Table S2 Bacterial strains and plasmids used in this study

_Strains/plasmids
Serratia sp.

Genotype or discription

Reference

ATCC39006

LacA (WT)
AavpAl

AavpA2

AavpA3

AavpC

AavpF1

AavoF2

AavoF3

AavpG

AavpH

AavpK

AavpN

AavpV

AavpW

AavpX

AavpY

AavpZ

AavrA

AavrB

AavrC

GPAL

AavrA avpAl:uidA
AavrB avpAl::uidA
AavrC avpAl::uidA

Esherichia coli

DH5a
2163

Plasmids

pQE80oriT
pKNG101
pKNG101-AgvpA1
pKNG101-AgvpA2
pKNG101-AgvpA3
pKNG101-AgvpC
pKNG101-AgvpF1
pKNG101-AgvpF2
pKNG101-AgvpF3
pKNG101-AgvpG
pKNG101-AgvpH
pKNG101-AgvpK
pKNG101-AgvpN
pKNG101-AgvpV
pKNG101-AgvpW
pKNG101-AgvpX
pKNG101-AgvpY
pKNG101-AgvpZ
pKNG101-AgvrA
pKNG101-AgvrB
pKNG101-AgvrC
pQE80oriT-gvpAl
pQE80oriT-gvpA2
pQE80oriT-gvpA3
pQE80oriT-gvpC
pQE80oriT-gvpF1
pQE80oriT-gvpF2
pQE80oriT-gvpF3
pQE80oriT-gvpG
pQEB80oriT-gvpK
pQE80oriT-gvpN
pQE80oriT-gvpV
pQE80oriT-gvrA
pQE80oriT-gvrB
pQE80oriT-gvrC
pQE80-SmaR
pBLUEScript SK+

pBluescript +gvpAl 5'RAC

pBluescript +gvrA 5'RACE

pRW50
PRW50-gvpAl o
PRWS50-gVrA ;o

From ATCC

Laboratory strain, referred to as wild type (WT) in text, Lac-derivative of ATCC S39006
In-frame avpAl mutant derivative of WT, made using plasmid pKNG101-AagvpA1
In-frame avbA2 mutant derivative of WT. made usina plasmid oKNG101-AavpA2
In-frame avbA3 mutant derivative of WT. made usina plasmid oKNG101-AavpA3
In-frame avpC mutant derivative of WT, made using plasmid pKNG101-AavpC
In-frame avpF1 mutant derivative of WT, made usina plasmid pKNG101-AgvpF1
In-frame avbF2 mutant derivative of WT. made usina nlasmid oKNG101-AavoF2
In-frame avnF3 mutant derivative of WT. made usina nlasmid oKNG101-AavoF3
In-frame avpG mutant derivative of WT, made using plasmid pKNG101-AgvpG
In-frame avpH mutant derivative of WT, made using plasmid pKNG101-AavpH
In-frame avpK mutant derivative of WT, made using plasmid pKNG101-AgvpK
In-frame avpN mutant derivative of WT, made using plasmid pKNG101-AavpN
In-frame avpV mutant derivative of WT, made using plasmid pKNG101-AgvpV
In-frame avpW mutant derivative of WT, made usina plasmid pKNG101-AgvpW
In-frame avpX mutant derivative of WT, made using plasmid pKNG101-AgvpX
In-frame avpY mutant derivative of WT, made using plasmid pKNG101-AgvpY
In-frame avpZ mutant derivative of WT, made using plasmid pKNG101-AgvpZ
In-frame avrA mutant derivative of WT, made using plasmid pKNG101-AgvrA
In-frame avrB mutant derivative of WT, made using plasmid pKNG101-AgvrB
In-frame avrC mutant derivative of WT, made using plasmid pKNG101-AgvrC
avpAl :Tn-DS1028-uidA derivative of WT, CmR

In-frame avrA mutant derivative of GPAL

In-frame avrB mutant derivative of GPAL

In-frame avrC mutant derivative of GPA1

SupE44, Alac U169, ®80lacZ AM15, hsdR17, recAl, endAl, gyrA96, thi-1, relAl, luxS
(F-) RP4-2-Tc::Mu dapA ::(erm -pir)

Expression vector pOESOL containina the RK2 oriain, Ap®

Marker exchande suicide vector, sacBR . mobRK2, oriR6K, Sm®

pKNG101 marker exchange construct containing AavpAl

pKNG101 marker exchange construct containing AavpA2

pKNG101 marker exchange construct containing AavpA3

pKNG101 marker exchange construct containing AavpC

pKNG101 marker exchange construct containing AavpF1

pKNG101 marker exchange construct containing AavpF2

pKNG101 marker exchange construct containing AavpF3

pKNG101 marker exchange construct containing AavpG

pKNG101 marker exchange construct containing AavpH

pKNG101 marker exchange construct containing AavpK

pKNG101 marker exchange construct containing AavpN

pKNG101 marker exchange construct containing AavpV

pKNG101 marker exchange construct containing AavpW

pKNG101 marker exchanage construct containing AavpX

pKNG101 marker exchanae construct containing AavpY

pKNG101 marker exchanae construct containing AavpZ

pKNG101 marker exchange construct containing AavrA

pKNG101 marker exchange construct containing AavrB

pKNG101 marker exchange construct containing AavrC

pOEB8OoriT containina SD sequence and ORF of avpAl as a EcoRI-Hindll fraament
pOES8OoriT containina SD sequence and ORF of avpA2 as a EcoRI-HindlIl fraament
pOEB8OoriT containina SD sequence and ORF of avpA3 as a EcoRI-HindlIl fraament
pOES8OoriT containina SD sequence and ORF of avpC as a EcoRI-HindlIl fraament
pPOES8OoriT containina SD seauence and ORF of qvpF1 as a EcoRI-Hindll fraament
POES8OoriT containina SD seauence and ORF of avpF2 as a EcoRI-Sall fraament
pPOEB8OoriT containina SD seauence and ORF of qvpF3 as a EcoRI-Hindll fraament
pOES8OoriT containina SD seauence and ORF of avpG as a EcoRI-Hindll fraament
pOES8OoriT containina SD sequence and ORF of avpK as a EcoRI-Hindll fraament
pPOES8OoriT containinag SD sequence and ORF of avpN as a EcoRI-HindlIl fraament
pOES8OoriT containina SD sequence and ORF of avpV as a EcoRI-Hindll fraament
pPOES8OoriT containina SD seauence and ORF of avrA as a EcoRI-HindlIl fraament
pOES8OoriT containina SD seauence and ORF of avrB as a BamHI-Hindll fraament
POES8OoriT containina SD seauence and ORF of qvrC as a EcoRI-Hindll fraament
POESO plasmid containing SmaR, Ap®

Clonina vector, ColE1 replicon, Ap®

pBLUEScript SK+ containing the product of 5'RACE beginning at the transcription start
site of avpAl

pBLUEScript SK+ containing the product of 5’RACE beginning at the transcription start
site of avrA

promoterless lacZ reporter, Tet®

pRW50 derivative containing gvpAl promoter as an EcoRI/Hindlll fragment

pRWS50 derivative containing gvrA promoter as an EcoRI/Hindlll fragment
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