
FIGURE S3, Related to Figure 3

    Ser Thr Glu Val Arg Arg Asn Asn Ala Ser Thr
ATG TCT ACT GAA GTT AGG CGA AAT AAC GCA TCC ACC A

    Leu Leu Lys Leu Gly Glu Ile Thr His Pro Pro
ATG CTA CTG AAG TTA GGC GAA ATA ACG CAT CCA CCA A
ATG CTA CTG AAG TTA GGA GAA ATA ACG CAT CCA CCA A
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