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S6 Fig. Robustness of reference gene selection. GeNorm(top) and Normfinder (bottom) 
stepwise procedures from NormqPCR were applied to the tissue panel dataset after 
removal of data for one tissue (each removed tissue, left to right). The ranking of each 
gene in the depleted datasets is shown by the colour and symbol as indicated by the 
labels to the left of the graphs.




