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Supplemental tables are related to the PRM-MS analysis and include: Table S1 Inclusion list for MS PRM-MS, Table S2 Search Parameters for PRM-MS and Table S3 Coverage
Overview for PRM-MS Search
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Table S1 Inclusion list

Table S2 Search Parameters for PRM-MS

Search Parameters

MDMv. 1.3.0

Subsamples: 2015-09-23 ETP Kirsten PRM Al.mgf

, 2015-09-23 ETP Kirsten PRM Bl.mgf,

2015-09-23 ETP Kirsten

PRM E1.mgf

PRM-MS inclusion list for calcitonin

Database: Proteins
Fasta Version: Proteins_2015-09-22.fasta
# Sequences: 267
Taxonomy: All entries
Enzyme: Trypsin

Fixed modifications:

Carbamidomethyl (C)

Variable modifications:

Amidated (C-term),Oxidation (M)

Precursor ion Sequence

619.7970 C[CAM]SNLSTC[CAM]VLGK
427.7402 LSQELHK.+2y?2

746.3812 LQTYPRTNTGSGTP[AmI]
389.2163 LQTYPR.+2y1

367.1774 TNTGSGTP[AmI]

Mass values: Monoisotopic
Peptide mass tolerance: 10 ppm
Fragment mass tolerance: 0.2 Da
Max missed cleavages: 1
Instrument type: ESI-QUAD-TOF
lons score or expect cut-off: 0.005
Scoring : MudPIT
Subsamples: 2015-09-23 ETP Kirsten PRM A3.mgf, 2015-09-23 ETP Kirsten PRM B3.mgf,
2015-09-23 ETP Kirsten PRM E3.mgf
Database: Proteins
Fasta Version: Proteins_2015-09-22.fasta
# Sequences: 267
Taxonomy: All entries
Enzyme: Lys-C

Fixed modifications:

Carbamidomethyl (C)

Variable modifications:

Amidated (C-term),Oxidation (M)

Mass values: Monoisotopic
Peptide mass tolerance: 10 ppm
Fragment mass tolerance: 0.2 Da
Max missed cleavages: 1
Instrument type: ESI-QUAD-TOF
lons score or expect cut-off: 0.005
Scoring : MudPIT
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Table S3 Coverage Overview for PRM-MS Search

2015-09-23 - PRM-MS analysis - search results

_ Mas Cove Pr_ote Signifi | Uniq | Pepti _ _
Sample Name Accession Protein Name S Protein Sequence rage n cant ue de Sta | En | Duplic Peptide Modifications
Nr KDa % Scor | Match | Pepti | Scor rt d ates Sequences
e es des e
SCT fibrils P°1§S3—P Pec;?tlﬂéogamﬁ A 3'?4 CSN "STTY%\Q}%'(‘;SS%?BHKLQ 75 | 1619 | 98 3 70 | 1|1l 10 .CSNGL};S'II'_CVL
Lower band w0 |12 |18 | 22 | CESQELAK
QOl%?,{ﬁEITrﬁgg"sm” 58 | 19 | 24 | 66 | KLQTYPRT
SCT fibrils P°1§S3—P Pgﬂﬂg‘;”ﬁ . 3?4 CSN "STTYCP\Q}%'@SS%%HKLQ 100 | 440 35 3 55 | 1|11 6 .CSNGLl;S'II'_CVL
Upper band @2 |12 | 18| 17 | CESQRLAK
(2015;;{&)|\—/|23A§E£irsten 42 |19 | 32| 12 K"T‘gggTPsTN Amidated (C-term)
rmaneno | e | oo Tos [onsononsoniio | 1 [ an| w0 | o | w0 | 1| u] o | e
Lower band ar |12 |18 | 27 | MCLSQELHK
QOB;?J%EITJQE"SM 50 | 19 | 24 | 95 | KLQTYPRT
crmraeno | o | oo Ton [onsononsmiio | o [ | o | 5 | n |1 |u] u | oo
Upper band 39 | 12 | 18| 28 K"‘SQLE"HK'
(2015;;96%5}?93"“3” 20 |19 |32 | 13 | CLITYPRIN Amidated (C-term)
SCTHep fibrils 100% P°1§S3—P ngﬂg’gg”ﬁ A 3'?4 CSN "STTY%\Q}%ESS%?I;HKLQ 75 | 2471 | 138 3 79 | 1 |1l 18 .CSNGL};S'II'_CVL
Lower band 37 |12 | 18| 25 | OLSQELHK
QOB;?J%E;ZE”“” 53 | 19 | 24 | 95 | KLQTYPRT
SCTHep fibrils 100% P°1§S3—P Pec;?tlﬂéogamﬁ A 3'?4 CSN "STTY%\Q}%'(‘;SS%?BHKLQ 100 | 877 | 49 3 73| 1 || 13 .CSNGL};S'II'_CVL
Upper band 8 |12 18| 26 | CLSQELHK
(2015;;96%5323"5“ 20 |19 [ 32| 10 |<EITPRTN T Amidated (C-term)
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