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All unmethylated sites (MBC avg. beta<0.2, “168K sites)
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B Top 100 highest delta beta, unmethylated sites (avg. beta < 0.2)
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C All unmethylated sites (CNOR avg. beta<0.2, ~150K sites)
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D Top 100 highest delta beta, unmethylated sites (avg. beta < 0.2)

Delta beta between replicates

02 04 06 08

0.0

CNOR3 CNOR5
«© |
o
° ©
o
°
Ll
[
N
& o
o
T T T T T T e N T T T T T
0 20 40 60 80 100 0 20 40 60 80 100

Sites Sites



