Dataset $4.

List of insertion-deletion mutation calls for Agrobacterium tumefaciens (Agt), Bacillus subtilis
(Bs), Escherichia coli (Ec), Mesoplasma florum (Mf), Vibrio cholerae (\Vc), and Caenorhabditis
elegans (Ce). IG - intergenic, EX - exon. Line column indicates the organism and MA line where
indel is called seperated by (|). Algorithm (Alg.) is the mapping algorithm that identified the indel
(N-Novoalign, B-Bwa, P-Pindel). Gene is the gene name or type of gene where the insertion/
deletion occurs, (-) indicates no known gene at location. Confirmed (conf.) column indicates if the
mutation was verified using direct sequencing (seq), gel electrophoresis (gel), or did not amplify

(-)-

. . . Alg. EX

Line Scaffold:Position Size or 1G Gene Conf.
N B P

Agt|44 NC_003064.2:4506 1 * * * EX fructosyl

Agt|26 NC_003065.3:7362 1 * * * EX hypothetical

Agt|36 NC_003065.3:71571 S (CI

Agt|42 NC_003062.2:82741 -4 * * * EX permease

Agt|25 NC_003063.2:195916 1 * * * |G -

Agt|30 NC_003063.2:225220 -1* * - EX ftsk

Agt|11 NC_003064.2:229665 1 * * * EX D-serine

Agt|36 NC_003064.2:320813 -1 * * - EX D-isomer

Agt|34 NC_003063.2:364471 1* * - IG -

Agt|55 NC_003064.2:392047 -1 * * - EX dihydrodipicolinate

Agt|53 NC_003064.2:392047 -1 * * - EX dihydrodipicolinate

Agt|5 NC_003063.2:504098 -3 * * _  EX oligopeptide

Agt|7 NC_003063.2:546849 6 * * * EX diguanylate

Agt|2 NC_003063.2:625417 -1 * * - EX hypothetical

Agt|30 NC_003062.2:762254 1 * * * |G -

Agt|36 NC_003062.2:801590 1 * * - EX pyruvate,orthophosphate

Agt|15 NC_003062.2:880411 -12 * * * EX acetyltransferase

Agt|59 NC_003063.2:1029884 -1 * * * EX hypothetical

Agt|44 NC_003062.2:1175889 -10307 - - * IG -

Agt|9 NC_003062.2:1175889 -10307 - - * IG -

Agt|39 NC_003063.2:1181859 1 * * * EX hypothetical

Agt|25 NC_003062.2:1182402 e [CR

Agt|45 NC_003062.2:1182402 1 - - * IG -

Agt|5 NC_003062.2:1191021 -1 * * * EX ABC

Agt|26 NC_003062.2:1220203 e [CR

Agt|57 NC_003062.2:1220203 T (CI

Agt|29 NC_003062.2:1220203 1* * - IG -

Agt|46 NC_003062.2:1275276 -1 * * - EX hypothetical

Agt|20 NC_003063.2:1306030 2 * - G -

Agt|53 NC_003063.2:1306030 1* * - IG -

Agt|55 NC_003063.2:1306030 1* * - IG -

Agt|7 NC_003063.2:1380071 -1 * * *  EX Lacl

Agt|51 NC_003063.2:1402387 -1 * * * EX LamB/YcsF

Agt|4 NC_003063.2:1426511 -1 * * - EX hypothetical

Agt|42 NC_003063.2:1447051 e [CR

Agt|58 NC_003062.2:1501701 30 * * * EX single-strand

Agt|44 NC_003063.2:1520361 1 * * * EX nitrite

Agt|46 NC_003062.2:1538924 -1 * * - EX formate

Agt|51 NC_003062.2:1538924 -1 * * * EX formate

Agt|51 NC_003063.2:1556554 e [CR

Agt|32 NC_003063.2:1635958 1 * * * |G -
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putative

16S
methyl-accepting
methyl-accepting
DNA-binding
pseudouridine
DNA-binding

gamma-aminobutyrate
lysophospholipid
phosphate

putative

hexuronate

O-antigen

acetate

transcriptional

NADH

Mg2+

Mg2+
prolipoprotein
lysophospholipase
DNA

substrate

K+,

substrate
fructose-specific
fructose-specific
fructose-specific
fructose-specific
DNA
serine/threonine



Mf|23 NC_006055.1:247723 1 * * * EX serine/threonine

Mf|67 NC_006055.1:251013 1 % * * |G -

Mf| 65 NC_006055.1:251037 1% * * |G -

Mf|92 NC_006055.1:259234 A ox K ox |G -

Mf|67 NC_006055.1:263856 -1 * * * EX phosphate

Mf|59 NC_006055.1:271602 6 * * * EX uracil-DNA

Mf|39 NC_006055.1:284202 20 X X G -

Mf|56 NC_006055.1:284202 4 *x * x |G -

Mf|26 NC_006055.1:285396 1 * * * EX hypothetical

Mf|49 NC_006055.1:292616 -6 * * * EX substrate

Mf|56 NC_006055.1:292616 -6 * * * EX substrate

Mf|67 NC_006055.1:314152 -1 * * * EX hypothetical

Mf|67 NC_006055.1:344335 1 * * * EX ATP/GTP

Mf|31 NC_006055.1:350681 1 * * * EX hypothetical

Mf|57 NC_006055.1:351102 -1 * * * EX hypothetical

Mf|50 NC_006055.1:351379 1 * * * EX hypothetical

Mf|90 NC_006055.1:352376 -1 * * * EX hypothetical

Mf|83 NC_006055.1:352427 1 * * * EX hypothetical

Mf| 83 NC_006055.1:354321 1% * % EX type

Mf| 49 NC_006055.1:354321 1% * % EX type

Mf|58 NC_006055.1:362283 -1 * * *  EX beta-glucoside

Mf|58 NC_006055.1:373939  -1672 - - * EX beta-glucoside

Mf|57 NC_006055.1:377897 5 ¥ * * EX exodeoxyribonuclease

Mf|19 NC_006055.1:386317 -1 * * * EX DNA

Mf|99 NC_006055.1:386611 -1 ¥ * * EX DNA

Mf|42 NC_006055.1:391758 1 * * * EX hypothetical

Mf|99 NC_006055.1:396957 1% * * |G -

Mf|23 NC_006055.1:399947 1 * * * EX hypothetical

Mf|57 NC_006055.1:400304 -1 * * * EX hypothetical

Mf|58 NC_006055.1:407328 -1 * * * EX hypothetical

Mf|59 NC_006055.1:421014 1 * * * EX hypothetical

Mf|11 NC_006055.1:422354 L R [CR

Mf|99 NC_006055.1:437601 2 *x % - G -

Mf|55 NC_006055.1:453094 3% *x * EX cell

Mf|14 NC_006055.1:454295 1 * * * EX hypothetical

Mf|6 NC_006055.1:455904 2 % % x |G -

Mf| 83 NC_006055.1:473827 1 * * * EX class

Mf|76 NC_006055.1:476372 -1 * * * EX translation

Mf|65 NC_006055.1:489521 1 * * * EX ATPase

Mf|76 NC_006055.1:499619 2 ¥ * * EX trehalose/sucrose/beta-glucoside

Mf|92 NC_006055.1:523043 4 *x k- G -

Mf| 76 NC_006055.1:523043 A *x k- G -

Mf|99 NC_006055.1:523043 o T [T

Mf| 14 NC_006055.1:523043 A * x -G -

Mf| 85 NC_006055.1:523043 4 *x k- G -

Mf|56 NC_006055.1:523043 4 *x k- G -

Mf| 83 NC_006055.1:523043 4 *x k- G -

Mf|68 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|42 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|65 NC_006055.1:528050 3 ¥ * * EX histone-like/ribosomal-like

Mf|55 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|12 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|23 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|6 NC_006055.1:528050 3 ¥ * * EX histone-like/ribosomal-like

Mf|19 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|41 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|56 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like

Mf|47 NC_006055.1:528050 -3 * * * EX histone-like/ribosomal-like
* *

Mf|99 NC_006055.1:529274 3 IG -
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