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Supplementary figures 4 

Oligos  

Col1A1_F ATCAACCGGAGGAATTTCCGT 

Col1A1_R CACCAGGACGACCAGGTTTTC 

Col3A1_F GCCAAATATGTGTCTGTGACTCA 

Col3A1_R GGGCGAGTAGGAGCAGTTG 

aSMA_F CTATGAGGGCTATGCCTTGCC 

aSMA_R GCTCAGCAGTAGTAACGAAGGA   

CDH1_F CGAGAGCTACACGTTCACGG 

CDH1_R GGGTGTCGAGGGAAAAATAGG 

VIM_F GACGCCATCAACACCGAGTT 

VIM_R CTTTGTCGTTGGTTAGCTGGT 

SNAIL2_F TGTGACAAGGAATATGTGAGCC 

SNAIL2_R TGAGCCCTCAGATTTGACCTG 

NEGR1_F AGAGTGAGCAGCCCTAGCAG 

NEGR1_R GGGAAGTCCACACTCTGTCC 

hTGFbR2_F GTAGCTCTGATGAGTGCAATGAC 

hTGFRb2_R CAGATATGGCAACTCCCAGTG 

hTGFbRII_CHIP F GCGCAAATGATTATGCAAGA 

hTGFbRII_CHIP R TTTGGTCAATTCACAACAGCTC 

hTGFbRII_F (luciferase assay) CATAAAAAATATCAAAGGCAACCTCT 

hTGFbRII_R (luciferase assay) CAACTCCAGAAGCTTTGTTAATTTG 

Axin2_F TGACTCTCCTTCCAGATCCCA 

Axin2_R TGCCCACACTAGGCTGACA 

TGFb2_F CCATCCCGCCCACTTTCTAC 

TGFb2_R AGCTCAATCCGTTGTTCAGGC 

hTbRII_lF CATAAAAAATATCAAAGGCAACCTCT 

hTbRII_lR CAACTCCAGAAGCTTTGTTAATTTG 

mTGFbR2_F CCGCTGCATATCGTCCTGTG 

mTGFbR2_R AGTGGATGGATGGTCCTATTACA 

mTGFb2_F TCGACATGGATCAGTTTATGCG 

mTGFb2_R CCCTGGTACTGTTGTAGATGGA 


