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S 3 Fig. Comparison of the expression levels from differential expression miRNAs and 
the targets between FPR and SPR using qRT-PCR. A The miRNAs were significantly 
upregulated and the targets were no significant differential expression in SPR; B The 
miRNAs and the targets were both significantly upregulated in SPR;C Differential 
expression miRNAs without matching targets. 

C           

smi‐miR159a 
aly‐miR159b‐3p‐

like 
smi‐miR166a‐3p‐1 smi‐miR166a‐5p smi‐miR166a‐5p‐4  csi‐miR166d‐like

0

1

2

3

0
2
4
6
8

10

0

5

10

15

20

0.0

0.5

1.0

1.5

0.0

0.5

1.0

1.5

0

5

10

15

20

osa‐miR166e‐3p‐like  smi‐miR166h‐3p  smi‐miR171a‐3p smi‐miR390a‐5p‐1 smi‐miR394a‐5p‐1  smi‐miR396a‐5p

0

5

10

15

0

5

10

15

0

5

10

15

0

1

2

0.0

0.5

1.0

1.5

0
1
2
3
4
5

smi‐miR396b‐5p‐1  smi‐miR396b‐5p‐1  smi‐miR396c‐5p har‐miR403a‐like smi‐miR35832   

0
2
4
6
8

10

0
2
4
6
8

10

0

2

4

6

0

1

2

3

0

1

2

3

 


