Table S1: Bacterial strains, plasmids and primers used in this study

Strain Description Source

E. coli strains

XL1 Blue Cloning strain Stratagene

S. aureus strains

RN4220 Restriction deficient derivative of (1)
8325-4

KB1475 RN4220 pKB1469 This study

KB1478 RN4220 pRAB12-lacZ This study

SA564 Low-passage clinical isolate (2)

HI2781 SA564AcipX (3)

HI12726 SA564AcipP 4)

KB1090 564-25-2: SA564AcipX ItaSH47eq This study
suppressor mutant

KB1501 SAS564AcipX ltaS::erm This study

KB1492 SA564 pRAB11 This study

KB1486 SA564 pKB1469 This study

KB1496 SA564AcipX pRAB11 This study

KB1490 SA564AcipX pKB1469 This study

Newman Clinial isolate (ATCC 25904) (5)

HI3461 NewmanAcipX This study

HI2564 NewmanAclpP (4)

8325-4 MSSA strain cured of prophages (6)

HI12209 8325-4AclpX (7)

HI12300 8325-4AclpP (7)

KB1133 83-25C: 8325-4AclpX IltaSss2sT0P This study
suppressor mutant

KB1262 8325-4AclpX ltaS122sTop Suppressor | This study
mutant

KB1241 8325-4AclpX ermB This study

KB1506 8325-4AcipX clpP::®NZ This study

KB1510 8325-4 ItaS3g2sT0p AcipX pPRAB12- This study

lacZ




KB1509 8325-4 ItaS3g2sT0P ACipX pKB1469 This study
ANG4052 8325-4 jltaS This study
ANG4053 8325-4 AclpX-iltaS This study
JE2 CA-MRSA strain USA300 LAC cured | (8)
of plasmids
HI3393 JE2AcIpX (9)
NE912 JE2cIpP::ONZ Nebraska Transposon Mutant
Library (http://www.narsa.net)
KB1399 JEZ2cIpP::®NZ, transduced from (9)
NE912
LAC* Erm sensitive CA-MRSA LAC strain (10)
(AH1263)
ANG1961 LAC* AgdpP::kan (11)
ANG2142 US3: LAC* ltaS::erm suppressor (11)
Plasmids
pRAB11 Expression vector with (12)
anhydrotetracycline inducable xyl/tet
promoter. Cam®
pRAB12- Expression vector with (12)
lacZ anhydrotetracycline inducable xyl/tet
promoter. Cam®
pKB1469 pRAB12-lacZ containing clpX under | This study
control of the xyl/tet promoter
Primers
Name Sequence (5'- 3')
KB71F TATCTAATTTATTCAAGTACTTTCGC
KB71R AACTTGTTAAGGCTTTGATGAC
KB73F CAGAATTATTAACACGTACATTTGAC
KB76F GTTTCATTTCCATTTGCTATACCTCC
KB76R TATTCATCGCACGTATTACTTCCA
KB110F GGACTGGCCGCCTAATAATAAAA
KB110R TTTGCGGGAGTAGTTCAACTTTT
KB111F CCGAATTCTTATAACACATCAATGATTAAGCTG
KB111R CCAGATCTAACGAATAGGGGTGTAAAAAGAATG




KB121F GACGATGCAGAACAACGTG

KB121R CCATACCCTGGAACATCCAC

KB122F CTTCTGGGCGAATTTGTGCT

KB122R ACAAGGTGGACGCAAACATC

saclpX385f | GACGATGCAGAACAACGTG

saclpX2447r | CCATACCCTGGAACATCCAC

saclpP413f | AGAATTATAAGTAAGAAG

saclpP1644r | ATTGACACCTTGGTTTACTC
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