
 
 
	
  
clone           GTCCCCAGCCCATGGCAGTTGGAATCTGTTGGAGGGCGGTTGGTCAGTCCTCGGCCTGAG 60 
X5              GTCCCCA----------------------------------------------------- 8 
                ******* 
 
clone           AGAGCTGGGCAGCGGGAGACTCTGCCGGTGTGTCTGCTTGGACTCCGGGTGGAGAGGAGG 120 
X5              ------------------------------------------------------------ 
  
 
clone           CCGTCTGAGGACTCGTGAGCAAGCCCTTGTCCCCAGATTTGACAGATGAAAAAGTGAAGG 180 
X5              -----------------------------------GATTTGACAGATGAAAAAGTGAAGG 205 
                                                   ************************* 
 
clone           CCTATCTTTCTCTCCACCCTCAGGTTTTAGATGAATTTGTGTCTGAAAGCGTTAGTGCAG 240  
X5              CCTATCTTTCTCTCCACCCTCAGGTTTTAGATGAATTTGTGTCTGAAAGCGTTAGTGCAG 265  
                ************************************************************ 
 
clone           AGACTGTAGAAAAATGGCTGAAGCGGAAAAACAAGAAGTCAGAAGATGAATCAGCTCCTA 300  
X5              AGACTGTAGAAAAATGGCTGAAGCGGAAAAACAAGAAGTCAGAAGATGAATCAGCTCCTA 325  
                ************************************************************   
 
clone           AGGAAGTCAGCAGGTATCAAGATACAAATATGCAAGGAGTTGTGTATGAACTAAATAGCT 360  
X5              AGGAAGTCAGCAGGTATCAAGATACAAATATGCAAGGAGTTGTGTATGAACTAAATAGCT 385  
                ************************************************************   
 
clone           ATATAGAACAGCGGTTGGATACAGGAGGAGACAACCAGCTACTCCTCTATGAACTGAGCA 420  
X5              ATATAGAACAGCGGTTGGATACAGGAGGAGACAACCAGCTACTCCTCTATGAACTGAGCA 445  
                ************************************************************   
 
clone           GCATCATCAAAATCGCCACAAAAGCTGACGGATTTGCACTGTATTTCCTTGGAGAGTGCA 480  
X5              GCATCATCAAAATCGCCACAAAAGCTGACGGATTTGCACTGTATTTCCTTGGAGAGTGCA 505  
                ************************************************************   
 
clone           ATAACAGCCTTTGTGTGTTTATCCCGCCTGGAAT 514  
X5              ATAACAGCCTTTGTGTGTTTATCCCGCCTGGAAT 539  
                **********************************   
 
 
 


