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ClustalwW multiple alignment of XYL1p, XYL1.1p and XYL1.2p amino acid sequences from Spathaspora
species and Scheffersomyces stipitis (XYL1p N272D). The highly conserved motif lle-Pro-Lys-Ser (reported
as the coenzyme binding site) is shown inside a rectangle box. The position site 271 (XYL1.2p) or 272
(XYL1pand XYLZ1.1p) is indicated by an arrow.
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Sp. passalidarum CBS 10155T XYL1.1lp MATIKLSSGHLMPLVGFGCWKVDNATAADQIYNAIKAGYRLFDGAED YGNEKEVGDGLKR
Sp. passalidarum UFMG-CM-Y469 XYLl.lp MATIKLSSGHLMPLVGEGCWKVDNATAADQIYNAIKAGYRLFDGAEDYGNEKEVGDGLKR
Sp. arborariae UFMG-CM-Y352T XYLlp MATIKLSSGHLMPAVDFGCWKVDKATAADQIYQAIKAGYRLFDGAEDYGNEKEVGDGLRK
Sp. brasiliensis UFMG-CM-Y353T XYLlp MATIKLSSGHLMPLVGFGCWKVDNATAADQIYNAIKAGYRLFDGAED YGNEKEVGDGLKR
Sp. xylofermentans UFMG-CM-Y478T XYLlp MATIKLSSGHLMPLVGEFGCWKVDNATARDQIYNAIKAGYRLFDGREDYGNEKEVGDGLKR
Sp. suhii UFMG-CM-Y475% XYLlp MATIRLSSGHLMPLVGFGCWKVDNATAADQIYNAIKAGYRLFDGAED YGNEKEVGDGLKR
Sp. roraimanensis UFMG-CM-Y4777 XYLlp MATIKLSSGHLMPAVGFGCWKVDKATAADQIYQAIKAGYRLFDGAEDYGNEKEVGDGLKR
Sc. stipitis CBS6054 XYLlp (N272D) MPSIKLNSGYDMPAVGFGCWKVDVDTCSEQIYRAIKTGYRLFDGAED YANEKLVGAGVKK
Sp. passalidarum CBS 101557 XYL1.2p -MSFKLSSGYEMPRIGFGTWKMDKATIPQQIYDAIKGGIRSFDGAED YGNEKEVGLGYRK
Sp. passalidarum UFMG-CM-Y469 XYL1.2p -MSFKLSSGYEMPRIGFGTWKMDKATIPQQIYDAIKGGIRSFDGREDYGNEKEVGLGYRK
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Sp. passalidarum CBS 101557 XYL1l.1lp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLFLIEFPIAFKFVPL
S5p. passalidarum UFMG-CM-Y469 XYL1l.lp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLELIEFPIAFKEVPL
Sp. arborariae UFMG-CM-Y352T XYL1lp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLFLIEFPIAFKEVPL
Sp. brasiliensis UFMG-CM-Y353T XYLlp AMDEGLVKREELFVTSKLWNNFHDPKNVETALNRTLSDLKLDYVDLFLIEFPIAFKEFVPL
Sp. xylofermentans UFMG-CM-Y478T XYL1lp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLFLIEFFIAFKEVEL
Sp. suhii UFMG-CM-Y475T XYLlp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLFLIEFPIAFKFVPL
Sp. roraimanensis UFMG-CM-Y477T XYL1lp AIDEGLVKREELFITSKLWNNYHDPKNVETALNRTLSDLQLDYVDLEFLIEFPIAFKFVPL
Sc. stipitis CBS6054 XYLlp (N272D) AIDEGIVKREDLFLTSKLWNNYHHPDNVEKALNRTLSDLQVDYVDLFLIEFEVTFREVPL
Sp. passalidarum CBS 101557 XYL1.2p AIEDGLVKREDLFITSKLWNNFHD PKNVEKALDRTLADLQLDYVDLFLIBFPIAFKEVPL
Sp. passalidarum UFMG-CM-Y469 XYL1.2p AIEDGLVRRGDLEITSKLWNNFHDPKNVEKALDRTLADLQLDYVDLFLIEFPIAFREVEL
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Sp. passalidarum CBS 10155T XYL1.1lp EEKYPPGFYCGDGNNFHYENVPLLDTWKALEKLVQAGKIKSIGISNFPGALIYDLVRGAT
Sp. passalidarum UFMG-CM-Y469 XYLl.lp EEKYPPGFYCGDGDNFHYENVPLLDTWRALEKLVEAGKIKSIGISNFPGALIYDLVRGAT
Sp. arborariae UFMG-CM-Y352T XYLlp EEKYPPGFYCGDGDNFHYESVPLLD TWHKALEKLVHAGKIKSIGISNFPGALIYDLCRGAT
Sp. brasiliensis UFMG-CM-Y353T XYLlp EEKYPPGFYCGDGNNFHYENVPLLD THRALEKLVQAGKIKSIGISNFPGALIYDLVRGAT
Sp. xylofermentans UFMG-CM-Y478T XYL1lp EERYPPGFYCGDGNNFHYENVPLLDTWRALEKLVQAGKIRSIGISNFPGALIYDLVRGAT
Sp. suhii UFMG-CM-Y475% XYLlp EEKYPPGFYCGDGNNFHYENVPLLD THKALEKLVQAGKIKSIGISNFPGALIYDLVRGAT
Sp. roraimanensis UFMG-CM-Y477T XYLlp EEKYPPGFYCGDGDNFHYESVPLLDTWKALEKLVHAGKIKSIGISNFPGALIYDLCRGAT
Sc. stipitis CBS6054 XYLlp (N272D) EEKYPPGFYCGKGDNFDYEDVPILETWKALEKLVKAGKIRS IGVSNFPGALLLDLLRGAT
Sp. passalidarum CBS 101557 XYL1.2p EERYPPCFYCGDGDNFHYEDVPLLETWKALEALVKKGKIRSLGVSNFTGALLLDLLRGST
Sp. passalidarum UFMG-CM-Y469 XYL1.2p EERYPECFYCGDGDNFHYEDVPLLETHKALEALVKKGKIRSLGVSNETGALLLDLLRGAT
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Sp. passalidarum CBS 10155T XYL1.1lp IKPAVLQIEHHPYLQQPKLIEYVQRQCIAITAYSSFGPQSFLELNQNRALNTPTLFEHDT
5p. passalidarum UFMG-CM-Y469 XYL1.lp IKPAVLQIEHHPYLQQPKLIEYVQKQGIAITAYSSFGPQSFLELNQNRALNTPTLFEHDT
Sp. arborariae UFMG-CM-Y352T XYLlp IKPAVLQIEHHPYLQQPKLIEYVQKQGIAVTAYSSFGPQSFIELNQNRALNTPTLFEHDT
Sp. brasiliensis UFMG-CM-Y353T XYLlp IKPAVLQIEHHPYLQQPKLIEYVQKQGIAVTGYSSFGPQSFLELNQNRALNAPTLFEHET
Sp. xylofermentans UFMG-CM-Y478T XYL1lp IKPAVLQIEHHPYLQQPKLIEYVQKQGIAITAYSSFGPQSFLELNQNRALNTPTLFEHDT
Sp. suhii UFMG-CM-Y475%7 XYLlp IKPAVLQIEHHPYLQQPKLIEYVQRQGIAITAYS SFGPQSFLELNQNRALNTPTLFEHDT
Sp. roraimanensis UFMG-CM-Y4777 XYLlp IKPAVILQIEHHPYLQQPKLIEYVQKQGIAVTAYSSFGPQSFIELNQNRALNTPTLFEHDT
Sc. stipitis CBS6054 XYLlp (N272D) IKPSVLQVEHHPYLQQPRLIEFAQSRGIAVTAYSSFGPQSFVELNQGRALNT SPLFENET
Sp. passalidarum CBS 101557 XYL1.2p IKPAVLQVEHHPYLQQPRLIEFAQKQGLVVTAYS SFGPQSFTELNQNRANNT PRLFDHEV
Sp. passalidarum UFMG-CM-Y469 XYL1.2p IKPAVIQVEHHPYLQQPRLIEFAQRQGIVVTAYSSFCPQSFTELNQNRANNTPRLFDHEV
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Sp. passalidarum CBS 10155T XYL1.1lp IKSISTRLNKTPAQVLLRWATQRNIA PARLAQNLDVTSFDLTEEDFNAISALD
Sp. passalidarum UFMG-CM-Y469 XYL1.1lp IKRSISTRLNKTEAQVLLRWATQRNIA PARLAQNLDVTSFDLTEEDFNTISALD
Sp. arborariae UFMG-CM-Y352T XYL1p IKSIASRLNKSPAQVLLRWASQRGIA YNSPARLAENLDVTSFDLTDADFEAISKLD
Sp. brasiliensis UFMG-CM-Y353T XYLlp IKSISTRLNKTPAQVLLRWATQRNIA SNPARLAQNLDVTSFDLTEADFEAISALD
Sp. xylofermentans UFMG-CM-Y478T XYL1p IKSISTRLNKTEAQVLLRWATQRNIA PARLAQNLDVTSFDLTEEDFNAISALD
Sp. suhii UFMG-CM-Y475T XYLlp IKSISTRLNKTPAQVLLRWATQRNIA PARLAQNLDVTSFDLTEEDFNAISALD

Sp. roraimanensis UFMG-CM-Y477T XYL1p IKSIASRLNKSPAQVLLRWASQRGIA NS PARLAENLDVTSFDLTDADFEAISKLD
Sc. stipitis CBS6054 XYLlp (N272D) IKAIARKHGKS PAQVLLRWS SQRGIAIf
Sp. passalidarum CBS 101557 XYL1.2p IKKIAARRGRTPAQVILRWATQRNVVIf PKYDTPERLVENLAVEDFDLTEEDFKEIARLD

5p. passalidarum UFMG-CM-Y469 XYL1.2p IKKRIARRRGRTPAQVILRWATQRNVVIJIPKYDTPERLVENLAVEDFDLTEEDFREIAALD
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Sp. passalidarum CBS 101557 XYL1l.1lp INLRLNDEWI‘;WDNILHV
S5p. passalidarum UFMG-CM-Y469 XYL1.lp INLRENDEWDWDNIEIEFV
Sp. arborariae UFMG-CM-Y352T XYLlp INLRFNDPWDWDNIPIFV
Sp. brasiliensis UFMG-CM-Y353T XYLlp INLRFNDPWDWDNIEIFV
Sp. xylofermentans UFMG-CM-Y478T XYL1p INLRENDPWDWDNIPIFV
Sp. suhii UFMG-CM-Y475T XYLlp INLRFNDPWDWDNIEIFV
Sp. roraimanensis UFMG-CM-Y477T XYL1p INLRFNDPWDWDNIPIFV
Sc. stipitis CBS6054 XYLlp (N272D) INLRENDPWDWDKIPIFV
Sp. passalidarum CBS 101557 XYL1.2p ANLRFNDPWDWDHIPIFV

Sp. passalidarum UFMG-CM-Y469 XYL1.2p ANLRENDPWDWDHIPIFV
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