
 
 
clone           GGAATCTGTTGGAGGGCGGTTGGTCAGTCCTCGGCCTGAGAGAGCTGGGCAGCGGGAGAC 60 
X5           
             
 
clone           TCTGCCGGTGTGTCTGCTTGGACTCCGGGTGGAGAGGAGGCCGTCTGAGGACTCGTGAGC 120 
X5           
             
 
clone           AAGCCCTTGTCCCCAGGAAAGCCCGCAGGCCGGATGTCAGCCCCGGGAGTCAGGCTGCCC 180  
X5                     TGTCCCCAGGAAAGCCCGCAGGCCGGATGTCAGCCCCGGGAGTCAGGCTGCCC 53  
                       *****************************************************  
 
clone           GAGAGGCCGGGCGGGCCGGAGGGGCCAGCTTAGCAGCGCTGTGCGGTCGACCAGAGAAGC 240  
X5              GAGAGGCCGGGCGGGCCGGAGGGGCCAGCTTAGCAGCGCTGTGCGGTCGACCAGAGAAGC 113  
                ************************************************************  
 
clone           CCTCCTGCTTCCTTCTGCCTGCGAACCCCGGCAGCTAATGACTTTCTGTGGGATGGCAAG 300  
X5              CCTCCTGCTTCCTTCTGCCTGCGAACCCCGGCAGCTAATGACTTTCTGTGGGATGGCAAG 173  
                ************************************************************  
 
clone           ATGGTATGATTTGACAGATGAAAAAGTGAAGGCCTATCTTTCTCTCCACCCTCAGGTTTT 360  
X5              ATGGTATGATTTGACAGATGAAAAAGTGAAGGCCTATCTTTCTCTCCACCCTCAGGTTTT 233  
                ************************************************************  
 
clone           AGATGAATTTGTGTCTGAAAGCGTTAGTGCAGAGACTGTAGAAAAATGGCTGAAGCGGAA 420  
X5              AGATGAATTTGTGTCTGAAAGCGTTAGTGCAGAGACTGTAGAAAAATGGCTGAAGCGGAA 293  
                ************************************************************  
 
clone           AAACAAGAAGTCAGAAGATGAATCAGCTCCTAAGGAAGTCAGCAGGTATCAAGATACAAA 480  
X5              AAACAAGAAGTCAGAAGATGAATCAGCTCCTAAGGAAGTCAGCAGGTATCAAGATACAAA 353  
                ************************************************************  
 
clone           TATGCAAGGAGTTGTGTATGAACTAAATAGCTATATAGAACAGCGGTTGGATACAGGAGG 540  
X5              TATGCAAGGAGTTGTGTATGAACTAAATAGCTATATAGAACAGCGGTTGGATACAGGAGG 413   
                ************************************************************  
 
clone           AGACAACCAGCTACTCCTCTATGAACTGAGCAGCATCATCAAAATCGCCACAAAAGCTGA 600  
X5              AGACAACCAGCTACTCCTCTATGAACTGAGCAGCATCATCAAAATCGCCACAAAAGCTGA 473  
                ************************************************************  
 
clone           CGGATTTGCACTGTATTTCCTTGGAGAGTGCAATAACAGCCTTTGTGTGTTTATCCCGCC 660  
X5              CGGATTTGCACTGTATTTCCTTGGAGAGTGCAATAACAGCCTTTGTGTGTTTATCCCGCC 533 
                ************************************************************  
 
clone           TGGAAT 666  
X5              TGGAAT 539 
                ******  
 


