Additional file 4. Sequences of primersused for expression analysis.

Gene NCBI accession Primer sequences Product
number size
NRAMP1 V196001 F- CACTCTGCCCTTGTACTATC 142
R: GTACCAGACACAGACACAAC
NRAMP2 AV 562196 F: GGAGCTTTTAGCAGGTCTCT 133
R: GATCTCTCTGGATTGCACCA
NRAMP3 AV 196062 F TGTTTGGAGAGACGAAACCA 104
R: ACACCCTACAATTCCCACTG
IRT1 AFL36579 F: TCCTACAGGCGGAGTATAAG 138
R: CAGTTATTAACGCCCGTGGA
FRO1 AV 224075 F: CTCTACCAGATGATCTCCTCC 135
R: GAGTAATTCCACTTCCTCCAC
NbABC Ay 043856 F: TCCACTGTGCAGAACTGGTATG 129
R: TGACCCTGTCTCCACTTGTG
Chin F: GGTGCCTATGTGTTACCTAG 106
AJ242045 R: CTCACTCACTCCTCCAGAG
FER AFASTET F: GCAACAAAG GGCGACACATTG 228
R: CCAACGGAGATGTCTCGAAGTC
bZI P44 547190 F: ACAGTGGACTTGTCATGGACC 141
R: TGCAAGACATCGGCAGTC
NR Ussess T GCTCGATGTAAAAATCCGATGG 101
R: CACTGAACTACTACTCCACG
ETRL F: TCTAAGCTCCCCTTTGTGAC 134
NM_001247220 b cATCCAAGGTGTGTAAGCAG
ACO1 F: CTAACGGGAAGTACAAGAGTGTG 151
NM_0012470%  p. 1CCTCTGCCTCTTTTTCAACC
ACO3 (ES) F: GCTGCAAGTTGGAGAGACAC 134
XM_004247652 . cCTCTGCCACTGAGCTACT
ACO4 F: TGACGCGGTGATCTATCCA 158
NM_001246999 1. ccCACATTAGCTTCCATAGCCT
ACO5 AJ715750 F: TCTTTGTTTGGCATCGTCCA 147
R: CTAGGCCAAGGTTCTCACAC
ACO6 F: GCTCACACAGATGCTGGTG 138
NM_001247709 . GAGTTGGTCACCGAGGTTG
PMEU1 70677 F: GTGGCCGGAGTGGTTGTCCG 395
R: CGCAGAGTGCCACGGCTTGA
EXPS F: GGAGGTGCTTGTGGATATG 154
AF184232 R: CCTTTTTGCACCATTGAGG
EXP18 A 1004557 F: GTTGGAGGTGAAAGGGGAAG 118
R: CGGGCTACATGTTTTTGCAG
uJ-2 N F: GGAACCAAAACCATCACCAC 197
R: CGTAGGAGACTCCGATTACC
THT7-1 AV OBL905 F: CTCAACAACCAACTCCATCTC 264
R: TCAAGTAGA AGTACGGATGG
THT7-8 AV 01507 F: GCATCATCGGAAAACAACAAC 223
R: TCAAGTAGA AGTACGGATGG
XTH1 F: TGAGGCTTGTTGGTGGAGAC 162
R

NM_001246929

: CTCTGTTTCCTTTTCCTCCTGTG
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NM_001247559

F: GTCATCACAAGGACCAACAC

R: TGGAAATCAGCAGTAGGGTC

F: GGAACCATCATCAAGCCGTG

R: CTCTTGTAGCCCAGTCGTCAG

F: CTATGTCCTGTTTGGGCTGA

R: CAAGGGACAAGGCGAGAAG

F: GAAAGCTACGGCGAGAGATGG
R: ACATCGGAACCGGGATTATTCG
F: GGTTCTGATGTTGCTGCTGAG

R: GCAGACCACTGAACTGAGACTG
F: GAGCTATATTGGGGAGCAGC

R: GTCATTTCCTACCACGCTTCTCC
F: CTCTTCGCCGATACCACTCC

R: TCACACGGTGGAAGGTTGAG
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