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Graphical representation of the signaling regimes
We detail the procedure to obtain the motifs (Fig.5 in the paper) by means of the

analysis of the regimes’ likelihood curves based on the algorithm presented in the

main paper.

Regime (001)

1. Relative sizes of the total proteins:

Y1T < Y2T , Y2T > Y3T

2. Relative sizes of the total phosphatases:

E1T � Y1T , E2T � Y2T , E3T � Y3T

3. Cycle activation/deactivation:

1/e2 � 1, 1/e3 > 1

4. Saturation/Non-saturation of kinases Y 1
0 , Y

1
1 , Y

1
2 :

K0
1 � Y1T , K0

2 � Y2T , K0
3 � Y3T

5. Saturation/Non-saturation of phosphatases E1, E2, E3:

K1
1 ∼ Y1T , K1

2 � Y2T , K1
3 � Y3T

Normalized likelihood curves of regime (001).
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Regime (010)

1. Relative sizes of the total proteins:

Y1T > Y2T , Y2T < Y3T

2. Relative sizes of the total phosphatases:

E1T � Y1T , E2T ∼ Y2T , E3T ∼ Y3T

3. Cycle activation/deactivation:

1/e2 > 1, 1/e3 < 1

4. Saturation/Non-saturation of kinases Y 1
0 , Y

1
1 , Y

1
2 :

K0
1 � Y1T , K0

2 ≥ Y2T , K0
3 � Y3T

5. Saturation/Non-saturation of phosphatases E1, E2, E3:

K1
1 � Y1T , K1

2 � Y2T , K1
3 � Y3T

Normalized likelihood curves of regime (010).
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Regime (011)

1. Relative sizes of the total proteins:

Y1T > Y2T , Y2T < Y3T

2. Relative sizes of the total phosphatases:

E1T � Y1T , E2T ∼ Y2T , E3T � Y3T

3. Cycle activation/deactivation:

1/e2 > 1, 1/e3 < 1

4. Saturation/Non-saturation of kinases Y 1
0 , Y

1
1 , Y

1
2 :

K0
1 � Y1T , K0

2 ∼ Y2T , K0
3 � Y3T

5. Saturation/Non-saturation of phosphatases E1, E2, E3:

K1
1 � Y1T , K1

2 � Y2T , K1
3 � Y3T

Normalized likelihood curves of regime (011).
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Regimes (100) or (110)

1. Relative sizes of the total proteins:

Y1T ≤ Y2T , Y2T < Y3T

2. Relative sizes of the total phosphatases:

E1T ∼ Y1T , E2T ∼ Y2T , E3T ∼ Y3T

3. Cycle activation/deactivation:

1/e2 < 1, 1/e3 < 1

4. Saturation/Non-saturation of kinases Y 1
0 , Y

1
1 , Y

1
2 :

K0
1 � Y1T , K0

2 < Y2T , K0
3 � Y3T

5. Saturation/Non-saturation of phosphatases E1, E2, E3:

K1
1 � Y1T , K1

2 ∼ Y2T , K1
3 � Y3T

Normalized likelihood curves of regimes (100) and (110).
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Regimes (101) or (111)

1. Relative sizes of the total proteins:

Y1T ∼ Y2T , Y2T < Y3T

2. Relative sizes of the total phosphatases:

E1T ∼ Y1T , E2T ∼ Y2T , E3T � Y3T

3. Cycle activation/deactivation:

1/e2 < 1, 1/e3 < 1

4. Saturation/Non-saturation of kinases Y 1
0 , Y

1
1 , Y

1
2 :

K0
1 > Y1T , K0

2 < Y2T , K0
3 � Y3T

5. Saturation/Non-saturation of phosphatases E1, E2, E3:

K1
1 � Y1T , K1

2 ∼ Y2T , K1
3 < Y3T

Normalized likelihood curves of regimes (101) and (111).


