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Fv EWG40993.1 SAWQVAENYEEDQVVHL 179
Fo EWZ36697.1 SAWQVAENYE“DQVVQL 179
Ff KLO94664.1 SAWQVAENYE*NQVVQL 194
Nh XP 003053984.1 SAWEVAENMEYDOVVHL 181
Ct KzZL78281.1 AVWETAENKEEEQVVHL 216
Th KKP02497.1 AAWELAEKREVEKIITL 175
Nc XP_960303.1 AAWEKAEKTEYEKVVTL 201
Af KMK62774.1 PAWEAAETSE“REVILL 183
Pf KTC53377.1 IPEIAEHALYEKLVHT| 196
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Ap WP_026019211. VPNP EHAFETDLINT 204

Se WP_058683418.1 LPQVADKALZISKIVNT 188
260 270 280 290 300
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Fv EWG40993.1 --—-—-QFDFEKHVGERINRKE-GCTDWRVKKEARKDIPSLVVHEDADQAWKNK 224

JKNIPSPVVHEDADQAWKNK 224
JNKDIPSPAVHEG-EYEWVDE 238
NKDIPVPAIHEDADQAWKNQ 225
JKHIESPSVHPDADQAWKNH 261
JKDIPSPKIHGDADSCWHAW 219
SKDIEVPEMHPDADWTWKKD 249
JKDIEPPNLSPDADTMV--- 229
NADIPAPTVAPGADAWKQGK 240

Fo EWZ36697.1 - -—-QFDFEKNVGEIRWRKF - GTDWRVKKE
Ff KLO94664.1 - - - —QFDFEKHVGEBRWRKF - GTDWRVKKE
Nh XP_003053984.1 ----QLDFK-HVRDRWRRF-GVDHKOKRE
Ct KzZL78281.1 - ---QFDFEKYVGERWRRF-KSDYKRKVE
Th KKP02497.1 - - —-HLDFG-RVEERWERF-GTNYREKRE
Nc XP 960303.1 - -QF PVDMEKVLDEWORFPGADWRAKRE
Af KMK62774.1 KLVHPKGLDGLLAGIRWEAF-GVDYKVKAE
Pf KTC53377.1 - -—-QADPQ-MIAEEWRRF-GIESAQKK

Ap WP_026019211.1 ----QIQKA-SLDDRWKRE-GISTQSERENEADIPMPDVVMGANSWOSCK 248
Se WP_058683418.1 ----QLDLA-LLADIJSRRL-GIDTRAIKREZODLPEHPVVKCGANAWEQGE 232
310 320
Fv EWNG40993.1 = ——————-—mmmmmmmm 224
Fo EWZ36697.1 —————————-————m—mm o 224
Ff KLO94664.1 LR--————=—=—————————m = 241
Nh XP_003053984.1 —-—==-=-—mmm=mmmmm oo 225
Ct KzL78281.1 NKEA-—==—==—=——————————— 265
Th KKP02497.1 RERGNKTP-—--—--—-——-— PSYNQK-- 233
Nc XP_960303.1 KQK——-—=——=——————————— - 252
Af KMK62774.1 ———————m—mmmmmmm e 229
Pf KTC53377.1 VEQIE---—--—-——- DPTH--TPHQH-- 254
Ap WP_026019211.1 TMQLQ------------~ LVEVPVKNLKK- 264

Se WP_058683418.1 VIQLORVQGSGEHGRGDTAHFGTSEQSRQ 261

Figure S5 Sequence alignment of putative Fveg 03197 homologs A BLASTP search of
NCBI’s non-redundant protein database was performed with the sequence of F. verticillioides
Fveg_03197. The sequences of ten putative homologs were downloaded, imported into Bioedit
7.2.5, and aligned with Clustal W. Columns were shaded according to the BLOSUMG62 similarity
matrix. Each sequence is specified by its accession number: EWG40993.1 (Fveg_03197), F.
verticillioides; EWZ36697.1, F. oxysporum; KLO94664.1, F. fujikuroi; XP_003053984.1,
Nectria haematococca; KZL78281.1, Colletotrichum tofieldiae; KKP02497.1, Trichoderma
harzianum; XP_960303.1, Neurospora crassa; KMK62774.1, Aspergillus fumigatus;
KTC53377.1, Pseudomonas fluorescens; WP_026019211.1, Acetobacter pasteurianus;
WP_058683418.1, Salmonella enterica.



