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� � � � � Females

B � SNP A1 A2 N P P(R) OR OR(R) log P-value P P(R) OR OR(R) log P-value

1 1 � � � � � � � rs1678043 G A 3 0.071 0.080 0.907 0.905 1.147 0.945 0.945 0.996 0.996 0.024

1 1 � � � � � � � rs59578980 T C 2 0.857 0.857 1.034 1.034 0.067 0.371 0.371 1.203 1.203 0.431

1 1 � � � � 1 � � rs17095818 A G 2 0.857 0.857 1.034 1.034 0.067 0.371 0.371 1.203 1.203 0.431

1 1 � � � � 1 � � rs363351 T C 2 0.811 0.811 1.045 1.045 0.091 0.411 0.411 1.184 1.184 0.386

1 1 � � � � � � � rs3847481 C T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � � � 1 � rs3847482 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � � � 1 � rs3847483 T C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � � �  � rs17095821 T C 2 0.753 0.753 1.060 1.060 0.123 0.413 0.413 1.183 1.183 0.384

1 1 � � � � � 1 1 rs60088429 C T 2 0.766 0.766 1.056 1.056 0.116 0.398 0.398 1.190 1.190 0.401

1 1 � � � � � � � rs17095824 A T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � � � �  rs60085909 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � �  �  rs61332182 A C 2 0.769 0.769 1.056 1.056 0.114 0.415 0.415 1.182 1.182 0.382

1 1 � � � � � � � rs56830166 T C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � � � � � � � rs59833995 C T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � � rs113025952 A G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � � rs112409773 A C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � 1 1 1 rs112004616 G A 2 0.829 0.829 1.041 1.041 0.081 0.420 0.420 1.180 1.180 0.377

1 1 � �  � 1 � 1 rs111761399 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � 1 � � rs111486939 T C 2 0.852 0.852 1.035 1.035 0.069 0.411 0.411 1.184 1.184 0.386

1 1 � �  � 1 � 1 rs112630964 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � 1 �  rs1678042 G C 3 0.069 0.090 0.907 0.901 1.159 0.757 0.757 0.983 0.983 0.121

1 1 � �  � � 1 � rs363352 C T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � � rs363306 T C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � 1 rs60805690 A G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � � � rs58122384 C A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � � � rs58555599 T C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 1 � � rs17095831 A G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � 1 � rs61680075 A G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � �  rs17095832 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � � � rs363353 C T 3 0.070 0.113 0.907 0.895 1.154 0.788 0.771 0.985 0.983 0.103

1 1 � �  1 � � � rs363354 A C 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386



1 1 � �  1 � � � rs363307 T G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1  � 1 rs57142493 G A 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  1 � � � rs363308 T G 2 0.358 0.358 0.917 0.917 0.446 0.754 0.754 1.033 1.033 0.123

1 1 � �  1 � � � rs363309 A G 2 0.390 0.390 0.922 0.922 0.409 0.754 0.754 1.033 1.033 0.123

1 1 � �  � �  � rs363310 C T 2 0.390 0.390 0.922 0.922 0.409 0.754 0.754 1.033 1.033 0.123

1 1 � �  � � � 1 rs363311 A G 2 0.380 0.380 0.907 0.907 0.420 0.918 0.917 0.987 0.987 0.037

1 1 � �  � 1 � � rs363357 T C 2 0.380 0.380 0.907 0.907 0.420 0.918 0.917 0.987 0.987 0.037

1 1 � �  � � �  rs878499 C G 2 0.533 0.533 0.960 0.960 0.273 0.932 0.932 1.006 1.006 0.031

1 1 � �  � � � � rs2420311 C G 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � � rs963975 G C 2 0.721 0.721 0.977 0.977 0.142 0.902 0.902 1.009 1.009 0.045

1 1 � �  � � � � rs111642103 C T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � � � rs2429366 T G 2 0.671 0.671 0.973 0.973 0.173 0.930 0.930 1.006 1.006 0.031

1 1 � �  � �  � rs2429367 C T 2 0.839 0.839 0.986 0.986 0.076 0.900 0.900 0.991 0.991 0.046

1 1 � �  � � � � rs3858331 C T 2 0.763 0.763 1.057 1.057 0.117 0.411 0.411 1.184 1.184 0.386

1 1 � �  � � �  rs1678040 C T 2 0.721 0.721 0.977 0.977 0.142 0.902 0.902 1.009 1.009 0.045

1 1 � �  � �  � rs1678039 T C 2 0.721 0.721 0.977 0.977 0.142 0.902 0.902 1.009 1.009 0.045

1 1 � �  � � � � rs363312 T C 3 0.047 0.076 0.899 0.891 1.331 0.825 0.825 0.988 0.988 0.083

1 1 � �  � 1 1  rs17095848 T C 2 0.677 0.677 1.080 1.080 0.170 0.588 0.588 1.120 1.120 0.231

1 1 � �  � � 1 � rs1678037 C T 2 0.717 0.717 0.976 0.976 0.145 0.988 0.988 0.999 0.999 0.005

1 1 � �  � � �  rs57262314 A C 2 0.677 0.677 1.080 1.080 0.170 0.588 0.588 1.120 1.120 0.231

1 1 � �  � � � � rs1678036 C T 2 0.697 0.697 0.975 0.975 0.157 0.811 0.811 1.017 1.017 0.091

1 1 � �   1 � 1 rs1626211 A C 2 0.760 0.760 0.980 0.980 0.119 0.827 0.827 1.015 1.015 0.083

1 1 � �   � �  rs2619111 A G 3 0.071 0.103 0.909 0.902 1.147 0.895 0.895 0.993 0.993 0.048

1 1 � �  � �  � rs363313 A G 2 0.874 0.874 1.029 1.029 0.058 0.818 0.818 1.048 1.048 0.087

1 1 � �  � � � � rs3026039 T G 2 0.677 0.677 1.080 1.080 0.170 0.640 0.640 1.103 1.103 0.194

1 1 � �  �  � � rs363314 T G 3 0.076 0.113 0.910 0.902 1.121 0.904 0.904 0.993 0.993 0.044

1 1 � �  � 1  � rs2619110 C T 2 0.761 0.761 0.980 0.980 0.119 0.924 0.924 1.007 1.007 0.034

1 1 � �  � � � � rs2803827 G T 2 0.805 0.805 0.983 0.983 0.094 0.991 0.991 0.999 0.999 0.004

1 1 � �  �  � � rs3847484 C G 2 0.677 0.677 1.080 1.080 0.170 0.640 0.640 1.103 1.103 0.194

1 1 � �  � � �  rs363315 C T 2 0.826 0.826 1.040 1.040 0.083 0.637 0.637 1.104 1.104 0.196

1 1 � � � � � � � rs2619109 T C 3 0.598 0.598 0.968 0.968 0.224 0.616 0.616 0.968 0.968 0.211

1 1 � � � �  � � rs56866787 T C 2 0.752 0.752 1.059 1.059 0.124 0.637 0.637 1.104 1.104 0.196

1 1 � � � � � � � rs11197927 C T 2 0.692 0.692 0.954 0.954 0.160 0.916 0.916 0.987 0.987 0.038

1 1 � � � � � � � rs2532816 A G 3 0.593 0.593 0.968 0.968 0.227 0.979 0.979 0.998 0.998 0.009



1 1 � � � � 1 � � rs3858335 A C 2 0.752 0.752 1.059 1.059 0.124 0.637 0.637 1.104 1.104 0.196

1 1 � � � � � 1  rs11197928 T C 2 0.572 0.572 0.935 0.935 0.242 0.860 0.860 0.977 0.977 0.066

1 1 � � � � � �  rs17095891 A G 2 0.752 0.752 1.059 1.059 0.124 0.637 0.637 1.104 1.104 0.196

1 1 � � � � � 1 � rs17095893 G A 2 0.752 0.752 1.059 1.059 0.124 0.732 0.732 1.075 1.075 0.136

1 1 � � � � � � � rs2619108 T C 2 0.515 0.515 0.925 0.925 0.288 0.928 0.928 0.988 0.988 0.032

1 1 � � �  � � � rs73387889 T G 2 0.674 0.674 1.080 1.080 0.172 0.262 0.262 1.256 1.256 0.582

1 1 � � �  � � � rs2619107 C G 2 0.480 0.480 0.915 0.915 0.319 0.839 0.839 1.028 1.028 0.076

1 1 � � �  � � � rs363362 A G 2 0.725 0.725 1.067 1.067 0.140 0.268 0.268 1.253 1.253 0.572

1 1 � � � � 1 � � rs2619106 G A 3 0.020 0.020 0.880 0.880 1.689 0.334 0.334 0.946 0.946 0.476

1 1 � � � � 1 � � rs2619105 C A 3 0.022 0.022 0.882 0.882 1.654 0.346 0.346 0.947 0.947 0.461

1 1 � � � � � �  rs12571226 A G 2 0.635 0.635 1.089 1.089 0.197 0.240 0.240 1.267 1.267 0.620

1 1 � � � � �  � rs363363 A C 2 0.555 0.555 1.117 1.117 0.256 0.522 0.522 0.878 0.878 0.282

1 1 � � � � 1 � � rs2803825 A G 2 0.660 0.660 0.949 0.949 0.180 0.619 0.619 0.938 0.938 0.208

1 1 � � � 1 � � 1 rs2803823 T C 3 0.060 0.103 0.853 0.824 1.225 0.483 0.471 0.939 0.902 0.316

1 1 � � � 1  � � rs363364 A C 2 0.928 0.928 1.017 1.017 0.033 0.958 0.958 0.989 0.989 0.019

1 1 � � � 1 � � � rs363317 A C 2 0.750 0.750 1.040 1.040 0.125 0.355 0.390 0.881 0.853 0.450

1 1 � � � 1 �  � rs363365 C A 2 0.765 0.765 1.037 1.037 0.116 0.408 0.427 0.893 0.870 0.390

1 1 � � � � � � � rs363318 C T 2 0.918 0.918 0.981 0.981 0.037 0.865 0.865 1.036 1.036 0.063

1 1 � � � � � � � rs363366 G A 2 0.838 0.838 1.025 1.025 0.077 0.431 0.431 0.899 0.899 0.365

1 1 � � � � � � � rs363319 C G 2 0.918 0.918 0.981 0.981 0.037 0.865 0.865 1.036 1.036 0.063

1 1 � � � � 1 � � rs363320 T C 2 0.918 0.918 0.981 0.981 0.037 0.865 0.865 1.036 1.036 0.063

1 1 � � � � � 1 � rs2619103 G A 3 0.007 0.007 0.860 0.860 2.152 0.362 0.362 0.948 0.948 0.442

1 1 � � � � �  � rs3026047 T C 3 0.004 0.004 0.839 0.839 2.430 0.619 0.619 0.969 0.969 0.209

1 1 � � � � � � � rs363321 C T 2 0.921 0.921 0.982 0.982 0.036 0.856 0.856 1.039 1.039 0.068

1 1 � � � � 1 1 � rs2619102 G A 3 0.011 0.011 0.868 0.868 1.967 0.411 0.411 0.953 0.953 0.387

1 1 � � � � � 1 � rs58968504 C G 2 0.928 0.928 1.017 1.017 0.033 0.916 0.916 1.023 1.023 0.038

1 1 � � � � � � � rs2619101 G A 2 0.921 0.921 0.982 0.982 0.036 0.856 0.856 1.039 1.039 0.068

1 1 � � � �  1 � rs2803820 A G 3 0.010 0.010 0.867 0.867 2.004 0.375 0.375 0.950 0.950 0.426

1 1 � � � �  � � rs57663418 T C 2 0.928 0.928 1.017 1.017 0.033 0.916 0.916 1.023 1.023 0.038

1 1 � � �  � � � rs58634906 A G 2 0.897 0.897 0.980 0.980 0.047 0.235 0.318 0.816 0.754 0.629

1 1 � � �  1 � � rs363322 A G 2 0.921 0.921 0.982 0.982 0.036 0.856 0.856 1.039 1.039 0.068

1 1 � � �  � �  rs363371 A G 3 0.004 0.004 0.840 0.840 2.418 0.605 0.605 0.968 0.968 0.218

1 1 � � �  � 1 � rs363323 T A 3 0.643 0.643 1.050 1.051 0.192 0.339 0.339 0.895 0.895 0.469

1 1 � � �  � � � rs17095936 C T 2 0.692 0.692 1.085 1.085 0.160 0.855 0.855 0.958 0.958 0.068



1 1 � � �  � � � rs28634565 A C 2 0.841 0.841 1.039 1.039 0.075 0.804 0.804 1.055 1.055 0.095

1 1 � � �  � � � rs2619099 G A 2 0.994 0.994 1.002 1.002 0.003 0.856 0.856 1.039 1.039 0.068

1 1 � � �  � � � rs2619098 G A 2 0.941 0.941 1.014 1.014 0.027 0.912 0.912 1.023 1.023 0.040

1 1 � � � � � � � rs2803818 C A 2 0.633 0.633 0.946 0.946 0.199 0.337 0.337 0.883 0.883 0.472

1 1 � � � �  � � rs2532798 G T 3 0.013 0.013 0.871 0.871 1.892 0.328 0.328 0.945 0.945 0.484

1 1 � � � � � � 1 rs7393602 C A 2 0.557 0.557 0.919 0.919 0.254 0.214 0.253 0.816 0.797 0.669

1 1 � � � � � � � rs58610313 G C 2 0.836 0.836 1.040 1.040 0.078 0.804 0.804 1.055 1.055 0.095

1 1 � � � � � � � rs78664257 A G 2 0.896 0.896 0.982 0.982 0.048 0.318 0.372 0.858 0.767 0.498

1 1 � � � � 1  � rs363324 G A 3 0.015 0.015 0.874 0.874 1.829 0.342 0.342 0.947 0.947 0.466

1 1 � � � � � 1 � rs60694093 A G 2 0.990 0.990 0.998 0.998 0.004 0.858 0.858 1.038 1.038 0.067

1 1 � � � �  � � rs3981210 A G 2 0.650 0.650 0.949 0.949 0.187 0.364 0.364 0.889 0.889 0.439

1 1 � � � � � � � rs363325 A G 2 0.646 0.646 0.948 0.948 0.190 0.364 0.364 0.889 0.889 0.439

1 1 � � � � � 1  rs363326 A G 2 0.646 0.646 0.948 0.948 0.190 0.342 0.342 0.884 0.884 0.467

1 1 � � � � � � � rs363327 A G 2 0.676 0.676 0.953 0.953 0.170 0.364 0.364 0.889 0.889 0.439

1 1 � � � 1 1 �  rs363328 C T 2 0.650 0.650 0.949 0.949 0.187 0.384 0.384 0.893 0.893 0.416

1 1 � � � 1 � � � rs74159130 A G 2 0.558 0.558 0.919 0.919 0.254 0.252 0.298 0.829 0.803 0.598

1 1 � � � 1 � � � rs363329 T C 2 0.620 0.620 0.944 0.944 0.207 0.405 0.405 0.897 0.897 0.393

1 1 � � � 1  � � rs2532799 C T 3 0.011 0.011 0.869 0.869 1.955 0.334 0.334 0.946 0.946 0.476

1 1 � � � 1 � � � rs12414893 T C 2 0.469 0.469 1.127 1.127 0.329 0.086 0.086 0.724 0.724 1.068

1 1 � � � 1 �  � rs12414919 A G 2 0.469 0.469 1.127 1.127 0.329 0.086 0.086 0.724 0.724 1.068

1 1 � � � 1 � � � rs12414934 A G 2 0.620 0.620 0.944 0.944 0.207 0.384 0.384 0.893 0.893 0.416

1 1 � � � � � � � rs10886050 A G 3 0.003 0.003 0.836 0.836 2.513 0.611 0.611 0.969 0.969 0.214

1 1 � � � � � � � rs2619097 C A 2 0.440 0.440 0.915 0.915 0.356 0.266 0.266 0.866 0.866 0.575

1 1 � � � � � 1 � rs363373 C T 2 0.765 0.765 1.060 1.060 0.116 0.889 0.889 1.032 1.032 0.051

1 1 � � � � � � � rs10886051 A C 3 0.010 0.010 0.858 0.858 1.989 0.526 0.526 0.961 0.961 0.279

1 1 � � � � � � � rs2532801 A G 2 0.034 0.034 0.866 0.866 1.465 0.867 0.867 0.988 0.988 0.062

1 1 � � � � � � � rs363330 G A 2 0.545 0.545 0.933 0.933 0.263 0.207 0.207 0.849 0.849 0.684

1 1 � � �  � � � rs7099849 G A 2 0.866 0.866 0.975 0.975 0.062 0.108 0.169 0.762 0.730 0.967

1 1 � � �  1 1 � rs4081624 C A 2 0.027 0.027 0.864 0.864 1.573 0.835 0.835 0.985 0.985 0.078

1 1 � � � � � � � rs2532802 C G 2 0.945 0.945 1.013 1.013 0.025 0.909 0.909 0.975 0.975 0.041

1 1 � � � � � � � rs2283135 G C 2 0.747 0.747 0.953 0.953 0.127 0.118 0.188 0.768 0.730 0.927

1 1 � � � � � � � rs60912143 A G 2 0.738 0.738 1.071 1.071 0.132 0.558 0.558 0.870 0.870 0.254

1 1 � � � � � � � rs60543597 A G 2 0.127 0.127 0.901 0.901 0.898 0.621 0.621 0.965 0.965 0.207

1 1 � � � 1 � 1 � rs2619093 C T 2 0.031 0.031 0.875 0.875 1.504 0.360 0.360 0.941 0.941 0.444



1 1 � � � � � � � rs149461310 T C 2 0.789 0.789 0.959 0.959 0.103 0.099 0.099 0.747 0.747 1.004

1 1 � � � � � � � rs11197932 A G 3 0.023 0.023 0.875 0.875 1.631 0.668 0.668 0.974 0.974 0.175

1 1 � � � �   � rs363332 A G 3 0.022 0.022 0.874 0.874 1.666 0.634 0.634 0.972 0.972 0.198

1 1 � � � � 1  1 rs61560104 G A 2 0.859 0.859 1.036 1.036 0.066 0.670 0.670 0.904 0.904 0.174

1 1 � � � � � � � rs2240779 G C 2 0.753 0.753 0.952 0.952 0.123 0.082 0.082 0.736 0.736 1.089

1 1 � � � � �  � rs363387 G T 2 0.749 0.749 0.952 0.952 0.125 0.082 0.082 0.736 0.736 1.084

1 1 � � � � � � � rs363390 C G 3 0.027 0.027 0.877 0.877 1.561 0.652 0.652 0.973 0.973 0.186

1 1 � � � � � � � rs363334 G C 2 0.034 0.034 0.868 0.868 1.472 0.815 0.815 0.984 0.984 0.089

1 1 � � �  � � � rs2283136 G A 2 0.741 0.741 0.952 0.952 0.130 0.115 0.200 0.763 0.708 0.940

1 1 � � � � � � � rs363397 G C 2 0.818 0.818 0.966 0.966 0.087 0.116 0.200 0.763 0.710 0.937

1 1 � � � � � � � rs2283137 T C 3 0.036 0.036 0.883 0.883 1.449 0.638 0.638 0.972 0.972 0.195

1 1 � � � � � � � rs363336 A C 2 0.818 0.818 0.966 0.966 0.087 0.127 0.195 0.769 0.728 0.897

1 1 � � � � � � � rs363337 C T 2 0.061 0.061 0.884 0.884 1.213 0.759 0.759 0.979 0.979 0.120

1 1 � � � � � � � rs2299615 G A 2 0.822 0.822 0.967 0.967 0.085 0.113 0.215 0.759 0.687 0.948

1 1 � � � � � � 1 rs363399 C T 3 0.039 0.039 0.886 0.886 1.410 0.684 0.684 0.976 0.976 0.165

1 1 � � � � � �  rs363400 A C 2 0.822 0.822 0.967 0.967 0.085 0.113 0.215 0.759 0.687 0.948

1 1 � � � � � � � rs363338 C T 2 0.042 0.042 0.882 0.882 1.380 0.397 0.397 0.946 0.946 0.401

1 1 � � � �  � 1 rs363404 T C 3 0.031 0.031 0.881 0.881 1.510 0.637 0.637 0.972 0.972 0.196

1 1 � � � � � 1 � rs3753127 A G 2 0.999 0.999 1.000 1.000 0.001 0.929 0.929 0.980 0.980 0.032

1 1 � � � � �   rs2532805 G A 2 0.744 0.744 0.953 0.953 0.128 0.114 0.249 0.764 0.656 0.942

1 1 � � 1 � 1 � � rs2803815 C T 2 0.740 0.740 0.952 0.952 0.131 0.140 0.274 0.779 0.662 0.853

1 1 � � 1 � � � � rs7899301 A G 2 0.814 0.814 0.957 0.957 0.089 0.701 0.701 1.084 1.084 0.154

1 1 � � 1 � � 1 � rs363339 T C 2 0.072 0.072 0.887 0.887 1.145 0.732 0.732 0.976 0.976 0.135

1 1 � � 1 � � 1 � rs363340 C T 2 0.072 0.072 0.887 0.887 1.145 0.732 0.732 0.976 0.976 0.135

1 1 � � 1 � � � � rs363405 A G 2 0.888 0.888 1.029 1.029 0.052 0.984 0.984 1.005 1.005 0.007

1 1 � � 1 � �  � rs363341 T C 2 0.050 0.050 0.882 0.882 1.304 0.784 0.784 0.982 0.982 0.106

1 1 � � 1 1 � � � rs17095973 A G 2 0.898 0.898 1.027 1.027 0.047 0.977 0.977 0.993 0.993 0.010

1 1 � � 1 � � � � rs363419 T C 3 0.698 0.514 0.959 0.900 0.156 0.528 0.528 1.069 1.069 0.278

1 1 � � 1 � � � 1 rs363221 T C 3 0.880 0.880 0.984 0.984 0.055 0.653 0.653 1.047 1.047 0.185

1 1 � � 1 � �  � rs79731304 C T 3 0.876 0.876 1.017 1.017 0.058 0.583 0.583 1.059 1.059 0.234

1 1 � � 1 �  � � rs2283138 G A 2 0.192 0.192 0.888 0.888 0.717 0.888 0.881 0.986 1.025 0.051

1 1 � � 1 � 1 �  rs929493 C T 2 0.680 0.680 0.969 0.969 0.167 0.827 0.827 1.018 1.018 0.082

1 1 � � 1 � 1 � � rs1860404 T C 2 0.033 0.033 0.804 0.804 1.488 0.096 0.096 1.180 1.180 1.019

1 1 � � 1 � �  � rs363251 G A 2 0.263 0.263 1.068 1.068 0.581 0.894 0.825 1.008 0.972 0.049



1 1 � � 1 �  � � rs11197936 G A 2 0.485 0.485 1.042 1.042 0.314 0.006 0.038 1.186 1.174 2.242

1 1 � � � � � � � rs363224 C A 2 0.503 0.503 1.040 1.040 0.299 0.782 0.782 0.983 0.983 0.107

1 1 � � � � � � � rs363225 C T 2 0.653 0.653 1.026 1.026 0.185 0.790 0.790 0.984 0.984 0.103

1 1 � � � � � � � rs2532810 A G 3 0.981 0.980 0.997 1.003 0.008 0.634 0.677 0.949 0.949 0.198

1 1 � � � � � � � rs363231 A G 3 0.999 0.959 1.000 1.006 0.001 0.573 0.635 0.939 0.939 0.242

1 1 � � � � � � � rs363294 T C 3 0.927 0.963 0.990 0.995 0.033 0.475 0.572 0.924 0.925 0.323

1 1 � � � 1 � � � rs2532812 A G 3 0.827 0.800 1.025 1.031 0.082 0.709 0.758 0.959 0.962 0.149

1 1 � �  � � �  rs2490629 T C 3 0.790 0.790 1.030 1.030 0.102 0.696 0.762 0.957 0.961 0.157


