< FVEG 03165
2 LT B GCGAATGACCTGGGGAGCCATAATCGC®CATCCGCGTCGATTTGCAGTGGTACTTGGTAGTGAGGTCAAGHNAY
2T B GCGAATGACCTGGGGAGCCATAATCGCEC 29

Fv999 AGTGCAAGTGGGCCTTAARATCGCT™ IGGGTTTCCGCAACTCAACTTAGCTTCAACAAGCTNEAY
Fv149 CTHNe Tk TikClelel 47

Fv999 TTAATGGAGGAAGGHK TC : AAD S gCCATCTTCTGTCTTCTGTTTAR NN
TrAezC ANy

Fv149 CigiGTeCG G 73

Fv999 CTTTCTTCCTTACACACAATTCCATCAATCCACTACACAATTCCATCAATCCACTACACAATTCCATCAA AN
Fv149 73

Fv999 TCCACTACACAAACACAAGTTGTCTATCAAGAAATCATCTCTCATTCTATCTCCCAGATCACCAATCAATESK]
Fv149 73

Fv999 ACAGCCATGTCTACCAACTCAGACACCHETG ook ITITCCTCCACCTTTCATCAGATGATCTT®) 420
Fv149 TGehy T Al 91
Fv999 ETTEAT CAGCCTATTTACACTATGCTG CE?ATEETCAAGW : M 490
Fv149 GC CGGSE ANC CTG NenCcRele! EGGGGAHH A 138
Fv999 e AGGC G c] c AAR $GGACATGGAAGTCGATATCCATTC TSN
Fv149 AT ACTT TTINeT INGOUNA A AGTCCINGGE GAA 183
—il

Fv999 CAAGACTAGR GALey. Ve AT upy Tae T ®CERGGACATGGTTAGTTCGTTCTCTAGAATECELN
Fv149 T HEAGAAGA CCIyCTHT G 209
Fv999 GAATAATTNT‘TGCTAATACCAAGACAGATTCAAGACTTTCTTTACGCTCATTCCCATGTCGGGCTGGAC 700
Fv149 TcEc-TGCT eXe 001
i T - B C T TTGAAGAGGCGATCGTGACAAACGCCGAGGCGRITGGTTGGETGCGCTGATGGAGGTGGTGGAGAGATGIRAAY
i V- BC T TTGAAGAGGCGATCGTGACAAACGCCGAGGCGETGGTTGGITGCGCTGATGCGAGGTGGTGGAGAGA TCIEAH
Fv999 oA TATEGGCGTGGTTGGAGGTGAGGGACAGTAAATINTGGGCACTGTACCCTACCTGAGTACTAIGSC TGRELA
Fvl49 WA TATIGGCGTGGTTGGAGGTGAGGGACAGTAAATITGGGCACTGTACCCTACCTGAGTACTAMGINC TGIEIN
Fv999 \CleCAGTATT®ATATGGACATGCACTCANTCTTGTACGTCATGATAAGTCCATCCATCATATCATAGACTIRHAS)
Fv149 ACH\CAGTATTHATATGGACATGCACTCAETCTTGTACGTCATGATAAGTCCATCCATCATATCAT), 426
Fv999 ACCCCGCCATGARCTGGAETGCTTGHCTCTATCTCGGCGGCTTTHATCCCAATACGAAANT ETTIATCTC iRt
Fv149 A CCCCGCCATGACTGGANTGCTTGECTCTATCTCGGCGGCTTTEATCCCAATACGAAAT ST TETCTC LTS
Fv999 AGGTTTTCGTTTATCASAATCINCCATGTISACAGATCATTTATGCAAGTCATAAATCTAACATINAAATCAA NN
Fvl49 AGGTTTTCGTTTATCAEAR CCATGT®ACAGATCATTTATGCAAGTCATAAATCTAACATEAARTCAANMTAS
i I BT TG T TTGTTGCCTATCGCTATGCGTACTCCATAATCCETCCGAAATCGCAGCCIETTCAATTTACAGCAGHRREAY
Fvl49 TTGTTTGTTGCCTATCGCTATGCGTACTCCATAATCCHTCCGAAATC CAGCCMeTTCAATTTACAGCAGHIEE]
Fv999 AIGGT@TCA CCACACCCACCATCAATAATTGT®GCGTGTTTCTA ¥ 11383
Fvl49 TCAGTCACCACACCCACCATCAATAATTGTIMGCGTGTTHRCTEA ¥\ 704
i I-I- BT GC TAAGCCATTCGCCATGITCTGATGTTTAGTGTACAAMCTTTGCATCTACTCACTTCTAGATC TCGTCNEEE]
i ¥ BT GCTAAGCCATTCGCCATGETCTGATGT TTAGTGTACAANCTTTGCATCTACTCACT TCTAGATCTCGTC AR

. FVEG 03164

Fv999 GT%TACTGCTTCTTCTTCTT 1273
Fv149 GTTTACTGCTTCTTCTTCT T ek




Figure S2 A Clustal W alignment of the FVEG_03165-FVEG_03164 intergenic region from
Fv999-Sk and Fv149-Sk°. The coding start site of flanking gene FVEG_03165 is marked with a
blue arrow. Similarly, the coding stop site of flanking gene FVEG_03164 is marked with a blue
line. The predicted coding sequence of SKC1 is marked by a red line. This alignment shows that
SKC1 is present in Fv999-SkX but not Fv149-SkS.



