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pMG 1 DEMVLGTWWLNKTV.’\/El’vFNKVPE‘G"TGWPYIuGLRRAmKEMGIOELSDNFGP
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SF266: 1 DEwu.mxwwxw'r"\ﬁﬁFNKVPE‘G‘MWPH [GLRRALOKEMGIOEL SDNFGPT FOEMAGLAPSGYMNAMLMKALLDMSAF ALVPGGDKNIRSMOOSLNALYNRYFGLLPCDG ) 240

| | bl MGTaz1 1 DEEgT NKTV’!*\/!GFMKVDF.G‘T(MPTINGI RRALOKEMGTOEL SONFGPT [FOEMAGLAPSGYMNAMLMKAL L DMSAFALVPGGDKNIRSMOOSLNA! 240
T 1 DEMVL(.TO«WLNKW?‘\/-’GFMKVPE‘G 240

| ‘ al Y 1 DEwLGTD«WLNKW"\K‘GFm(vpE‘G‘TGWTIUGLRRMUKEMGIQELSDNFGP FOEMAGLAPSGYMNAMLMKALLDMSAFALVPGGDKNIRSMOOSLNASYNRYFGLLPCDG 240
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S S TS TAEVENFRL MY PPYNTEADMTVIKGLLS S GNT LR IASACDHATHOL TKO0ADL TKDNGY S TVGRYL TGSVGVGANKKDKNL TLEETONTTSVGL STFPTYODGGINEE SYFNEGNGLRDGSLAHNAAFKL GFPYGATIYFAVDVDIL DGNTPGTVLPY IKKVCE Sl DANGHYKTGYGTRAVCO0ATDAGEVEHCFVSOMSTGE SGNLGFPMPKEWAFDOF YEH
S/ FgGﬁfTﬁVTAHEVE‘FRLFH‘LPPVNYGAWTVTKGLLSSHEN R"ASA(DMA LTKmAﬂlTKDNGVsIVGRVLT(SVGVGANKKDKNLTLEETMYTSVGLSIFPTVODGG [EESYFNEGNGLRDGSLAHNAAFKLGFPYGATIYFAVDVDILDGNIPGTVLPYIKKVKESHL DANGMYKTGIYGTRNVCOOATDAGFVEHCFVSDMSTGFSGNLGFPMPKEWAFDOFYEH:!
SAYFSGSFTS YIAEVELFRLFMJLPPYNTEADMTVIKGLLSSGNTRRAASACONATHOL TKOOADLTKONGY SIVGRYLTGSVGVGANKKDKNL TLEETORTTSVGLSTFPIYODGG L DANGHYKTGIYGTRNVCOOATDAGFVEHCFVSDMSTGF SGNL GFPMPKEAFDOFYEH
S/ FiG‘FTQYIAﬂFV[‘FRLFM‘lPPVN"%M’ATVIKGLLiﬂ”GNT’IRnAGAfDMA L DANGMYKTGIYGTRNVCOOATDAGFVEHCFVSDMSTGF SGNLGFPMPKEWAFDOFYEH
iNFﬁGSFTiYTA”EVE‘FRLFM.lPPYN SADMTVIKGLLSSAGNTARIASACOMA [LDANGMYKTGTYGTRNVCOOATDAGFVEHCFVSDMSTGF SGNL GFPMPKEWAFDOF YEH:
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S/ Fiﬁ‘FTﬁVTAnEVE.FRLFM'LPPVNﬁAMV‘KGLLEQnGN -R”AQA(DMA [EESYFNEGNGLRDGSLAHNAAFKLGFPYGATTYFAVDVDILDGNIPGTVLPYIKKVKESHL DANGMYKTGIYGTRNVCOOATDAGFVEHCFVSDMSTGFSGNLGFPMPKEWAFDOFYEH!
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00 L GFPIDKVAVSGROHGTKAFSTTIGNL TOLETIKL LNALGKNFTIKDVGIKL DTPOTHlISE SVOLLGYEN JLITEIA
ELGFPTBKVAViGRDN(WKAFiTTIGNLIOLETIKLLNALGKNFTIKDVGTKLDT?WI A DLL NEN( TTTETA
JELGFPIDKVAVSGRDHGTKAFSTTIGNLIOLETIKLLNALGKNFTIKDVGIKLDTPUOIIES: S S DLL NEN( (LIIETA
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