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Ff KLP03525.1 DNAEKLLETAEMFIANVISKAFLMGKA- 341
Fo EWZ36701.1 NNAEKLLETAEKET: -AFLMAKA- 346
Fg ESU17197.1 EAADKLRDTTAKFHSL SSFLMGKPI 312
F1 KPA39364.1 EAADKLRDATSKFNSINSGFLMGKAT 281

Nh XP 003053980.1 GNASKVRHEATK FLSGTPMF 296
Tv XP_013952680.1 ---PKTRMNLPQIN FLREGSA- 275
Ac KFH42786.1 AASRPPTLTAEKIISMNEFLRMN--- 317
Th KKO099655.1 ALVKKTKFNLPQIH SFLKATMV- 283

Figure S4 Sequence alignment of putative Fveg 03194 homologs A BLASTP search of
NCBI’s non-redundant protein database was performed with the sequence of F. verticillioides
Fveg_03194. The sequences of eight putative homologs were downloaded, imported into Bioedit
7.2.5, and aligned with Clustal W. Columns were shaded according to the BLOSUMG62 similarity
matrix. Each sequence is specified by its accession number: EWG40990.1 (Fveg_03194), F.
verticillioides; KLP03525.1, F. fujikuroi; EWZ36701.1, F. oxysporum; ESU17197.1, F.
graminearum; KPA39364.1, F. langsethiae; XP_003053980.1, Nectria haematococca;
XP_013952680.1, Trichoderma virens; KFH42786.1, Acremonium chrysogenum; KK099655.1,
Trichoderma harzianum.



