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Supplementary Table S1. The entire protein inventory identified in the blister fluid from burn injuries

Accession Unused Coverage 95% confident
Name S D F i
number Score (%) peptide

sw|P31946 14-3-3 protein beta/alpha v v v 8.61 47.97 13

sw|Q04917 14-3-3 protein eta X X Vv 2.54 19.11 7

sw|P31947 14-3-3 protein sigma v v v 38.19 74.6 29

tr| E7ZEX29 14-3-3 protein zeta/delta (Fragment) v v v 19.97 62.6 19

sw|Q99714 3-hydroxyacyl-CoA dehydrogenase type-2 v X X 1.72 4.6 1

tr|HOYB22 40S ribosomal protein S14 (Fragment) v X X 2 9.17 1

tr| AOAOC4DG1  40S ribosomal protein SA v v X 3.04 7 2

| \‘



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| MOR1K5 5-methylcytosine rRNA methyltransferase NSUN4 X v X 2 5.3 1

tr| F8VU65 60S acidic ribosomal protein PO (Fragment) X v Vv 1.7 17.41 3

sw|P05387 605 acidic ribosomal protein P2 v v v 4.01 24.35 2

sw|P30050  60S ribosomal protein L12 v v X 2 5.45 1

tr| ESRJH3 60S ribosomal protein L30 v X X 2 21.43 1

sw|P11021 78 kDa glucose-regulated protein v v v 16.18 22.48 10

sw|P60709  Actin, cytoplasmic 1 v v v 35.76 76 58

sw|P61160  Actin-related protein 2 v X X 2 3.05 1

sw|015143  Actin-related protein 2/3 complex subunit 1B v ox Vv 2.89 7.53 2




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| F8VR50 Actin-related protein 2/3 complex subunit 3 (Fragment) X v Vv 2 13.1 1

sw|P61158 Actin-related protein 3 X X Vv 2.15 7.42 2

tr| Q5TOR9 Adenylyl cyclase-associated protein (Fragment) X X Vv 2 4.96 1

sw|Q15848  Adiponectin v v v 2.86 12.3 2

sw|P43652  Afamin v v v 59.37 55.76 40

sw|P11766 Alcohol dehydrogenase class-3 X X Vv 2 2.14 1

sw|P02763  Alpha-1-acid glycoprotein 1 v v v 87.67 75.62 138

sw|P01011  Alpha-1-antichymotrypsin v v v 114.19 72.58 132



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P04217  Alpha-1B-glycoprotein v v v 92.11 70.71 102

sw|P02765  Alpha-2-HS-glycoprotein v v v 74.53 77.11 141

sw|P12814 Alpha-actinin-1 X X Vv 2.07 16.03 11

sw|P06733  Alpha-enolase v v v 28.57 54.61 19

sw|P01019  Angiotensinogen v v v 58.52 53.2 52

sw|P04083  Annexin Al v ox v 3.14 13.29 3

tr|D6RA82  Annexin A3 X X v 2 3.17 1

sw|P01008  Antithrombin-III v v v 87.02 65.73 84

tr[VOGYM3  Apolipoprotein A-ll v v v 52.17 60.9 83




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P04114  Apolipoprotein B-100 v v v 369.96 47.51 293

tr|K7ERI9 Apolipoprotein C-I (Fragment) v v v 13.09 53.25 14

sw|P05090  Apolipoprotein D v v v 26.21 44.97 26

sw|P02649  Apolipoprotein E v v v 46.16 72.56 35

sw|014791  Apolipoprotein L1 v v v 12.92 20.6 7

sw|P08519  Apolipoprotein(a) v v v 6.76 27.22 15

sw|Q8WzZ64  Arf-GAP with Rho-GAP domain, ANK repeat and PH domain-containing X v v 1.13 1.11 2
protein 2

sw|Q5FYA8 Arylsulfatase H X v X 0.5 1.25 1



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P25705 ATP synthase subunit alpha, mitochondrial v X X 2 2.89 2

sw|075882  Attractin v v v 10.63 4.41 7

sw|P02749 Beta-2-glycoprotein 1 v v v 81.1 70.14 90

sw|Q96KN2  Beta-Ala-His dipeptidase v v v 1.41 8.28 3

sw|P07738 Bisphosphoglycerate mutase X X Vv 1.06 4.63 1

sw|P80723 Brain acid soluble protein 1 X v v 8 32.16 5

sw|P20851  C4b-binding protein beta chain v v v 12 26.19 8

sw|P33151 Cadherin-5 v v v 14.6 12.12 9

tr|[HOY7A7 Calmodulin (Fragment) v v v 17.58 58.29 18




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q9NZT1  Calmodulin-like protein 5 v v v 28.07 76.71 42

tr| AOAOC4DGB  Calpastatin X v X 10 10.61 5

|

sw|Q8NET6 Carbohydrate sulfotransferase 13 v X X 0.83 411 1

tr| ESRHP7 Carbonic anhydrase 1 (Fragment) v ox v 14.94 49.8 20

sw|Q96lY4  Carboxypeptidase B2 v v v 9.21 16.08 5

sw|P15169  Carboxypeptidase N catalytic chain v v v 13.01 24.89 9

tr| AOAOCADFP  Cartilage acidic protein 1 v X X 5.86 5.49 4

|

sw|P31944 Caspase-14 v v v 10.02 35.95 7




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr|B4ADGU4 Catenin beta-1 X x Vv 0.76 1.55 1

sw|P07858 Cathepsin B X X Vv 2 5.31 1

sw|060911  Cathepsin L2 X X v 2.01 3.59 1

tr[HOYDW?7  CD44 antigen (Fragment) X X Vv 2 12.92 3

sw|P29373 Cellular retinoic acid-binding protein 2 X X Vv 2 6.52 1

sw| 000299 Chloride intracellular channel protein 1 X X Vv 1.36 4,98 1

sw|Q9P2M7  Cingulin X X v 2.01 0.5 1

sw|P00740  Coagulation factor IX v v v 5.47 9.54 4



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P00742  Coagulation factor X v v v 4.69 6.97 3

sw|P00748  Coagulation factor XII v v v 27.27 38.21 23

sw|P05160  Coagulation factor Xlll B chain v v v 8.67 12.86 6

tr| E9PKB1 Coiled-coil domain-containing protein 15 v X X 0.7 1.46 1

sw|P02461  Collagen alpha-1(lll) chain v v v 22.82 18.01 20

sw|Q9UMD9  Collagen alpha-1(XVII) chain X X Vv 0.87 0.87 1

tr| EZENL6 Collagen alpha-3(VI) chain X X Vv 7.02 2.88 5

tr| X6RLIO Complement C1q subcomponent subunit A (Fragment) X v Vv 6 15.91 6

sw|P02747  Complement Clq subcomponent subunit C v v v 8.48 25.31 7




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q9NZP8  Complement C1r subcomponent-like protein v v v 9.47 23.82 10

sw|P06681  Complement C2 v v v 9.85 31.91 23

sw|POCOL4  Complement C4-A v v v 206.44 71.16 196

sw|P01031  Complement C5 v v v 105.27 43.2 65

sw|P10643  Complement component C7 v v v 50.4 48.16 31

sw|P07358  Complement component C8 beta chain v v v 49.76 53.3 29

sw|P07360 Complement component C8 gamma chain (Fragment) X v X 12 40.1 8

tr| K7ERG9 Complement factor D v v v 10.05 27.31 5



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q03591  Complement factor H-related protein 1 v v v 4.61 59.09 28

sw| Q92496 Complement factor H-related protein 4 v X X 3.21 5.02 2

tr| G8JILG2 Corneodesmosin v X X 1.14 3.4 2

sw|P31146  Coronin-1A v v v 2.98 4.34 2

sw|P02741  C-reactive protein v v v 16.98 29.02 15

sw|P01040  Cystatin-A v v X 6.1 39.8 3

sw|P01034  Cystatin-C v v v 8 31.51 6

tr[J3KPAL Cysteine-rich secretory protein 3 v v v 2.05 3.26 1

tr| C9JFR7 Cytochrome c (Fragment) v v v 4.03 21.78 2




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr|J3KQ18 D-dopachrome decarboxylase X X Vv 2.08 9.09 1

sw|P13716 Delta-aminolevulinic acid dehydratase v X X 2 3.03 1

sw|Q6E0U4 Dermokine X X Vv 0.93 5.67 3

sw|Q14574 Desmocollin-3 v X X 1.59 4.13 3

sw|Q14126  Desmoglein-2 X v X 4 1.79 2

tr|13L112 Diacylglycerol kinase (Fragment) X X Vv 2 1.32 1

sw|Q9BPU6 Dihydropyrimidinase-related protein 5 v X X 0.51 1.24 1

sw|P78527 DNA-dependent protein kinase catalytic subunit v v X 2 0.31 2



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q5VZB9 Doublesex- and mab-3-related transcription factor Al X v X 0.86 1.39 1

tr|HOY612 E3 ubiquitin-protein ligase TRIM33 (Fragment) X X Vv 2 1.01 1

sw|Q12805 EGF-containing fibulin-like extracellular matrix protein 1 X X Vv 11.79 17.65 7

sw|P68104 Elongation factor 1-alpha 1 X X Vv 2.03 28.57 14

sw|P49411 Elongation factor Tu, mitochondrial X X Vv 1.8 1.55 1

tr| EZEMS2 Epididymal secretory protein E1 X X Vv 2.63 194 2

sw|Q13347 Eukaryotic translation initiation factor 3 subunit | v X X 0.66 2.77 1

sw|Q16610  Extracellular matrix protein 1 v v v 8.74 16.3 7

tr| E7EQR4 Ezrin X v X 4.32 6.66 4




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| FSW9N7 F-actin-capping protein subunit alpha-2 X X Vv 0.88 16.09 2

sw|Q5SYBO FERM and PDZ domain-containing protein 1 X v X 2.49 0.51 1

sw|P02792 Ferritin light chain X X Vv 2.77 12.57 2

sw|P02671 Fibrinogen alpha chain v v v 117.04 59.7 121

sw|P02679 Fibrinogen gamma chain v v v 108.8 76.38 111

sw|P02751 Fibronectin X v v 149.67 45.68 96

sw|Q15485  Ficolin-2 X v v 2.19 10.86 2

sw|P20930  Filaggrin v v v 48.4 21.37 31



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| Q60FES5 Filamin A X x Vv 8.3 4.47 7

sw|P30043 Flavin reductase (NADPH) X X Vv 5.6 18.45 4

sw|P04075 Fructose-bisphosphate aldolase A v ox v 17.88 47.8 20

tr|G3V3R6 Galectin X v X 4.02 14.16 3

sw|Q08380  Galectin-3-binding protein v ox v 8.49 14.53 5

sw| Q92820 Gamma-glutamyl hydrolase X X Vv 2.02 4.72 1

sw|P06396  Gelsolin v v v 81.06 61.13 60

tr| ADAOAOMTS  Glucose-6-phosphate isomerase (Fragment) X X Vv 8.78 14.14 6

|

tr| AOA087X1J7  Glutathione peroxidase v v v 9.04 32.44 6




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P00390 Glutathione reductase, mitochondrial X v X 0.85 2.3 1

sw|P09211  Glutathione S-transferase P v v v 11.37 35.71 7

sw|P04406  Glyceraldehyde-3-phosphate dehydrogenase v v v 33.56 56.42 20

tr| F6TLX2 Glyoxalase domain-containing protein 4 X X Vv 0.97 2.59 1

tr| FSHOS8 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-3 v X X 2 3.79 1
(Fragment)

sw|P00739  Haptoglobin-related protein v v v 5.07 65.23 120

tr|Q32Q12 HCG2001850, isoform CRA_a v v v 4.22 15.07 3

tr| ADAO75B6K  HCG2043239 (Fragment) v v v 14.43 65.22 12
5




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P34931 Heat shock 70 kDa protein 1-like X v X 5.32 8.58 5

sw|P04792 Heat shock protein beta-1 v v v 11.14 47.32 7

sw|Q9Y524 Heme-binding protein 2 X X Vv 2.11 13.17 3

sw|P68871 Hemoglobin subunit beta v v v 84.92 97.96 245

sw|P69891 Hemoglobin subunit gamma-1 X X Vv 7.85 52.38 24

sw|P02790  Hemopexin v v v 162.5 82.25 242

sw|Q04756  Hepatocyte growth factor activator v v v 8.15 14.05 7

sw|P51858 Hepatoma-derived growth factor v X X 0.7 4.17 1



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr|HOYA96 Heterogeneous nuclear ribonucleoprotein DO (Fragment) X X Vv 2.2 11.43 2

sw|P61978 Heterogeneous nuclear ribonucleoprotein K X X Vv 2 1.94 1

sw|P22626 Heterogeneous nuclear ribonucleoproteins A2/B1 X v Vv 2.22 5.95 2

sw|P26583 High mobility group protein B2 X X Vv 4.5 11.48 3

sw|P04196 Histidine-rich glycoprotein v v v 61.26 57.33 49

sw|P16403 Histone H1.2 v v X 10 23.47 8

sw|P10412  Histone H1.4 v X X 10.02 24.2 8

tr|C9JOD1 Histone H2A v v X 2 7.38 1

sw|Q99878  Histone H2A type 1-J X X Vv 3.91 50 14




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q16777  Histone H2A type 2-C X X v 1293 62.79 15

sw|P58876  Histone H2B type 1-D v X X 11.78 46.83 21

sw|Q99879  Histone H2B type 1-M v v v 13.48 46.83 21

sw|Q8N257 Histone H2B type 3-B v X X 4.85 35.71 11

sw|P68431 Histone H3.1 v ox v 8.23 52.94 9

sw|Q71DI3  Histone H3.2 X X Vv 8.07 53.68 11

sw|P62805  Histone H4 v v v 17.4 54.37 23

sw|Q14520  Hyaluronan-binding protein 2 v v v 11.16 14.64 7



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P01877 Ig alpha-2 chain C region v ox Vv 2.03 49.12 36

tr| AGAOAOMSO

Ig delta chain C region (Fragment) X 4.01 5.81 2

sw|P01859 Ig gamma-2 chain C region v v v 20.15 79.14 233

sw|P01861 Ig gamma-4 chain C region v v v 21.49 80.43 225

sw|P01760 Ig heavy chain V-l region W v ox v 2 18.55 26

sw|P01767 Ig heavy chain V-lIl region BUT v v v 2.97 56.52 31

sw|P01771 Ig heavy chain V-l region HIL X X Vv 2.42 37.19 13

sw|P01780 Ig heavy chain V-IIl region JON X v Vv 2 32.17 11




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P01762 Ig heavy chain V-Ill region TRO v X X 6.97 45.08 22

sw|P01764  Ig heavy chain V-IIl region VH26 v ox Vv 2 50.43 28

tr| AOA087X130 Ig kappa chain C region v v v 23.57 67.1 122

sw|P01596 Ig kappa chain V-I region CAR X v X 2 37.38 23

sw|P01602 Ig kappa chain V-1 region HK102 (Fragment) v v v 4.69 49.57 29

sw|P01613 Ig kappa chain V-I region Ni X v X 4.01 33.04 10

sw|P01609 Ig kappa chain V-I region Scw v v v 9.65 46.3 23

sw|P06310 Ig kappa chain V-l region RPMI 6410 v X X 4.14 33.08 11



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P04206 Ig kappa chain V-IIl region G X v X 2 59.63 28

sw|P01621 Ig kappa chain V-IIl region NG9 (Fragment) X X Vv 3.19 27 4

sw|P06313 Ig kappa chain V-1V region I v v v 10.01 41.35 19

sw|P01701 Ig lambda chain V-I region NEW X X Vv 2 41.44 6

sw|P01707 Ig lambda chain V-Il region TR X X Vv 2.01 33.33 5

sw|P01714  Iglambda chain V-IIl region SH v v v 8.42 47.22 10

sw|P0CG06 Ig lambda-3 chain C regions v X X 21.31 93.4 96

tr| AOAOS7WYJ g mu chain C region v v v 44.68 43.91 64

|



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P01591 Immunoglobulin J chain v v v 21.59 46.54 24

tr| AOAOS7WYR  Immunoglobulin lambda-like polypeptide 5 v v v 31.67 60.43 91

|

tr| A6GXNDO Insulin-like growth factor binding protein 3 X X Vv 2.87 14.81 3

sw|P17936 Insulin-like growth factor-binding protein 3 v v v 8.05 18.21 5

sw|P35858 Insulin-like growth factor-binding protein complex acid labile subunit v v v 30.14 32.4 15

sw|P19823 Inter-alpha-trypsin inhibitor heavy chain H2 v v v 76.8 45.14 72

sw|Q14624 Inter-alpha-trypsin inhibitor heavy chain H4 v v v 121.77 67.53 99

tr|J3QRT5 Intercellular adhesion molecule 2 v v X 2.07 6.37 1

sw|P03956 Interstitial collagenase v v v 21.74 31.98 14




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|075874 Isocitrate dehydrogenase [NADP] cytoplasmic v X X 2 3.14 1

sw|P02751-10 Isoform 10 of Fibronectin v X X 120.32 49.54 95

sw|Q6E0U4-16 Isoform 16 of Dermokine v v v 4.01 5.81 3

sw|P59998-2  Isoform 2 of Actin-related protein 2/3 complex subunit 4 v X X 2.7 5.44 3

sw|014791-2  Isoform 2 of Apolipoprotein L1 v v X 10.26 19.81 7

sw|P43251-2  Isoform 2 of Biotinidase v v v 7.33 13.76 6

sw|P10909-2  Isoform 2 of Clusterin v v X 79.11 50.1 94

sw|P78527-2  Isoform 2 of DNA-dependent protein kinase catalytic subunit X X Vv 0.88 0.32 2



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q9Y5Z4-2 Isoform 2 of Heme-binding protein 2 X v X 6.03 14.67 3

sw|P35858-2  Isoform 2 of Insulin-like growth factor-binding protein complex acid labile X v Vv 15.98 30.48 15
subunit

sw|P14151-2  Isoform 2 of L-selectin v v X 6.57 11.69 4

sw|Q86VB7-2 Isoform 2 of Scavenger receptor cysteine-rich type 1 protein M130 X X Vv 2.52 3.36 3

sw|P04278-2  Isoform 2 of Sex hormone-binding globulin v X X 2.14 13.54 4

sw|P29401-2  Isoform 2 of Transketolase X v X 1.68 22.03 17

sw|P67936-2  Isoform 2 of Tropomyosin alpha-4 chain v voX 6.39 59.15 23

sw|Q02487-2  Isoform 2B of Desmocollin-2 X X v 2 1.77 1

sw|P43251-3  Isoform 3 of Biotinidase X X v 8.74 13.76 6




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P00338-3  Isoform 3 of L-lactate dehydrogenase A chain v v X 18.04 50.42 18

sw|P55327-3  Isoform 3 of Tumor protein D52 X v X 3.65 9.68 2

sw|Q14574-2  Isoform 3B of Desmocollin-3 X X Vv 4.95 4.41 3

sw|P48740-4 Isoform 4 of Mannan-binding lectin serine protease 1 X v Vv 8 7.15 4

sw|P35030-4  Isoform 4 of Trypsin-3 v v X 8.68 17.24 8

sw|Q08499-6  Isoform 5 of cAMP-specific 3',5'-cyclic phosphodiesterase 4D v v v 2.01 1.07 4

sw|Q15063-5 Isoform 5 of Periostin X X v 19.19 21.01 11

sw|P06753-5 Isoform 5 of Tropomyosin alpha-3 chain v X X 4.79 62.5 23



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q15149-7 Isoform 7 of Plectin X v X 11.71 2.33 11

sw|Q15149-8 Isoform 8 of Plectin v X X 2.02 2.32 11

sw|P02751-9  Isoform 9 of Fibronectin v v X 22.93 43.13 75

sw|P15924-3  Isoform DSPla of Desmoplakin v ox v 9.03 2.02 6

sw|P05164-3  Isoform H7 of Myeloperoxidase X X Vv 1.75 37.19 23

sw|P01042-2  Isoform LMW of Kininogen-1 v v v 107.08 78.69 135

sw|Q08499-7 Isoform N3 of cAMP-specific 3',5'-cyclic phosphodiesterase 4D X v v 2 3.72 4

tr|B7ZKJ8 ITIH4 protein v v v 75.41 65.99 98

sw|043240  Kallikrein-10 v ox v 8.01 15.94 4




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw| Q92876 Kallikrein-6 X v v 12.76 44.26 7

sw|P29622 Kallistatin v v v 21.23 35.13 14

sw|P13646 Keratin, type | cytoskeletal 13 v X X 1.7 22.71 42

sw|P19012 Keratin, type | cytoskeletal 15 X v X 2.06 21.49 25

sw|Q04695  Keratin, type | cytoskeletal 17 v v v 11.62 47.22 42

sw|P04264  Keratin, type Il cytoskeletal 1 v v v 116.13 70.96 210

sw|P35908 Keratin, type Il cytoskeletal 2 epidermal v v v 67.86 73.08 144

sw|P13647 Keratin, type Il cytoskeletal 5 v v v 31.26 47.63 68



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P04259 Keratin, type Il cytoskeletal 6B X X Vv 5.17 56.56 67

sw|Q8N1N4  Keratin, type Il cytoskeletal 78 X v Vv 2.37 8.27 21

sw|P01042 Kininogen-1 v v v 4.94 51.55 116

tr|E7ER44 Lactotransferrin v v v 58.38 45.76 55

sw|P20700  Lamin-B1 v v X 2 3.24 2

sw|P02750  Leucine-rich alpha-2-glycoprotein v v v 42.28 64.27 46

sw|P09960 Leukotriene A-4 hydrolase X X v 1.36 5.07 2

tr| G3XAP5 L-lactate dehydrogenase X X Vv 2 4,98 1

sw|P07195 L-lactate dehydrogenase B chain v v v 3.85 22.46 6




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| MOMMLO Low affinity immunoglobulin gamma Fc region receptor IlI-A X v X 4 7.24 2

sw|P14151 L-selectin v v v 6.02 12.1 4

sw|095274  Ly6/PLAUR domain-containing protein 3 v v v 5.07 11.27 3

sw|Q12912 Lymphoid-restricted membrane protein X v X 2 1.44 2

sw|P61626 Lysozyme C v v v 6.79 35.14 5

sw|P40121 Macrophage-capping protein X X Vv 1.61 5.46 2

sw|P40925 Malate dehydrogenase, cytoplasmic v v v 9.7 22.75 6

sw|P48740  Mannan-binding lectin serine protease 1 v v X 2.08 3.72 2



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P11226 Mannose-binding protein C v v v 2.01 3.63 1

sw|P01033 Metalloproteinase inhibitor 1 v v v 6.24 23.19 3

tr| EZEVAQ Microtubule-associated protein X v X 6.08 1.79 3

sw|P26038 Moesin v ox v 14.76 20.28 12

tr|F8VV13 Mucin-like protein 1 X v X 2 10.59 1

sw|P05164  Myeloperoxidase v v v 37.91 38.79 23

sw|P35579 Myosin-9 X X Vv 4.95 2.65 4

sw|Q86U44 N6-adenosine-methyltransferase 70 kDa subunit v X X 1.59 1.38 1

tr|H7C2G2 NAD(P)(+)--arginine ADP-ribosyltransferase (Fragment) X X v 0.68 2.56 1




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| AOAO87WX7  Neural cell adhesion molecule 1 v v X 6 3.73 3

|

sw|Q09666  Neuroblast differentiation-associated protein AHNAK v v v 24.03 12.99 19

sw|P59666 Neutrophil defensin 3 v v v 5.83 20.21 3

tr| X6R8F3 Neutrophil gelatinase-associated lipocalin v v v 8.17 44 6

sw|Q99784  Noelin v X X 1.19 2.27 1

sw|P10153 Non-secretory ribonuclease X X v 2 9.32 1

sw|P19338 Nucleolin v v v 7.03 4.79 4

sw|P10451 Osteopontin X X v 1.07 19.11 6




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P00995 Pancreatic secretory trypsin inhibitor X X Vv 1.85 10.13 1

tr| FSGXR3 Parathymosin X X Vv 131 10.58 1

sw|Q6UXB8  Peptidase inhibitor 16 v v v 13.18 20.95 9

sw|P62937 Peptidyl-prolyl cis-trans isomerase A v v v 16.87 50.3 11

sw| Q00688 Peptidyl-prolyl cis-trans isomerase FKBP3 v X X 1.72 3.57 1

sw|Q06830  Peroxiredoxin-1 v v v 22.13 55.78 15

sw|P32119  Peroxiredoxin-2 v v v 12.21 42.42 11

tr|[HOYCQ3 Phosphatidate phosphatase PPAPDC1B (Fragment) v X X 2 2.86 1



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P30086 Phosphatidylethanolamine-binding protein 1 v v v 6.09 20.32 3

sw|P00558 Phosphoglycerate kinase 1 v v v 16.74 28.78 9

sw|P15259 Phosphoglycerate mutase 2 X v X 3.17 9.88 2

sw|P36955 Pigment epithelium-derived factor v v v 32.46 49.76 24

tr|[HOYAC1 Plasma kallikrein (Fragment) v v v 51.25 40.82 30

sw|P05154  Plasma serine protease inhibitor v v v 3.87 9.61 5

sw|P13796  Plastin-2 v v v 32.79 41.79 18

sw|P10720 Platelet factor 4 variant X X Vv 4 23.08 2

tr| Q96C32 Polyubiquitin-C X X Vv 2.74 44.59 4




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P02545 Prelamin-A/C v v v 25.05 27.26 16

sw|P07737 Profilin-1 v v v 9.92 60 6

sw|Q9ULL5 Proline-rich protein 12 X v X 2 0.66 1

tr|C9JIZ6 Prosaposin X X Vv 2.86 3.23 2

tr|G3Vv527 Proteasome subunit alpha type X v X 1.32 4.76 1

tr|HOYN18 Proteasome subunit alpha type-4 v X X 2 3.48 1

sw|014818  Proteasome subunit alpha type-7 v ox v 2.63 8.87 2

sw|P28074  Proteasome subunit beta type-5 v ox Vv 6 12.93 3



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P28065 Proteasome subunit beta type-9 v X X 2.02 4.57 1

sw|P02760  Protein AMBP v v v 37.5 53.41 39

tr|K7ER74 Protein APOC4-APOC2 v v v 10 40.45 7

tr| K7ZELWO Protein deglycase DJ-1 v X X 0.52 8.28 2

sw|P30101 Protein disulfide-isomerase A3 X X Vv 5.42 11.49 5

tr| AOAOC4ADH3  Protein IGHV1-18 (Fragment) v v X 16 55.56 30

|

tr| AOAOB4J1V4  Protein IGHV1-46 (Fragment) v v v 3.62 51.28 30

tr| AOAOB4J2HO Protein IGHV1-69-2 (Fragment) v v v 4.08 59.83 30



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| AOAOC4DH4  Protein IGHV2-70 (Fragment) v X X 2 12.61 3

tr| AOAOB4J1VO  Protein IGHV3-15 (Fragment) v v v 9.1 78.99 31

tr| AOAOB4J1V3 Protein IGHV3-33 (Fragment) X v X 2.68 64.1 48

tr| AOAOAOMS1  Protein IGHV3-49 (Fragment) v v v 13.34 62.18 19

| u.l

tr| AOAOB4J1V6  Protein IGHV3-73 (Fragment) v ox v 6.15 73.11 18

tr| AOAOC4ADH3  Protein IGHV4-28 (Fragment) v o voX 1.71 44.44 11

|

tr| AOAOAOMS1  Protein IGHV4-34 (Fragment) X v X 8.07 33.33 16
2




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| AOAOC4ADH3  Protein IGHVS-51 (Fragment) v v v 9.51 52.99 30

tr|AOAOB4J124  Protein IGKV1-17 (Fragment) v v v 8.16 52.14 32

tr| AOA075B6S5 Protein IGKV1-27 (Fragment) X X Vv 412 39.32 34

tr| AOAOB4J127  Protein IGKV1-39 (Fragment) v v X 10 49.57 39

tr| AOAOCADH6  Protein IGKV1-9 (Fragment) X X v 2 49.57 19

tr| AOAOCADH6  Protein IGKV2-24 (Fragment) v X X 0.34 38.33 5

8



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| ADA087X0Q  Protein IGKV2-40 v v X 6.74 59.62 13

tr| AOAO87XOP  Protein IGKV2D-29 v v v 2.1 39.22 9

tr|AOAOS87WZ  Protein IGKV3-11 v v v 39.13 76.39 122

tr|AOAOB4J126  Protein IGKV3-20 (Fragment) X v Vv 8.02 75.86 47

tr| AOAOC4ADH2  Protein IGKV6-21 (Fragment) v ox v 4 42.98 4

|

tr| AOAO75B614  Protein IGLV10-54 (Fragment) X 4 17.95 2

tr|AOAOB4J1U1 Protein IGLV1-44 (Fragment) v voX 3.64 52.99 12




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| ADAO75B616  Protein IGLV1-50 (Fragment) X X v 1.82 41.53 8

tr| AOAO75B6K  Protein IGLV2-11 (Fragment) v v v 2.16 39.5 8

|

tr| AOAO75B6J8  Protein IGLV3-19 (Fragment) v v v 7.26 52.68 9

tr| AOAO75B6J4  Protein IGLV3-25 (Fragment) v v v 9.7 53.57 10

tr| AOAO75B6H  Protein IGLV4-69 (Fragment) v v X 3.51 37.82 3

|

tr| AOAOB4J1U2  Protein IGLV7-43 (Fragment) v v v 3.69 21.37 3

tr| ADAO75B6I0  Protein IGLV8-61 (Fragment) v v v 4 20.49 4



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|Q9BUN1 Protein MENT v X X 1.48 4.4 2

tr| G5E9F8 Protein S (Alpha), isoform CRA_b v X X 0.35 8.99 4

sw|P31949 Protein S100-A11 v v v 4.88 32.38 3

sw|Q96FQ6 Protein S100-A16 X v X 2.99 22.33 2

sw|P26447 Protein S100-A4 X X Vv 1.74 19.8 2

sw|P31151 Protein S100-A7 v ox v 6.57 34.65 4

sw|P05109  Protein $100-A8 v v v 19.18 75.27 22

sw|P25815 Protein S100-P X v v 4 24.21 2

tr| AOAOCADFV  Protein SET v v X 2 3.76 1
9




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| AOAO75B6Z2 Protein TRAI56 (Fragment) v v v 2 38.1 4

sw|Q08188 Protein-glutamine gamma-glutamyltransferase E v X X 1.45 2.74 2

tr|B82zQ6 Prothymosin alpha v v X 4.1 22.43 3

sw|A6NMY6 Putative annexin A2-like protein X X Vv 7.19 10.91 4

sw|Q5VSP4 Putative lipocalin 1-like protein 1 v X X 2 6.79 2

tr| AOA096LP77 Putative trypsin-6 X X Vv 22 24.14 43

sw|P14618  Pyruvate kinase PKM v v v 28.76 39.36 15

tr| FeWQW2 Ran-specific GTPase-activating protein X v X 0.97 3.24 1



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|P61026 Ras-related protein Rab-10 v X X 2.08 11.5 2

tr|Q5VY30 Retinol binding protein 4, plasma, isoform CRA_b v v v 20.03 73.37 19

sw|A6NKG5 Retrotransposon-like protein 1 v X X 2 0.44 1

sw|P52566 Rho GDP-dissociation inhibitor 2 v X X 1.55 10.45 2

sw|Q96PE2 Rho guanine nucleotide exchange factor 17 v X X 2 0.39 2

sw|P34096 Ribonuclease 4 v ox v 4.13 16.33 2

tr| C9JHRS Scavenger receptor cysteine-rich type 1 protein M130 v X X 1.89 3.38 3

sw|Q13103  Secreted phosphoprotein 24 v v X 2.03 5.69 1

tr| D6REX5 Selenoprotein P (Fragment) v v v 6.29 12.58 4




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr|13L3D7 Serine protease 33 (Fragment) v X X 0.58 2.97 1

sw|P02787  Serotransferrin v v v 256.5 87.68 586

tr|HOY5H9 Serpin B4 (Fragment) X v X 2.05 10.24 3

sw|P02768  Serum albumin v v v 386.02 93.6 930

sw|PODJI8 Serum amyloid A-1 protein v v v 17.4 66.39 13

sw|P02743  Serum amyloid P-component v v v 16.17 33.18 10

tr|BOFWH6 Sex hormone binding globulin (Fragment) X X v 2 10.68 1

tr| AOAOCADGN  Sex hormone-binding globulin (Fragment) v X X 4.52 15 4

|



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

sw|A6NMB1  Sialic acid-binding Ig-like lectin 16 v v X 0.66 1.46 1

sw|Q5T750  Skin-specific protein 32 v v v 2 3.2 1

tr|ABMUA9  SMT3 suppressor of mif two 3 homolog 3 (Yeast), isoform CRA_d v v v 2 8.89 1

tr|M0QzQ3 Spectrin beta chain, non-erythrocytic 4 v X X 2.54 0.85 2

sw|P08254  Stromelysin-1 X X Vv 14.08 18.24 9

sw|P00441  Superoxide dismutase [Cu-Zn] v v v 2.14 9.09 1

sw|P18827  Syndecan-1 X X Vv 2 5.48 1

sw|Q9Y490 Talin-1 X X v 4.68 2.13 3



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| E9PCA1 T-complex protein 1 subunit epsilon v X X 2.39 3.27 2

tr| D6RFY8 T-complex protein 11 homolog v v X 2 14.86 2

sw|P05452  Tetranectin v v v 24 68.32 18

sw|P10599  Thioredoxin v v v 9.23 42.86 6

sw|P07996  Thrombospondin-1 X v Vv 10.31 5.98 5

sw|P19971 Thymidine phosphorylase X X Vv 2 3.11 1

tr| AOAOAOMR  Titin v v v 2.01 0.08 8
A3

tr| AOA024RAC  Transcription elongation factor B (Slll), polypeptide 3 (110kDa, elongin A), v X X 1.51 1.04 2
6 isoform CRA_a



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| AOAO87X0R  Transducin-like enhancer protein 6 v X X 1.37 3.13 1

|

sw|Q15582 Transforming growth factor-beta-induced protein ig-h3 v ox Vv 27.68 37.04 20

tr| X6RIP6 Transgelin-2 (Fragment) v v v 10 29.41 6

sw|P29401  Transketolase v v v 27.54 22.31 17

sw|Q66K66 Transmembrane protein 198 v X X 2.01 2.5 4

sw|P02766  Transthyretin v v v 34.3 79.59 51

sw|Q14134 Tripartite motif-containing protein 29 v X X 3.82 34 2

tr| AOAO87WW  Tropomyosin alpha-3 chain X v X 1.51 65.64 23
us



Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr| E7EQ64 Trypsin-1 v v v 2 22.22 38

sw|Q71U36  Tubulin alpha-1A chain v v X 19.41 30.16 11

sw|Q6PEY2 Tubulin alpha-3E chain X X Vv 1.77 3.56 1

sw|P68371 Tubulin beta-4B chain v X X 17.87 28.09 11

sw|Q9BW30  Tubulin polymerization-promoting protein family member 3 v X X 6.63 21.59 4

sw|B5MCY1 Tudor domain-containing protein 15 X v X 1.38 0.41 1

sw|P62310 U6 snRNA-associated Sm-like protein LSm3 X v v 2.02 11.76 1

tr|J3KR44 Ubiquitin thioesterase v X X 0.61 3.31 1

sw|P62987 Ubiquitin-60S ribosomal protein L40 v v v 6 26.56 4




Accession Unused Coverage 95% confident
Name S D F X
number Score (%) peptide

tr|Q5QPP4 UDP-glucose 4-epimerase (Fragment) v v X 2 3.35 1

sw|Q68DL7  Uncharacterized protein C180rf63 v v v 2 1.02 1

tr| FSGXR6 Unconventional myosin-XVlllb v X X 0.47 0.43 1

sw|P19320  Vascular cell adhesion protein 1 v v v 12 8.39 6

tr| D6RGZ6 Versican core protein (Fragment) v X X 4,72 3.95 3

sw|P18206  Vinculin X X Vv 4.29 3.79 3

tr| EZEND6 Vitamin K-dependent protein C v X X 4.23 8.28 3

sw|P04004  Vitronectin v v v 43.99 61.3 45



Accession Name Unused Coverage 95% confident
number Score (%) peptide
sw| 075083 WD repeat-containing protein 1 1.78 2.31 1
sw|P12955 Xaa-Pro dipeptidase 2 2.03 1
sw|Q9NQz6 Zinc finger C4H2 domain-containing protein 2 3.13 2
sw|P25311 Zinc-alpha-2-glycoprotein 69.18 69.8 73




