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Supplementary Figure S1: MDM2 polymorphism analysis; Taqman SNP genotyping 

plots of rs769412 (Left), rs937283 (Middel), rs2279744 (Right) in MDM2 gene. The 

vertical axis indicated a wild-type (WT) AA homozygote (for rs769412 and rs937283) or 

GG homozygote (rs2279744), the horizontal axis indicated mutant type GG homozygote 

(rs769412 and rs937283) or TT homozygote (rs2279744), and the diagonal was AG 

heterozygote or GT heterozygote (rs2279744). Blue circle, AA or GG genotype; Green 

Circle, AG or GT genotype; Red Circle, GG or TT genotype. 

 

 

 

 

 

 

 

 



Supplementary Figure S2: Densitometric analysis of Western blotting of Figure 4b. 

Data represent the mean ±SD of 3 separate experiments. *P<0.01 between AA genotype 

and AG, GG genotypes.   

 

 

 


