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SUPPLEMENTARY FIG. S1. Population-based HIV
surveillance community viral load samples used for the
analysis of primary drug resistance. The final numbers for
2011 and 2012 represent samples from cART-naive patients
with viral load greater than 10,000 RNA copies/ml. *The
WHO minimal sequential sampling strategy was used for
2010. The focus was to genotype recently infected individuals
identified through seroconversion in serial testing in an an-
nual population-based HIV surveillance. HIV, human im-
munodeficiency virus; WHO, World Health Organization.



