
Supplemental Table S2. PCR primers for detection and sequencing and PCR conditions.

target gene primer name  sequence (5'-3') PCR conditions (30 cycles)

Size of

 amplicon (bp) References

EAEC

aggR aggR-F CAGAATACATCAGTACACTG 94 ˚C, 30 s / 55 ˚C, 30 s / 72 ˚C, 30 s 433 Tsukamoto T. et al ., 1996
a

aggR-R GAAGCTTACAGCCGATATAT

aap aap-F TGAAAAAAATTAAGTTTGTTATC 94 ˚C, 30 s / 55 ˚C, 40 s / 72 ˚C, 60 s 344 Sarantuya J. et al. , 2004
b

aap-R AACCCATTCGGTTAGAGC

aatA aatA-F ATGTTACCAGATATAAATATAG 94 ˚C, 30 s / 55 ˚C, 40 s / 72 ˚C, 60 s 1065 Nishi J. et al., 2003
C

aatA-R CATTTCCCCTGTATTGGAAATG

aggA aggA-1 TTAGTCTTCTATCTAGGG 94 ˚C, 30 s / 55 ˚C, 30 s / 72 ˚C, 30 s 457 Vila J., et al ., 2000
d

aggA-2 AAATTAATTCCGGCATGG

aafA aafA-1 TGCGATTGCTACTTTATTAT 94 ˚C, 30 s / 55 ˚C, 30 s / 72 ˚C, 30 s 242 Vila J., et al ., 2000
d

aafA-2 ATTGACCGTGATTGGCTTCC

agg3A agg3A-F GTATCATTGCGAGTCTGGTATTCAG 94 ˚C, 60 s / 55 ˚C, 60 s / 72 ˚C, 60 s 462 Bernier C, et al ., 2002
e

agg3A-R GGGCTGTTATAGAGTAACTTCCAG

hdaA/agg4A hdaA-F TCCATTATGTCAGGCTGCAA 94 ˚C, 30 s / 55˚C, 30 s / 72 ˚C, 40 s 411 Boisen N.,et al .,  2008
f

hdaA-R GGCGTTAACGTCTGATTTCC

agg5A aaf5-F TATCATTGCGAGTCTGGTATTCA 94 ˚C, 30 s / 55˚C, 60 s / 72 ˚C, 60 s 501 Prager R, et al ., 2014
g

aaf5-R TAATTTAAGCTGAAGAATCCAGTCAA

pet pet-1 ACTGGCGGACTCATTGCTGT 94 ˚C, 30 s / 55 ˚C, 30 s / 72 ˚C, 30 s 832 Vila J., et al ., 2000
d

pet-2 GCGTTTTTCCGTTCCCTATT

astA EAST1-F GCCATCAACACAGTATATCC 94 ˚C, 30 s / 55 ˚C, 30 s / 72 ˚C, 30 s 106  Yatsuyanagi J, et al. , 1996
h

EAST1-R GAGTGACGGCTTTGTAGTCC

sepA sepA-F GCAGTGGAAATATGATGCGGC 94 ˚C, 30 s / 59 ˚C, 90 s / 72 ˚C, 90 s 794 Boisen N, et al ., 2012
i

sepA-R TTGTTCAGATCGGAGAAGAACG

sat sat-F TCAGAAGCTCAGCGAATCATTG 94 ˚C, 30 s / 59 ˚C, 90 s / 72 ˚C, 90 s 932 Boisen N, et al ., 2012
i

sat-R CCATTATCACCAGTAAAACGCACC

pic pic-F ACTGGATCTTAAGGCTCAGGAT 94 ˚C, 30 s / 59 ˚C, 90 s / 72 ˚C, 90 s 572 Boisen N, et al ., 2012
i

pic-R GACTTAATGTCACTGTTCAGCG

aaiC aaiC-F TGGTGACTACTTTGATGGACATTGT 94 ˚C, 50 s / 57 ˚C, 90 s / 72 ˚C, 90 s 313 Boisen N, et al ., 2012
i

aaiC-R GACACTCTCTTCTGGGGTAAACGA

UPEC

sfa* sfa1 CTCCGGAGAACTGGGTGCATCTTAC 94 ˚C, 60 s / 63˚C, 60 s / 72 ˚C, 80 s 410 Yamamoto S, et al. , 1995
j

sfa2 CGGAGGAGTAATTACAAACCTGGCA

pap* pap1 GACGGCTGTACTGCAGGGTGTGGCG 94 ˚C, 60 s / 63˚C, 60 s / 72 ˚C, 80 s 328 Yamamoto S, et al. , 1995
j

pap2 ATATCCTTTCTGCAGGGATGCAATA

pap3 GCAACAGCAACGCTGGTTGCATCAT 94 ˚C, 60 s / 63˚C, 60 s / 72 ˚C, 80 s 336 Yamamoto S, et al. , 1995
j

pap4 AGAGAGAGCCACTCTTATACGGACA

afa* afa1 GCTGGGCAGCAAACTGATAACTCTC 94 ˚C, 60 s / 63˚C, 60 s / 72 ˚C, 80 s 750 Yamamoto S, et al. , 1995
i

afa2 CATCAAGCTGTTTGTTCGTCCGCCG

aer* aer1 TACCGGATTGTCATATGCAGACCGT 94 ˚C, 60 s / 63˚C, 60 s / 72 ˚C, 80 s 602 Yamamoto S, et al. , 1995
j

aer2 AATATCTTCCTCCAGTCCGGAGAAG

cnf1 cnf1 GGGGGAAGTACAGAAGAATTA 94 ˚C, 60 s / 55 ˚C, 60 s / 72 ˚C, 60 s 1126 Hinenoya A., et al ., 2009
k

cnf2 TTGCCGTCCACTCTCACCAGT

ESBL

bla CTX-M CTX-M-U1 ATGTGCAGYACCAGTAARGTKATGGC
§

94 ˚C, 30 s / 60˚C, 30 s / 72 ˚C, 40 s 593 Boyd DA, et al. , 2004
l

CTX-M-U2 TGGGTRAARTARGTSACCAGAAYCAGCGG
§

H antigen

fliC F-FLIC1 ATGGCACAAGTCATTAATACCCAAC 95 ˚C, 30 s / 60 ˚C, 60 s / 72 ˚C, 120s ca . 1.3~2.6 kb Fields PI, et al., 1997
m

R-FLIC2 CTAACCCTGCAGCAGAGACA
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