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Viruses from the Deep
Fig S5

Deep Pelagiphage
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Surface pelagiphage
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FigS5. a) Comparative fragment recruitment of top recruiting uvDeep phages (including deep pelagiphage)
vs surface pelagiphage HTVCO010P versus the Tara Virome mesopelagic dataset from a depth of 800m. b)
Comparative recruitment of uvDeep genomes and other references from TARA viromes. The phage

genomes are arranged exactly as in Figure 3a
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