Supplementary table 7: Genotyping profile of 2551 MTBC isolates from Ghana

Specie | SNP Spoligotyping profile Sublineage SIT No %

MTBss | L1 ENEEEEEEEEENEEEEEEEEEEEEEEEE N EeeEeEEEE | EAI 236 6 0.20
MTBss | L1 E T EEEN SN | N EeeeEeeEEE | EAI 340 11 0.40
MTBss | L1 AN EEEEEEEEEEEEEEEEEEEEEEEEE TN EEeEEEEEE | EAI 342 15 0.60
MTBss | L1 A NSNS EEEEEEEEEEENEEEEEE | EEEEEEEEE | EAI 380 2 0.07
MTBss | L1 EN EEEEEEEEEEEEEEE N e eeeeeeeEE | EAI Orphan | 1 0.04
MTBss | L1 E NN [T SN | o EeeEeeeEE | EAI Orphan | 1 0.04
MTBss | L2 TT T T T T T T T T T T T T T AT AT AT AU T T T T T T T T T 7 N | Beijing 1 71 3.00
MTBss | L2 TT T I T T T T T T T T T T T T T T T T T T T T T T T T T T 7 N | Beijing 1184 3 0.12
MTBss | L2 I T T I T T T I T AT T T T AT T T T T T T T T T T T T e e | Beijing 941 2 0.07
MTBss | L2 I T T T I T T T T T O T T T I T AT T T T T T T T T T T T 1 e | | Beijing 1 0.04
MTBss | L3 SO T 1T T T T T T (e T O | Dehli_CAS 25 4 0.20
MTBss | L3 SO T | I T W | Dehli_CAS 129 2 0.07
MTBss | L3 I [ | T N | Dehli_CAS 702 3 0.12
MTBss | L3 HEN [ SN | [T T T T T T T el | Dehli_CAS 1199 4 0.20
MTBss | L3 IO O T U M T T T | Dehli_CAS 2 0.07
MTBss | L3 HEN [ EEEEEEEENEEEEEE | [ S eEeNNEEEE | Dehli_CAS 3 0.12
MTBss | L3 EEEN | NN [T N | Dehli_CAS 2 0.07
MTBss | L3 OO T 11 1T MmN | Dehli_CAS 3 0.12
MTBss | L4 N1 1 [ || I | Cameroon 57 13 0.50
MTBs [ 14 | ENSSSSSSSSSSSSSSSaS ] SSSaaa T SSSaES | Caneroon 6L e [0
MTBss | L4 EEEEEEEEEE N N e | I WeeseEE | Cameroon 114 1 0.04
MTBss | L4 N A 1 1 I [ | Cameroon 403 5 0.20
MTBss | L4 N1 T | 1 | I | Cameroon 772 92 3.60
MTBss | L4 N | 1 [ || I W | Cameroon 838 28 1.10
MTBss | L4 EEEEEEEEEEEEEEEEEEEEEE | | | EEEEEE | WEEEEEE | Cameroon 1141 14 0.50
MTBss | L4 EEEEEEEEEEEEEEEEEEEEEE | e | mEeEaEE | Cameroon 1580 15 0.60
MTBss | L4 EEEEEEEEEEEEEEEEEEEEEE | | N EEE || WEEEEEE | Cameroon 25 1.00
MTBss | L4 N 1 I [ | | Cameroon 35 1.40
MTBss | L4 EEN T T T T T T T I T T I T TTTIT T T AT T T T T T T T T T 7 I | Cameroon 10 0.40
MTBss | L4 N 1 [ 1 [T i | | | I | Cameroon 30 1.20
MTBss | L4 EEEE NEEEEEEEEENEEEEEN || NN [ N8 [ | [ WESEEEE | Cameroon 20 1.00
MTBss | L4 | e s T W | Cameroon %100
MTBss | L4 SESESSSSESSS SESSSSSSS | WSS | W || | SSSSSES | Cameroon 9 0.40
MTBs [ 14 | ENNSSSSSESE S SSSSSSE T SSSSSS T SSSSEE | Caneroon 18[00
MTBss | L4 EEEEEEEEEEEN EEEEEEEEEEEEEEEEEEE | | | WEEEEEE | Ghana 37 2 0.07
MTBss | L4 EEEENEENEEEEEEEEEEEEEE EEEEEEEEE || | WEEEEEE Ghana 44 2 0.07
MTBss [ L4 | mEMNNENNENNNNNNNENNNNNNNNNNNNNNN [ NENNEEN | Ghana 53 260 [110
MTBss | L4 AEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEE | EEEEEEEEE | Ghana 54 3 0.12
MTBss | L4 EEEENEEEEEEEEEEEEEE BN EEEEEEEEE || | EEEEEEE | Ghana 58 1 0.04




Specie SNP Spoligotyping profile Sub lineage SIT No %
MTBss L ENNENNENENNENNENESNENNEENENEENEN | EEEEN N Ghana 278 1 0.04
Vs [Y | ANMENNEENEESRRRNNENEENE NNRNANAN [ NENNEEN | " i 1 o
MTBss L4 EEEEEEEEEEEEEEEEEENNENENNEEE NN SEEEEEE Ghana 462 3 0.12
MTBss L EEEEEEEEEEEE EEEEEEEE RN [ EEEEEE Ghana 504 28 110
MTBss 4 e T T T w1 Ghana 804 1 004
MTBss 4 EEEEES EENESSNSSESENENENEEEEEEEN | EEEEEEE Ghana 926 1 004
MTBss L ENNENNENENNENEN NENENNESNENNENEN | EEEEEEE Ghana 1105 1 004
MTBss L4 T T T T T T T T T T T T T T T e T T T T T T T Ghana 119 3 0.12
MTBss La [T T T T T T T T T T T T T meew 1] Ghana 1227 3 0.12
MTBss 4 T e e T T T T wwww T Ghana 1547 1 004
MTBss L A A R [ 1 [ Iy W Ghana 7 030
MTBss L4 T e T T we T T T T T T T T T T we T T W T T Ghana 3 0.12
MTBss L EEEEEEEEEEEE RN NN RN R Ghana orphan 1 004
MTBss 4 EEEEEEEEENNNEENEEES | SESSSSEEEEN | SEEEEEE H3TRv 2 007
MTBss L [T T T T T T T T T T T T T T e w1 Haarlem 3 1 004
MTBss L4 T T T T T T T T T e e eees weww 11111 Haarlem 45 3 0.12
MTBss L N R 1 1 1 [ [ | | e Haarlem a7 1 0.04
MTBss L4 EENENEEEENNENNENEENENNEENENEEN | ENEEEEE Hazrlem 124 1 0.04
MTBss = [ SesssssssSSSsSSSEES ||| wess ] ]]]1]] Haarlem 144 2 004
MTBss L 11 1 1 1 I [ 1 [ I W Haarlem 316 8 030
MTBss = e T T T T e wews T T T T T Haarlem 655 18 0.70
MTBss La T T T T T T T e eeeeses 1] Haarlem 775 3 0.12
MTBss = Cmmw T T T T T e weww T T T 1T Haarlem 1159 1 0.04
MTBss L [T T T T T T T T [ A eeeeees 1] Haarlem 1498 1 100
MTBss = T T W T T eeeeeeeses | e . Haarlem 4 020
MTBss L4 T T W T T T T T T T T T eeee | eeees wews ] Haarlem 3 0.12
MTBss L4 [ EESSNSNNNES SNNNNEEES___ § EEES__ & | Haarlem 3 0.12
MTBss La A A O I [ 1 [ I W Haarlem 3 0.12
MTBss = W T T T T T e T wwww T T T 11 LAM 2 1 004
MTBss L4 [T T T T T T T T T T eeme [T T meew 1] LAM 2 2% 100
MTBss = T T T T wee T T T wwww T T T 11 LAM 5% 2 007
MTBss & L T T T e T wwww 11 LAM 765 1 004
MTBss L4 [T T T T T mem mew [ T[T meew 1] LAM 2 007
MTBss = [N [ eeessms ||| wesss ] wees 1111 1] LAM orphan 1 004
MTBss L4 [T W [T e | || mn wemw | 111 meew 1111 LAM 2 007
MTBss = T T T T wee | wewws 111 wews T 111] LAM 2 007
MTBss L4 [T T T T T T T T T T eeeeeeees 1] NEW orphan 1 007
MTBss L4 [T eeemmen W8 [T T T T T meew 1] 5 3 0.12




MTBss L4 A I | | I Uganda| 49 2 007
MTBss L ENNENNEEENNENNENESNNNNEENENEENEN | NN EEE Ugandall 52 2 007
MTBss L4 T T T T T T T T T T e | e Uganda| 78 1 007
Specie SNP Spoligotyping profile Sublineage SIT No %
MTBss L4 LW T T T T T T T e w1 Uganda| 848 1 004
MTBss L A O 1T [ 1 [ IOOT [ W Ugandal 524 1 004
MTBss L4 e T T T T T e w1 Uganda| 2 1 004
MTBss L4 w1 Uganda| 1056 1 004
MTBss L T A O 1T [ 1 [ IOOT [ W Ugandal 2 100
MTBss L4 EEEEEEEEENENENNNNNNNNNENNEEEEEEN | NEE | EE Uganda| 3 010
MTBss L T T T T T T T T T T T T T T T T T e e | eeee Ugandal 4 020
MTBss L4 A A 1 1 [ [ [ [ [ 1] Uganda 11 237 2 007
MTBss La [T EessmmEES | W T T T T e T Uganda 11 2 1 040
MTBss 4 [ e S eSS Uganda 11 1178 4 020
MTBss L4 Uganda Il 5 0.20
MTBss L4 Uganda Il orphan 1 0.04
MTBss L4 Uganda Il 6 0.20
MTBss 4 [T Eeeewwwws ] we T weww T 111 Uganda 11 2 007
MTBss 4 00 111 1 [ [ [ [ | | Uganda 11 4 020
MTBss L [ EENEEEEEN || | BEEN |11 NEEN || BEEN Ugandalli orphan 1 0.04
MTBss 4 IO | I [ | Uganda 11 3 010
MTBss L [T EeEmEEEN || | | W [ T[T meew 11111 Ugandali orphan 1 0.04
Mafric L5 (W [ wewww ] weww [T wew 1] West Africa | 319 52 200
Mafric L5 [T1T1 ] EENNNNNNEN | || BEES | W8 | [ Ses 1] West Africa | 320 10 040
Mafric L5 [T memmw [T wewe [T T e 1] West Africa | 330 1 040
Mafric 5 [T wwwws 1] wwws 1177 wew 1] West Africa | 3l 61 240
Mafric 5 [T eeees [ Seees SeSSSSSSSeseee ] West Africa | 1502 2 007
Mafric L5 West Africa | 50 1.96
Mafric L5 [T wwwww T e T e T West Africa | 1 040
Mafric L5 [T EEemEN | & | [ mesw [ [T [ mew 1] West Africa | 1 040
Mafric 5 [(En | | wewwn ] wews [T wew 1 11] West Africa | 1 040
Mafric L5 [T meemmw | || weew [ (T [ mew 1] West Africa | 30 120
Mafric 5 [T eewws ||| wesswss 1111111 wew 1] West Africa | 1 004
Mafric L5 [T | memmw | [T eeew [ (T eeew 1] West Africa | 2 007
Mafric L5 [T EEEEN || EESSENEN | SESEN | SEEe N | West Africa | 2 007
Mafric 5 [ eeeEN ||| SESsSSES | Sesss ||| wes ] ]] West Africa | 1 004




Specie SNP Spoligotyping profile Sub lineage SIT No

Mafric L5 [T T EEEEEN | [ EEEN [ (T[T maN ] West Africal orphan 1 004
Mafric L5 [TTT T T T EEEEE || EESEEEEE || SN | EEEN West Africa orphan 1 004
Mafric L5 [ EEEEE S ENNNNNNNNNNNNNNNEEE | West Africa | 2 007
Mafric L5 [TTT T T T EEEEE || [ EEEEEN & | BEN [ EEEN ] West Africa orphan 1 004
Mafric L5 [N EEEES  SSSNNSSSNNNNNNNNNEEE | West Africa | 1 004
Mafric L5 11 [ I [ [ [ [ [ [ [ [ [ [T West Africa | orphan 1 004
Mafric L5 BN T T EEEEN [ [ [ EEEN [ m8 [ mEs 1] West Africa | orphan 1 004
Mafric L5 [T memen [ [ [ [ [ [ mEmw [ [ [ man 1] West Africa | 3 0.12
Mafric L5 [T [ EENEN | || EEeemEw [ [ [ ms 1] West Africa | orphan 1 004
Mafric L5 T 0 1 [ [ West Africa | orphan 1 004
Mafric L5 [T [ EEEEN | || EEEesEs [ [ [ m=s 1] West Africa | 4 020
Mafric L5 [TTT T T T EEEEE || [ EESEEN & | EEEEN | BEEN N West Afica | 2 007
Mafric L5 [T [ memmn [ [ [ [ mEmw [ [ mm 1] West Africa | 2 007
Mafric L5 [TTT T T EENEE || ESSSEEEN | SEEEN | [ NN 1] West Afica | 2 007
Mafric L5 [T T T T T EEEEN [T EEEN [ [ [ [N ] West Afica | 1 004
Mafric L5 [TTT T T T EEEN [ EEEEEN || | EEEEN | B8 1] West Afica | orphan 1 004
Mafric L5 [T T T EEeen T T EE [T maN 1] West Afica | orphan 1 004
Mafric L5 [T T T T EEeEN [T mEen [ T[T T[T mEN 1] West Afica | 5 020
Mafric L5 [T T EEmmEn [ mmmw [ mas ] West Africa | 2 007
Mafric L5 N 10 R [ [ W West Afica | orphan 1 004
Mafric 5 (W W EEEEEN [ [ [ mEEs [ [ mus 1] West Africa | orphan 1 004
Mafric 5 [ EEEEE  ESSSSSSSNNNNNNNNNNNNENE] West Africa | 2 007
Mafric 5 [T EESNNSNNSNEEEEEEN | [ [ [ m=s 1] West Africa | orphan 1 004
Mafric 5 [T EENEN | | EESNSNEN  EEEES | &8 1] West Africa | orphan 1 004
Mafric 5 [T EEEEES & [ [ [ mEms [ [ [ mas 1] West Africa | orphan 1 004
Mafric L5 N1 1 I [ [ West Afica | orphan 1 004
Mafric 5 [ [ T mEmEn [ [ [ [ mEm [ [ man 1] West Africa | 2 007




Specie SNP Spoligotyping profile Sub lineage SIT No

Mafric LS L L L e | 1) maee | SEssEssees ms ) ) | West Africa | orphan 1 0.04
Mafric L5 [T T EEEEEN | RN [T EEEN ] West Africal 2 007
Mafric L5 [T T T EEees T T mE [T maw 1] West Africal orphan 1 004
Mafric L5 (W [ [ T mEmEn [ [ [ [ [ mEmw [ [ [ mun 1] West Africa | 4 020
Mafric L5 [T T T EEEEN ||| EESSEEN  EEEES | mas ] West Africa | orphan 1 004
Mafric L5 [ EENEE 5§ SNNANNNNNNEEEE  EEE West Africa orphan 1 004
Mafric L5 [T [ EENEN | | | EESNSNEN | EESES ||| m=s 1] West Africa | orphan 1 004
Mafric L5 [T EEmmEN [ [ [ [ mEms [ [ [ mus 1] West Africa | orphan 1 004
Mafric L5 W T EEEEE W [ EEEN [T T mEN 1] West Africa orphan 1 004
Mafric L5 W T T EEEEN [ NN [ W8 [ mEN 1] West Africa orphan 1 004
Mafric L5 [T [ [ EENEN | | EESSSNSNSSSNEES ||| m&s 1] West Africa | orphan 1 004
Mafric L5 [T T EEmmnw [ maw [ [T mas ] West Africa | orphan 1 004
Mafric L6 A O West Africa 326 40 2.00
Mafric L6 EEN | | | EENEESSSEEEEEEE  SESSEEEEEEEEEEEEEEE West Africa I1 1200 1 004
Mafic L6 110110 A A I I West Africa I1 1867 1 004
Mafric L6 N 1 R [ W West Africa 4 020
Mafric L6 [T T mem [ mw [T I mI]] West Africa 11 4 020
Mafric L6 EEEEEEEEE EEN  SESSSSSESSEENEEEEEEEEEE EEEE West Africa 11 orphan 1 004
Mafric L6 ENNEEEEEN ENESEEEEEEEEEEEENNEEEENENEEEEEEEE West Africa orphan 1 004
Mafric L6 0 O West Africa orphan 1 004
Mafric L6 EEEEEN | | | EESSSSSSSSEEEEENEEEEEEEEEEEE EEEE West Africa I1 3 120
Mafric L6 EEEEEN N SESESEEEEEEEEEEEEEEEEEEEEEEE EEEE West Africa Il 3 0.12
Mafric L6 N1 1oy 11 West Africa Il 3 0.12
Mafric L6 ENEEEEEEE ENN SESSESSEESEEEEEEEEEEEEEE EEEE West Africa 11 orphan 1 010
Mafric L6 [TTT T T mEN [T T W [ N w8 [T T ] West Africall 3 0.12
Mafric L6 EENEES EESEEEESEEEEESEEEEEENNEEEEENEEEEEEEE West Africall 3 0.12




Specie SNP Spoligotyping profile Sub lineage SIT No %
Mafic L6 110 110 A A I | West Africa orphan 1 004
Mafric L6 [T T T mEes W [T mew [T ] West Africa 8 030
Mafric L6 EEEEEEEEN EESSSEESEEEEEEEEEEEEEEEEE NN EEEE West Africa orphan 1 004
Mafric L6 [T T T EEmeEn T mew [ [T T] West Africa orphan 1 004
Mafric L6 EEEEEN | | EESSSSESEEEEEEEEEE EEEEEEEEEE EEEE West Africa 11 7 027
Mafric L6 [T Eemmmmmw [T mam 1] West Africa orphan 1 004
Mafric L6 T T wmmw W T T T m 1] West Africa orphan 1 004
Mafric L6 N [ 11, | I R [ West Africa orphan 1 004
Mafric L6 [T T mmmw [T me [ w] West Africa orphan 1 004
Mafric L6 EEEEEN  EESSSSEEEEEEE | SESSEEEEEEEEEEEEEEE West Africa orphan 1 004
Mafric L6 0 I West Africa orphan 1 004
Mafic L6 [T T mem [T T mEm [ m] West Africa 11 orphan 1 004
Mafic L6 [T T mew T[T mmm [T wl] West Africa I1 orphan 1 004
M. bovis T R R [ [ [ [ BOVIS1_BCG 482 2 007
M. bovis [TW I T T T W W W[ EEanN BOVIST 1037 5 020
M. bovis (W T T T W T W T EEaaN BOVIS 3 0.12
M. bovis T 0 [ R [ [ [ [ BOVIS 2 007
M. bovis [[W [ [ EEEEs mEn [ [ ([ [ NSNS ||| EEEEN BOVIS 1 004
M. bovis [Tw W W W mI T EaaN BOVIS 2 007
. capre OO L WAnANNNNENE N | ™ R




