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Taxa Summaries

Legend

Total F30 F37 F50 F178 F192 F206 P30 P37 P50 P178 P192 P206
Taxonomy % % % % % % % % % % % % %

Unassigned;Other;Other;Other;Other;Other 1.6% [ 1.2%] 2.0% [ 1.6% [ 1.1%] 1.9% [ 1.4% [ 1.9%][ 2.1% [ 2.1% ][ 1.3% ][ 1.4% | 1.4%]
k__Archaea;p__Crenarchaeota;c__MCG;o__pGrfC26;f g _ 0.0% 0.0% [ 0.0%]0.0%[0.0%] 0.0% 0.0% [0.0%][0.0%][ 0.0%] 0.0% [ 0.0%] 0.0%
k__Archaea;p__Euryar M iajo__M fales;f__| iaceae;g_Me ium 0.0% | 0.0%] 0.0% [ 0.0% | 0.0%] 0.0%] 0.0% 0.0% 0.0% ] 0.0% 0.0% | 0.0%| 0.0%
k__Archaea;p__Euryar M iajo__M iales;f__WSA2;g__ 0.0% [ 0.0%] 0.0%[0.0%] 0.0% 0.0% 0.0% [0.0%] 0.0%][0.1%] 0.0%] 0.0% 0.0%
k__Archaea;p__Euryar obia;o__M i ja__Meth 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% [0.0% ] 0.0%] 0.0%
k__Archaea;p__Euryar obia;o__M g M us 0.3% 0.1% 0.2% 0.5% 0.0% 0.1% 0.0% 0.2% 0.2% 0.2% 1.9% 0.1% 0.1%
k__Archaea;p__Euryar obiajo__M irillaceae;g__M irillum 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Archaea;p__Euryar M obia;o__M Other;Other 0.0% 0.0% 0.0%)| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.1% 0.0% 0.0% 0.0%
k__Archaea;p__Euryar M obia;o__M f__Meth :g__Meth 0.8% | 0.4%] 0.9% [ 1.7% 0.0%] 0.0% ] 0.0%| 0.4% 1.6% | 4.3% 0.0% | 0.0% | 0.0%
k__Archaea;p__Euryar _M obia;o__M M i oM cina 2.5% [1.0%] 2.4% [ 2.3% || 2.4% | 3.5% 3.3%] 1.2% 0.5% | 2.1% | 4.9% [ 2.8% 3.1%
k__Archaea;p__Euryar M obiajo__YC-E6f g 0.0% 0.0% 0.0% [0.0%) 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% |0.0% 0.0% |0.0%
k__Archaea;p__Euryar __Ther lig__Meth iliicoccus 0.0% | 0.0%] 0.0%] 0.0% | 0.0% [ 0.0% ] 0.0%] 0.0% 0.0% 0.1% | 0.2% | 0.0% 0.0%
k__Archaea;p__Euryar __Ther l:a__vadinCA11 0.0% 0.0% 0.0%)| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;Other;Other;Other;Other;Other 0.0% 0.0% | 0.0% 0.0% 0.0%] 0.0% 0.0%] 0.0% 0.0% 0.0% 0.0% | 0.0% 0.0%
k__Bacteria;p__jc__jo__;f__;g 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Acidobacteria;c__Acidobacteria-6;0__iii1-15;f__;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%0.0% 0.0% 0.0%
k__Bacteria;p__Acidobacteria;c__BPC102;0__MVS-40;f__;g__ 0.0% | 0.0%] 0.0%] 0.1%] 0.0% 0.0% 0.0% 0.1%] 0.0% 0.0% 0.0% [ 0.0% [ 0.0%
k__Bacteria;p___ iajc__ esjo__! ales;f__AKIW659;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__ iajc__ eS;0__! ales;f__! aceae;g_ Ci i i r 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteriasc__jo__if_a__ 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% [0.0%] 0.0%] 0.0%| 0.0% 0.0% 0.0%
k__Bacteria;p__/ iaic__J obiiajo___ g 0.0% 0.0%[0.0% ] 0.0%| 0.0% 0.0% 0.0% 0.0%] 0.0%| 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p___ iajc__ iajo__Acti Ao 0.0% 0.0% | 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%) 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Acti F__Acti . 0.0% [ 0.0%][0.0% 0.0% [ 0.0% [ 0.0% ] 0.0%] 0.0% 0.0% | 0.0% | 0.0% [ 0.0% [ 0.0%]
k__Bacteria;p__A ia;c__Actinobacteriajo__Acti f_C . 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% 0.0%)| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p___ iajc__ iajo__Acti f_C G 0.0% 0.0% 0.0% 0.0% |0.0%)| 0.0% 0.0% 0.0% 0.0% 0.0%0.0% 0.0% 0.0%
k__Bacteria;p__ iajc__ iao__ ;f__Coryneb. iaceae;g__ Corynebacterium 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%@ 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Acti #f__Intraspor i 0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__A iajc__A b ia;o__ sf__Microbacteriaceae;Other 0.0% %| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%W‘ 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__ iajc__ iajo__ sf__Microbacteriaceae;g__Salinibacterium 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0%@ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__/ iasc__J iajo__Acti if__Micr aceae;g__ 0.0% 0.0% [0.0%] 0.0%] 0.0% 0.0% 0.0% 0.0%]0.0%] 0.0%] 0.0%] 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Acti if__Nocar ;a__Thermobifida 0.0% [ 0.0%][ 0.0% ][ 0.0% ][ 0.0%][ 0.0%] 0.0% [0.0%] 0.0% ][ 0.0%] 0.0% 0.0%
k__Bacteria;p__A iajc__A b ia;o__ ;f__Pseudonocardiaceae;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0% 0.0%
k__Bacteria;p___ iajc__ iajo__Acti 5P diaceae;g__Sacchar a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Actinobacteriajo__ f__Ther aceae;g i a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [ 0.0%) 0.0% 0.0% 0.0%
k__Bacteria;p__A b, ia;c__Actinob. ia;o__Bifil iales;f__Bifi iaceae;g__Bifidobacterium 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o_ WCHB1-81;f__At425_EubF1;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Thermol g 0.0% [ 0.0% 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0%] 0.0%] 0.0%] 0.0% 0.0% 0.0%
k__Bacteria;p__Actinobacteria;c__Thermol __Gaiellal 0.0% 0.0% 0.0%] 0.0% 0.0% 0.0% 0.0% |0.0%] 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Armatimonadetes;c__SJA-176;0__RB046;f__;a__ 0.0% | 0.0%]0.0%] 0.0%| 0.0% [ 0.0% ] 0.0%] 0.0% 0.0% 0.0% ] 0.0% [ 0.0% [ 0.0%]
k__Bacteria;p__BRC1;c__NPL-UPAZj0__if g 0.0% | 0.0%] 0.0%] 0.0% [ 0.0% [ 0.0% | 0.0%] 0.0%] 0.0%| 0.0% [ 0.0% | 0.0% | 0.0%]
k__Bacteria;p__BRC1;c__PRR-11;0__if_g__ 0.0% 0.0%) 0.0%) 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;Other;Other 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__;g__ 6.4% 16.6% 6.6% 4.1% 9.5% 2.2% 3.6% 17.4% 2.8% 1.6% 7.2% 3.2% 2.3%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__BA008;g_ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;Other 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0%| 0.0% | 0.0% 0.0%| 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__ 0.7% 0.5% 0.9% 0.5% 0.9% 0.4% 0.3% 0.8% 1.2% 1.0% 0.9% 0.4% 0.2%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroidaceae;g__BF311 2.0% 2.0% 2.0% 2.0% 2.0% 2.0% 1.7% 2.5% 2.2% 2.0% 2.6% 1.7% 1.1%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Bacteroid. ;9__Bacteroides 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Marinilabiaceae Other 0.0% | 0.0%] 0.0% [ 0.0% | 0.0%] 0.0% ] 0.0%] 0.0%] 0.0% | 0.0% 0.0% | 0.0% | 0.0%|
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Marinilabiaceae;g__ 2.2% 1.8% 2.8% | 7.1%| 1.6%| 0.5%| 1.0% 0.7% | 8.5%| 1.5% 0.4%  0.5% | 0.3%
k__Bacteria;p__Bacteroidetes;c__Bacteroidiajo__Bacteroidales;f__Porphyr ;Other 0.0% 0.0% 0.0% 0.0% [0.0%)[0.0%] 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyr o 4.0% [ 3.4% [ 3.5%] 2.6%] 6.4% | 4.1% | 4.9% | 4.2%[ 3.0%] 2.7% | 3.6% | 5.3% | 4.8%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyr g__P 0.3% | 0.2% | 0.4% | 0.3%| 0.8%|/ 0.2% | 0.2% 0.2%| 0.7%| 0.2%| 0.4% | 0.2% | 0.1%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyr ;9 Parabacteroides 0.0% | 0.0%| 0.0%| 0.0% 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__ 0.0% [ 0.0%][0.0%] 0.0% [0.0% [ 0.0%] 0.0% [0.0%[0.0%][0.0% ] 0.0%| 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__SB-1;g__ 0.0% | 0.0% 0.0%[0.0%‘ 0.0% 0.0% 0.0% 0.0%M 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__[Paraprevotellaceael;g__ 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% 0.0%  0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Bacteroidetes;c__Sphi a50__ iales;f__ iaceae;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%0.0%] 0.0% 0.0% [0.0%] 0.0% 0.0%
k__Bacteria;p__Bacteroid Ho iiajo__! iales;f__! iaceae;g ium 0.0% 0.0% 0.0% 0.0% 0.0% b| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexic__Anaerolineae;o__if__:g__ 0.0% | 0.0%] 0.0% [ 0.1% ] 0.0%] 0.0% ] 0.0%] 0.1%] 0.0% | 0.0% 0.0% | 0.0% | 0.0%|
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__Anaeroli les;f__Anaeroli ;d__Anaerolinea 0.0% 0.0% 0.0% [0.0%| 0.0% 0.0% 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__Anaerolineales;f__Anaerolinaceae;g_ SHD-231 0.0% [ 0.0%][0.0% [ 0.0% [ 0.0%| 0.0% [ 0.0%] 0.0%] 0.0% ][ 0.0% ][ 0.0%] 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__Anaerolineales;f__Anaerolinaceae;g 78 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__CFB-2 a__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__Caldilineales;f__Caldilineaceae;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__GCA004;f__;g 0.0% 0.0% W‘ 0.0%| 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi:c__Anaerolineae;o__SBR1031;f__SHA-31:g__ 0.0% 0.0% [ 0.0%[0.0% ] 0.0%][ 0.0% ][ 0.0%] 0.0%][ 0.0% [ 0.0% | 0.0%[ 0.0% ][ 0.0%
k__Bacteria;p__Chloroflexi;c__Anaerolineae;o__SHA-20;f__;g 0.0% 0.0% 0.0% |0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% |0.0%
k__Bacteria;p__Chloroflexi;c__D. i __D. i f__D. o 0.0% | 0.0%] 0.0%] 0.0% 0.0% [ 0.0% ] 0.0% 0.0% 0.0%] 0.0%] 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__SHA-26;0 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__TK10;0__if__;g__ 0.0% 0.0%  0.0%) 0.0%) 0.0%] 0.0% 0.0%] 0.0%| 0.0% 0.0% [0.0% 0.0% | 0.0%
k__Bacteria;p__Chloroflexi;c__Thermomicrobiajo__JG30-KF-CM45;f__;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Chloroflexi;c__Thermomicrobia;o__Sphaerobacterales;f__;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Cyanobacteria;c__4C0d-2;0__YS2if g 0.0% 0.0% | 0.0%)0.0%] 0.0% 0.0% 0.0% 0.0%) 0.0%]0.0%] 0.0% 0.0% 0.0%
k__Bacteria;p__Cyanobacteria;c__Chloroplast;o__Streptophyta;f__;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fibrobacteres;c__Fibrobacteria;o__Fibrobacterales;f__;g 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fibrobacteres;c__Fibrobacteria;o__Fibrobacterales;f__Fibrobacteraceae;g__Fibrobacter 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%@ 0.0% 0.0%
k__Bacteria;p__Fibrobacteres;c__TG3;0__TG3-1;f__TSCOR003-020;g__ 0.2% | 0.2%] 0.3% [ 0.7% ] 0.0%] 0.0% ] 0.0%] 0.4%] 0.4% ] 0.2% 0.0% [ 0.0% | 0.0%|
k__Bacteria;p__Firmicutes;Other;Other;Other;Other 0.0% 0.0% 0.0%  0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%  0.0%
k__Bacteria;p__Fir __Bacillijo__ s 0.0% [ 0.0% 0.0% [ 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__ F_Baci o 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0%] 0.0% [0.0%] 0.0% [0.0%] 0.0%
k__Bacteria;p__Fir __Bacilli;o__Baci F_Bacil ;0__Bacillus 0.0% 0.0% | 0.0%] 0.0%] 0.0%] 0.0%] 0.0%] 0.0% | 0.0% 0.0% | 0.0% | 0.0% | 0.0%
k__Bacteria;p__Fir __Bacilli;o__Baci F_Paenibaci a 0.0% 0.0% 0.0% [0.0%]0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0%
k__Bacteria;p__Fir _Bacilli;o__Baci P ia__Brevi 0.0% 0.0% 0.0% [0.0%]0.0%] 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__Baci __P: 9 0.0% [ 0.0%][0.0%][0.0% [ 0.0% [ 0.0% 0.0%] 0.0%[ 0.0% ] 0.0% [ 0.0% [ 0.0%[ 0.0%]
k__Bacteria;p__Fir __Bacilli;o__Baci P ;Other 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir _PI a_ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% [0.0%]
k__Bacteria;p__Fir | oL 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__Baci | g__P 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%) 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacillizo__| _PI ;a__Rummeliibacillus 0.0% 0.0% [0.0%]0.0% [ 0.0% [ 0.0%] 0.0% 0.0% [0.0%] 0.0%  0.0% [ 0.0%] 0.0%
k__Bacteria;p__Fir _Bacillijo__ | Urei 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%[0.0%] 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__Baci . a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacillizo__| F_Ther i o 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacillijo__ F_Ther i ;a__Planifilum 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__| £t W 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0% 0.0%] 0.0% 0.0%| 0.0% [ 0.0% | 0.0% | 0.0%|
k__Bacteria;p__Fir __Bacillijo__L g 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
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k__Bacteria;p__Fir __Bacilli;o__L f__Aer . 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% @ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir i _Aer a_F i 0.0% 0.0% 0.0% [0.0%)0.0%] 0.0%] 0.0%| 0.0% 0.0% 0.0% [0.0% | 0.0%] 0.0%]
k__Bacteria;p__Fir __Enter ;d__Enter 0.0% 0.0% 0.0%  0.0% 0.1% 0.0%  0.0% 0.0%  0.1% 0.1% | 0.0% 0.0% | 0.0%
k__Bacteria;p__Fir __Bacilli;o__L il L il gL 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0%| 0.0% 0.0% |0.0%| 0.0% 0.0% 0.0% | 0.0%
k__Bacteria;p__Fir __Bacilli;o__L il F__L il ;a__Ped 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Fir __Bacilli;o__L F__Str ;g__Stre 0.3% 0.3% 0.3% | 0.3% | 0.8% | 0.4% 0.2% 0.2% | 0.1% | 0.3%| 0.2% 0.4% | 0.2%
k__Bacteria;p__Fir __Bacilli;o__Turicil ales;f__Turici aceae;g__Tur 0.0% 0.0% | 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;Other;Other;Other 03% 0.1% 0.2% 0.2% 0.1% 0.5% 0.4% 0.1% 0.3% 0.4% 0.5% 0.7% 0.7%
k__Bacteria;p__Firmicutes;c__Clostridia;o__;f__;g__ 0.2% 0.2% 0.3% 0.3% 0.1% 0.2% 0.1% 0.3% 0.3% 0.3% 0.2% 0.2% 0.2%

0.2% [ 0.1%][0.2%[0.1% ][ 0.1% [ 0.2% [ 0.2%] 0.1% 0.1% | 0.2% [ 0.2% | 0.2% [ 0.2%]
0.2% | 0.2%] 0.2% [ 0.2% | 0.2%] 0.2% ] 0.2%] 0.2% 0.2% | 0.2% | 0.1% | 0.2% | 0.2%|
0.6%  0.6%] 0.9% 0.8% | 0.8% [ 0.5% 0.4%] 0.8% 0.8% | 0.7% | 0.6% | 0.3% | 0.2%
2.7% [ 3.6%) 2.9%] 2.9%| 4.1% 2.6% | 1.9% | 3.8% | 2.8% | 2.2% | 2.0% | 2.4% [ 1.6% |
0.2% [ 0.3%]0.3% 0.2% [ 0.4% [ 0.2% | 0.3%] 0.2% 0.2% ] 0.1% [ 0.2% [ 0.3% [ 0.2%]
0.0% | 0.0% | 0.0% | 0.0% | 0.0%| 0.0%| 0.0% 0.0% | 0.0%| 0.0%| 0.0% | 0.0% | 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__BSA2B-08;f__;g

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;Other;Other

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__;g__

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Caldicoprobacteraceae;g__Caldicoprobacter

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Christensenellaceae;g

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;Other

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__ 0.8% [ 1.0%] 0.9% [ 0.7% ][ 1.8%][ 1.1%][ 1.3%] 0.8%][ 0.6% ] 0.4% | 0.5% [ 0.5% || 0.5%|
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__02d06 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% @ 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Alkaliphilus 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0% W%\ 0.0%( 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Clostridium 7.4% [15.8%) 9.7% | 8.3% [11.1%)] 6.4%] 4.8%] 9.5% | 6.5% || 4.3%[ 3.8%] 5.2%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae;g__Geosporobacter_Thermotalea 0.0% 0.0% 0.0% [0.0%| 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridi: ;9 Natr Anaerovirgula 0.0% | 0.0% | 0.0% | 0.0%| 0.0%|| 0.0% | 0.0% | 0.0%(| 0.0%|| 0.0% 0A0%| 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__D iaceae;g_ D ium 0.1% | 0.1% 0.1% | 0.1%| 0.1%| 0.1%| 0.1% 0.1%| 0.1%| 0.0%| 0.0% | 0.1%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__EtOH8;g__ 0.6% | 0.8% | 1.7%]|[ 0.6% | 0.7% | 0.6%| 0.5%| 0.4% | 0.4%| 0.3%|/ 0.2% | 0.3%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Eubacteriaceae;g__ 0.0% | 0.0% | 0.0%]|f 0.0% || 0.0% | 0.0%| 0.0%| 0.0% | 0.0%| 0.0%| 0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| iaceae;g__Anaerofustis 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Eubacteriaceae;g__Garciella 0.1% 0.1% 0.1% 0.2% 0.0% 0.0% 0.0% 0.2% 0.1% 0.1% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| iaceae;g__ Pseudor Eubacterium 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Gracilibacteraceae;Other 0.0% 0.0% 0.0%|/ 0.0% | 0.0%  0.0% 0.0% 0.0%| 0.0%| 0.0% | 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Gracilibacteraceae;g__ 0.1% | 0.1% | 0.0% || 0.2% || 0.0%|| 0.0%| 0.0% | 0.1% 0.1% | 0.0% 0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Gracilibacteraceae;g__Gracilibacter 0.0% | 0.1% 0.1% | 0.1%| 0.0%|| 0.0% 0.0% 0.0%| 0.1% | 0.0%| 0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Gracilibacteraceae;g__Lutispora 01% 0.1% | 0.1%|/ 0.2% | 0.2%  0.1% 0.1% 0.1%| 0.1%| 0.1% | 0.1% 0.2%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;Other 0.0% 0.1% 0.1% 0.0% 0.0% 0.1% 0.0% 0.0% 0.1% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g 1.1% 2.4% | 2.3% | 0.8%| 2.2%| 1.1% 0.6% 1.0%| 1.5% 0.5% | 0.3% | 0.5%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Butyrivibrio 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__L iraceae;g__Copr 0.9% 1.2% 1.4% | 1.8%| 1.7%| 0.7% 0.6% 0.7% | 1.7% | 0.5%  0.3% 0.3%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Defluviitalea 0.0% 0.0% | 0.0%| 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g_Dorea 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__L iraceae;g__L a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__L iraceae;g__[R

0.0%

0.0%| 0.0% 0.0%| 0.0% | 0.0%

0.0% | 0.0% 0.0%| 0.0%

0.0% 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptococcaceae;Other 0.0% 0.0% 0.0% 0.0%‘ 0.0%‘ 0.0%| 0.0%| 0.0% | 0.0%| 0.0% | 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptococcaceae;g 0.4% 0.6%  0.6% | 0.5%| 0.5%| 0.4%| 0.3% 0.5% | 0.4%| 0.3%| 0.2%  0.3% | 0.2%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Pe H D

Syntr

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptococcaceae;g__Desulfitobacter

0.1% [0.1%] 0.1% [ 0.1% ] 0.1%] 0.1% ] 0.1% 0.1%] 0.0% | 0.0% ] 0.0% [ 0.1% [ 0.1%|
0.0% | 0.0%] 0.0% [ 0.0% [ 0.1%] 0.0% ] 0.0%] 0.0%] 0.0% [ 0.0% | 0.0% [ 0.0% | 0.0%|

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__P 3 D osinus 0.0% | 0.0% | 0.0% | 0.0% | 0.0%| 0.0%| 0.0% 0.0% | 0.0%| 0.0%  0.0%  0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__P ;0D 0.0% 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__P ) D irgula 0.0% 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0% [0.0%] 0.0% 0.0% [0.0% 0.0%] 0.0%]
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Pe ; De ispora 0.0% 0.0% | 0.0%]|f0.0%| 0.0% 0.0% 0.0% |0.0%| 0.0%| 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ps P 0.3% [ 0.2%] 0.3% [ 0.3% [ 0.5%] 0.4% ] 0.3% ] 0.4%] 0.2% [ 0.3% | 0.2% [ 0.2% | 0.3%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ps :9__Spor 0.0% 0.0% [ 0.0%[ 0.0% ][ 0.0%] 0.0% ] 0.0%] 0.0%][ 0.0% [ 0.0% | 0.0%[ 0.0% || 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% |0.0%| 0.0% 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;Other 0.0% | 0.0%] 0.0% [ 0.0% | 0.0%] 0.0%] 0.0%] 0.0% 0.0% ] 0.0% 0.0% | 0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__ 4.6% [ 5.6% | 5.5% | 5.6%] 5.4%[ 3.9% | 3.3%] 5.8% | 5.1% | 3.9%] 4.0% || 4.0%] 2.8%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| i ;d__Anaerotruncus 0.0% | 0.0% 0.0%]|f 0.0% | 0.0% | 0.0%  0.0%| 0.0% | 0.0%| 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| i ;9__C 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| ;9O a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__| i el 0.3% 0.9% 0.9% 0.3% 0.5% 0.2% 0.1% 0.3% 0.4% 0.1% 0.1% 0.1% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__! iaceae;g ium 0.0% 0.0% 0.0% 0.0% | 0.0%|/ 0.0% 0.0% 0.0% 0.0% 0.0% | 0.0% | 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Syntr ;9__Syntr 2.1% [ 3.2%][ 2.6% [ 2.3% [ 3.1% [ 1.8% | 1.3%] 2.9%[ 1.9% [ 1.9% ] 1.5% [ 1.3%[[1.1%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__ 0.7% | 0.3%] 0.3% [ 0.2% [ 0.9%] 1.2% ] 0.9% ] 0.1% 0.7% 0.4% | 1.2% | 0.9% | 0.7%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__BSV43 0.0% 0.0% 0.0% | 0.0%| 0.0% 0.0% 0.0% W% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veill I a__M a 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veill I ;a__S 0.0% 0.0%  0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%|0.0%| 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g_Sporomusa 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Acidaminobacteraceae];a__Guggenheimella 0.0% 0.1% 0.0%  0.0% | 0.0% 0.0% 0.0% 0.0% 0.1% | 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Mogibacteriaceae];Other 0.0% 0.0% 0.0% |/ 0.0%  0.0% 0.0% 0.0% 0.0%| 0.0%| 0.0% | 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Mogibacteriaceael;g__ 0.0% 0.0% 0.0% 0.0% 0.0% 0.1% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[M iaceae];g__Anaerovorax 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0% 0.0%

0.1% [ 0.1%] 0.1%[0.0% ][ 0.2%] 0.1% ][ 0.1% 0.0%][ 0.1% [ 0.0% ] 0.1% [ 0.1% [ 0.1%|
0.9% | 1.0%] 1.0% | 0.9% | 1.6%] 1.2% ) 0.9%| 1.0% 0.8% | 0.6% | 0.4% | 0.6% | 0.6%|

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae];Other

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae];g.

k__Bacteria;p__Firmicutes;c__Clostridiajo__Clostridiales;f__[Tissierellaceae];g__GW-34 0.0% | 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae];g__Gallicola 0.0% | 0.0%] 0.0% 0.0%] 0.0% 0.0% 0.0% 0.0%]0.0%] 0.0%] 0.0% 0.0% 0.0%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae]:g__Sedimentibacter 3.4% | 4.4%] 3.1% 2.7% [ 4.9% [ 3.3% | 3.0%] 6.8% 1.9% | 4.5% || 1.7% [ 1.3% [ 2.8%]

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae];g__Sporanaerobacter 0.0% 0.0% 0.0%|/0.0% 0.0%  0.0% 0.0% 0.0%| 0.0% 0.0% 0.0% 0.0%| 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierellaceae];g__Te pidimicrobium 0.0% 0.0%‘0.0%‘ 0.0%)| 0.0% || 0.0% | 0.0% | 0.0%| 0.0%| 0.0% | 0.0% | 0.0% | 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__[Tissierell lig__Tissierella 0.1% [0.1%] 0.1%][0.1% [ 0.1%][ 0.1%][ 0.1%] 0.1%][0.1%][ 0.0% | 0.0%][ 0.0% [ 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Halanaerobiales;f__Halanaerobiaceae;g__ 0.0% | 0.0% | 0.0% [ 0.0%| 0.0%| 0.0%| 0.1% 0.0% | 0.0%| 0.0% | 0.0% | 0.0%| 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__MBA08;f__;g__ 30.2%|15.5%) 22.6%]24.8%]17.9%) 37.1%)39.3%] 17.3%)[28.3%]35.9%] 36.9% 38.9%]47.3%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Natranaerobiales;f__;g__ 0.0% 0.0% | 0.0% 0.0%| 0.0%| 0.0% 0.0% | 0.0%| 0.0%| 0.0% | 0.0%| 0.0%| 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Natranaer __Anaerobr ;Other 0.0% 0.0% [ 0.0%][0.0%] 0.0% [ 0.0%][ 0.0%] 0.0%]0.0% ][ 0.0% ][ 0.0% ][ 0.0% ][ 0.0%]
k__Bacteria;p__Firmicutes;c__Clostridia;o__Natranaer __Anaerobr a_ 0.2% | 0.1%] 0.2% [ 0.2% | 0.1%] 0.2% | 0.1%] 0.1%] 0.2% | 0.3% | 0.1% | 0.2% | 0.2%|
k__Bacteria;p__Firmicutes;c__Clostridia;o__Natranaer __Anaerobr ;a__A55 D21 0.0% 0.0% [ 0.0%] 0.0%] 0.0% 0.0% [0.0%] 0.0% [0.0%] 0.0% 0.0% 0.0% 0.0%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Natranaer __Anaerobr ;9__Dethi r 0.2% [ 0.2%][ 0.1%0.2% [ 0.1% [ 0.1% ] 0.1%] 0.2% 0.2% ] 0.1% [ 0.2% | 0.2% [ 0.2%]
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