
	
  
	
  
 
clone           AAGTGCTTCCGGTCCATCCGCTCTGTTCGCCGTGGCCCAGGGGTGGACGTGGACGTGAGG 60  
X3              -----------------CCGCTCTGTTCGCCGTGGCCCAGGGGTGGACGTGGACGTGAGG 43  
                                 *******************************************   

clone           CCTCACAAGGCCACCCGCAACTCCTCGGAGGTCCCTGCACCGTCTCTGCCGTCCTTGTTT 120  
X3              CCTCACAAGGCCACCCGCAACTCCTCGGAGGTCCCTGCACCGTCTCTGCCGTCCTTGTTT 103  
                ************************************************************   

clone           CCCTCAACTGCAGTCTTCCGAATCCTTGAAAAGTTCTCAGGACTCCAGTCCTTTCTTGCT 180  
X3              CCCTCAACTGCAGTCTTCCGAATCCTTGAAAAGTTCTCAGGACTCCAGTCCTTTCTTGCT 163  
                ************************************************************   

clone           TTTCAGTTGGCCATTTTGACCACTTCAATTTCAGAACTTAAATTCGGATAATTCCTCCTA 240  
X3              TTTCAGTTGGCCATTTTGACCACTTCAATTTCAGAACTTAAATTCGGATAATTCCTCCTA 223  
                ************************************************************   

clone           ATCGTTCCAATGCGCTCGAGGTCTCTGCACGAACTGCAGCTCTCATCCTCCACCGACTCA 300  
X3              ATCGTTCCAATGCGCTCGAGGTCTCTGCACGAACTGCAGCTCTCATCCTCCACCGACTCA 283  
                ************************************************************   

clone           GGCAGCGTCTTTCCCTTCACTGAACAAAAGCCTGTTTCCGCGGCTTCCAACTCTGCGCAG 360  
X3              GGCAGCGTCTTTCCCTTCACTGAACAAAAGCCTGTTTCCGCGGCTTCCAACTCTGCGCAG 343  
                ************************************************************   

clone           TGCCCACACGCCTGCCACCCACCCGTGCCTTCCTTCTGTCAAGTCGACTCCCTCTTCACA 420  
X3              TGCCCACACGCCTGCCACCCACCCGTGCCTTCCTTCTGTCAAGTCGACTCCCTCTTCACA 403  
                ************************************************************   

clone           TGGCTCCCGCAGAAGCCTGTCAGTCAAGGAGGACCAGGAAGCCAGATCCCAGCAACCCCA 480  
X3              TGGCTCCCGCAGAAGCCTGTCAGTCAAGGAGGACCAGGAAGCCAGATCCCAGCAACCCCA 463  
                ************************************************************   

clone           CGTCTCACACACTCCCGCTAAACACCACACAGAAAACTTCAGGAAATCCAGCTGCCTCCC 540  
X3              CGTCTCACACACTCCCGCTAAACACCACACAGAAAACTTCAGGAAATCCAGCTGCCTCCC 523  
                ************************************************************   

clone           TTTCACACTGAAGAGCGGGAGCAGAGGACCCGCTTTGCTGACCCTGAGAAGCAGGACAGA 600  
X3              TTTCACACTGAAGAGCGGGAGCAGAGGACCCGCTTTGCTGACCCTGAGAAGCAGGACAGA 583  
                ************************************************************   

clone           CCCCCAGGAGCAGATGAGCCATGAGCCAGCGGAAGGCGGCCTGGACGCCTGCGATGCCTC 660  
X3              CCCCCAGGAGCAGATGAGCCATGAGCCAGCGGAAGGCGGCCTGGACGCCTGCGATGCCTC 643  
                ************************************************************   

clone           AGATTTGACAGATGAAAAAGTGAAGGCCTATCTTTCTCTCCACCCTCAGGTTTTAGATGA 720  
X3              AGATTTGACAGATGAAAAAGTGAAGGCCTATCTTTCTCTCCACCCTCAGGTTTTAGATGA 703  
                ************************************************************   

clone           ATTTGTGTCTGAAAGCGTTAGTGCAGAGACTGTAGAAAAATGGCTGAAGCGGAAAAACAA 780  
X3              ATTTGTGTCTGAAAGCGTTAGTGCAGAGACTGTAGAAAAATGGCTGAAGCGGAAAAACAA 763  
                ************************************************************   

clone           GAAGTCAGAAGATGAATCAGCTCCTAAGGAAGTCAGCAGGTATCAAGATACAAATATGCA 840  
X3              GAAGTCAGAAGATGAATCAGCTCCTAAGGAAGTCAGCAGGTATCAAGATACAAATATGCA 823  
                ************************************************************   

clone           AGGAGTTGTGTATGAACTAAATAGCTATATAGAACAGCGGTTGGATACAGGAGGAGACAA 900  
X3              AGGAGTTGTGTATGAACTAAATAGCTATATAGAACAGCGGTTGGATACAGGAGGAGACAA 883  
                ************************************************************   

clone           CCAGCTACTCCTCTATGAACTGAGCAGCATCATCAAAATCGCCACAAAAGCTGACGGATT 960  
X3              CCAGCTACTCCTCTATGAACTGAGCAGCATCATCAAAATCGCCACAAAAGCTGACGGATT 943  
                ************************************************************   

clone           TGCACTGTATTTCCTTGGAGAGTGCAATAACAGCCTTTGTGTGTTTATCCCGCCTGGAAT 1020  
X3              TGCACTGTATTTCCTTGGAGAGTGCAATAACAGCCTTTGTGTGTTTATCCCGCCTGGAAT 1003  
                ************************************************************ 
 
 


