Tao et al. Supplemental figure S1
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Figure S1. gPCR analysis of relative expression of AtPAP10,
AtPAP12 and AtPAP26 APase genes In roots of the WT and hpsé8

seedlings. Values represent means with SE of three replicates. As-

terisks indicate significant difference (p<0.05) from the WT according

to Student’s t-test.



