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> Fragment 1

L GACTGCGTACCAATTCCGTTTGGTGATGATCACAAGGGTTGCACAATACTTCTTACTACTCGTCAACAAGAAGTATGCAAAA

R GACTGCGTACCAATTCCGTTTGGTGATGATCACAAGGGTTGCACAATGCTTCTTACTACTCGTCAACAAGAAGTATGCAAAA
L R

L GTATGAGGTGTCAGCTGCAGATTCAATTAGATATTCTAAA

R GTATGAGGTGTCAGCCGCAGATTCAATTAGATATTCTAAA

KAERKAKEAKXKAKRAKRAKNAAX KAXAAKXAXAAAAXAXkAkAXkix)%

EA-CGC HM-GCA

> Fragment 2

L CATGAGTCCTGCTCGGGCACCCACTACCAATCCGAAGGCGACGTGTGTTGTATTTTTGGTGGGAGATTCCCTTCTACTAC
R CATGAGTCCTGCTCGGGCACCCACTACCAATCCGAAGGCGACGTGTGTTGTATTTTTGGTGGGAGATTCCCTTCTACTAC

R I R I R I R R I R R R R Rk I R R A A kI R S R

L ATTTCTATATTTAGACCTCTCGTATAACGGTATAAGCATTGTTTGGGGAAAAGCCACGCGGAATTGGTACGCAGTC
R ATTTCTATATTTAGACCTCTCGTATAACGGTATAAGCATTGTTTGGGGAAAAGCCACGCGGAATTGGTACGCAGTC
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> Fragment 3

L CATGAGTCCTGCTCGGGCAATGGAGTCGGAATGATGTAAAACTTTCACAGTTGATGCTTTTCGGCGAGATCTTCAAAACT
R CATGAGTCCTGCTCGGGCAATGGAGTCGGAATGATGTAAAACTTTCACAGTTGATGCTTTTCGGTGAGATCTTCAAAACT

R R I I R B Rk R I S R I S R R I A R I I

L CACAACCTTTGGTTGTGTGGCATGCCCTTTTTTAGCGGAATTGGTACGCAGTC
R CACAACCTTTGGTTGTGTGGCATGCCCTTTTTTAGCGGAATTGGTACGCAGTC
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EA-CGC HM-CAT

> Fragment 4

L CATGAGTCCTGCTCGGCATGGGCATCTGCCGTGTCGCGTCCCAAAACGACTCTAAAATATATCCCTTAAATGATGCCTAGAAT
R CATGAGTCCTGCTCGGCATGGGCATCTGCCGTGTCGCGTCCCAAAACGACTCTAAAATATATCCCTTAAATGATGCCTAGAAT

R S I I S A R I I S AR S I AR I S S R R I I R I R kA I I

L AATTAAAATCTGTGTGAAAGCCTCCAACAATTAAAATGTGCAAAGTTAAAAGCCAAATAAGGCTTAGAGGATTTTTGTAAA
R AATTAAAATCTGTGTGAAAGCCTCCAACAATTAAAATGTGCAAAGTTAAAAGCCAAATAAGGCTTATAGGATTTTTGTAAA

EE I R I I I I R O R I O I O R R I S R I R I S R

L TTTCCTAAAAGCCTAAAATGCGTAAATAAATTTTAGCGGAATTGGTACGCAGTC
R TTTCCTAAAAGCCTAAAATGCGTAAATAAATTTTAGCGGAATTGGTACGCAGTC

FTAKAKAKREARKAAKRAKREAAKRAKRAKRAXNAIAAAAAAAX kA XFdhdhrhdhdddhrhdhhidhxk

> Fragment 5

L CATGAGTCCTGCTCGGCATAGATCTCGGGCGGGGATGGGATGGCAGAGGCGAGATGGATCGCCGACGATTTCCTCTTCTTTTT
R CATGAGTCCTGCTCGGCATAGATCTCGGGCGGGGATGGGATGGCAGAAGCGAGATGGATCGCCGACGATTTCCTCTTCTTTTT

EE R R I I R I I I S I R R I I I I R I R R R S S S R I I

L CTCTCTGTTTTTCTTTTTCTTTAATTAAATCGGAAATCCAAAAACCCCTCCACACAGGGTTTACAATTATGACATGCCGATCCGTTT
R CTCTCTGTTTTTCTTTTTCTTTAATTAAATCGGAAATCCAAAAACCCCTCCACACAGGGTTTACAATTATGACATGCCGATCCGTTT

ECECE R R R R R R S S ok ok ok ok LR R R R S Sk Ok ok Sk Sk Sk R R LR R R S Sk Sk Sk Sk SR AR R S S S ok Sk S SR AR R R S Sk Ok Ok Ok SR AR AR SR R S Sk R ARk ok R

L CAGACACTTGCGGAATTGGTACGCAGTC
R CAGACACTTGCGGAATTGGTACGCAGTC
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> Fragment 6

L CATGAGTCCTGCTCGGCATGGACGAGGCCCAATATGGTAGCGATCCATCTCAGTGTGGGCCTCTAGTTAAATCAATGGGCCGTCAAGATTGGA
R CATGAGTCCTGCTCGGCATGGACGAGGCCCAATATGGTAGCGATCCATCTCAGTGTGGGCCTCTAGTTAAATCAATGGGCCGTCAAGATTGGA

R R R R R Rk SRk S SR SR R S G SR S S SR SR A R R SR Sk S A S L A SRR Sk S Sk S S S R S SRR SRR R S Sk S A R AR R A R A AR R Sk

L CCCACGTTTCGGCCGTCAATTTCTTTTGCGGGCTGAATGGGCGGAATTGGTACGCAGTC
R CCCACGTTTCGGCCGTCAATTTCTTTTGCGGGCTGAATGGGCGGAATTGGTACGCAGTC
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