
Figure S1. Mathematical modeling to identify stage of meiosis affected by TAO3 causal allele. Log of parameters 
(y-axis) calculated according to the equation shown by studying the proportion of yeast cells entering various stages 
durig meiosis in SK1, T and S strain (x-axis). See methods for details. In the equation shown above the figure, X1 is 
proportion of cells in 1-nucleus active stage, X2 in 2-nuclei active stage, X4 in 4-nuclei active stage, Y1 is proportion of 
cells in 1-nucleus inactive stage, Y2 in 2-nucleus inactive stage.
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