
1,29E-04
9,67E-04
2,99E-04
7.91E-04
4,60E-04
3,50E-04
1,36E-03
1,20E-03
9,79E-05
1,58E-04
3,38E-04
2,27E-04
4,62E-04
1,21E-03
2,08E-04
1,05E-03
1,23E-03
5,61E-04
8,35E-04
8,45E-04
1,67E-04
1,72E-03
1,17E-03
3,81E-04
6,53E-04
1,58E-04
1,32E-04
6,45E-04
1,80E-03
1,24E-03
6,57E-04
3,96E-04
1,72E-03
4,00E-04
4,12E-04
1,10E-04
6,90E-04
4,37E-05
4,11E-04
1,51E-03
4,10E-04
1,66E-03
6,99E-05

NM_133208 NM_133208 NM_133208 Mm.339982
NM_013889 NM_013889 NM_013889 Mm.38193
NM_207671 NM_207671 NM_207671 Mm.439916
NM_00103490 NM_0010349C NM_0010349( Mm.451002
NM_013922 NM_013922 NM_013922 Mm.103674
NM_178364 NM_178364 NM_178364 Mm.151546
NM_0010040¢ NM_0010040€ NM_0010040¢ Mm.254997
NM_0012430€ NM_0012430€ NM_0012430¢ Mm.490466
NM_173364 NM_173364 NM_173364 Mm.326477
NM_0010036€ NM_0010036€ NM_0010036¢ Mm.439456
NM_00108114NM_00108114NM_00108114 Mm.38277
NM_00112718 NM_00112718 NM_0011271€ Mm.327194
NM_172385 NM_172385 NM_172385 Mm.378309
NM_0010338Z NM_0010338ZNM_00103382 Mm.361832
NM_00100757 NM_00100757NM_00100757 Mm.478914
NM_177622 NM_177622 NM_177622 Mm.289695
NM_181419 NM_181419 NM_181419 Mm.292381
NM_026112 NM_026112 NM_026112 Mm.98929
NM_00102484NM_00102484NM_0010248 Mm.16650
NM_0010817¢ NM_0010817¢ NM_0010817¢ Mm. 138617
NM_00101232NM_0010123ZzNM_0010123% Mm.458849
NM_172482 NM_172482 NM_172482 Mm.234422
NM_177359 NM_177359 NM_177359 Mm.476307
NM_207541 NM_207541 NM_207541 Mm.170029
NM_00100113NM_00100113NM_00100112 Mm.288396
NM_0010333¢ NM_0010333¢ NM_0010333¢ Mm.86607
NM_177899 NM_177899 NM_177899 Mm.41364
NM_133228 NM_133228 NM_133228 Mm.138283
NM_00101337NM_00101337NM_00101337 Mm.334577
NM_00114241NM_00114241NM_00114241Mm.378428
NM_00114295 NM_00114295 NM_0011429% Mm.276296
NM_011766 NM_011766 NM_011766 Mm.39496
NM_011767 NM_011767 NM_011767 Mm.273496
NM_0010085¢ NM_0010085¢ NM_0010085¢ Mm.297919
NM_133906 NM_133906 NM_133906 Mm.213114
NM_00109932 NM_0010993Z NM_0010993Z Mm.484169
NM_016683 NM_016683 NM_016683 Mm.332842
NM_0011775C NM_00117750 NM_0011775C Mm.483265
NM_029498 NM_029498 NM_029498 Mm.31417
NM_019831 NM_019831 NM_019831 Mm.23458
NM_00111439 NM_00111439 NM_00111439 Mm. 165401
NM_0010331¢ NM_0010331¢ NM_0010331¢ Mm.297074
NM_00102991NM_00102991NM_00102991 Mm.218946
NM_145456 NM_145456 NM_145456 Mm.490418
NM_027996 NM_027996 NM_027996 Mm.275082
NM_00108147NM_00108147NM_00108147 Mm.426145
NM_0010455: NM_0010455 NM_0010455 Mm.272030

170740
30046
57908
545471
30944
170936
56220
73610
235682
431706
100515
100503584
243937
619331
238693
218314
235048
67370
22720
269704
432769
210105
240064
224694
22746
319748
330788
170763
234358
245174
100043468
22762
22763
211978
74570
100041581
22757
382118
76007
56364
67785
98999
74464
67263
268721
668166
195018

ENSMUST00000069343
ENSMUST00000069344
ENSMUST00000069345
ENSMUST00000069347
ENSMUST00000069348
ENSMUST00000069349
ENSMUST00000069351
ENSMUST00000069353
ENSMUST00000069354
ENSMUST00000069355
ENSMUST00000069356
ENSMUST00000069357
ENSMUST00000069358
ENSMUST00000069360
ENSMUST00000069362
ENSMUST00000069363
ENSMUST00000069364
ENSMUST00000069365
ENSMUST00000069366
ENSMUST00000069367
ENSMUST00000069368
ENSMUST00000069369
ENSMUST00000069370
ENSMUST00000069371
ENSMUST00000069373
ENSMUST00000069374
ENSMUST00000069375
ENSMUST00000069376
ENSMUST00000069377
ENSMUST00000069378
ENSMUST00000069379
ENSMUST00000069380
ENSMUST00000069381
ENSMUST00000069382
ENSMUST00000069383
ENSMUST00000069384
ENSMUST00000069385
ENSMUST00000069386
ENSMUST00000069387
ENSMUST00000069388
ENSMUST00000069389
ENSMUST00000069390
ENSMUST00000069391
ENSMUST00000069392
ENSMUST00000069393
ENSMUST00000069394
ENSMUST00000069395




