
	  
	  
Figure S5: Relationship between distribution of H3K27me3 and 
H3K27me1/H3K9me2: Each spot represents a 0.5 Mbp bin containing the 
corresponding number of chromatin states for [H3k9me2+H3K27me1] and 
[H3K27me3] over the entire Barley genome. Log = natural logarithm. 


