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Figure S1. Multiple lines of evidence show that the K-segment binds to the 
micelle. A) δ2Δ analysis of K2 chemical shifts in the presence of SDS 
micelles. Coil, light blue; α-helix, dark blue; β-strand, red; poly-proline type 
II helix, green. B) R2 relaxation data of K2 in the absence (closed circles) 
and presence (open squares) of SDS micelles. C) Map of residues undergoing 
chemical shift change at the different exchange rates. Slow exchange, blue; 
Intermediate exchange, pink; fast exchange, red. Residues shown in white are 
residues for which insufficient assignments were available (i.e. proline 
residues or overlapped resonances). This research for all panels was 
originally published in the Journal of Biological Chemistry. Clarke et al. 
(2015) J. Biol. Chem. 290: 26900–26913. © The American Society for 
Biochemistry and Molecular Biology. 


